/2

DiversityCollection

DiversityCollection (Version 2) is part of the database framework Diversity Workbench. Within
this framework the application DiversityCollection is confined to the management of specimens
in scientific collections. In this context it is designed to documente any action concerning the
collection, storage, exchange and treatment of specimens in a collection and is also
appropriate to store observation data. DiversityCollection is distinguished from other collection
management systems by its focus on biological relations between organisms collected
together as one or more specimens ( e.g. host, parasite and hyperparasite, symbionts etc.).
Any module within the Diversity Workbench is focused on a specific data domain.
DiversityCollection keeps only data connected with the handling of collection specimens and
observations. Data of other realms like e.g. taxonomy are handled in separate modules. For an
overview of the available modules see Diversity Workbench. DiversityCollection might also be
used as a stand-alone application.

The image below gives you an overview of the main parts, relations and functions of
DiversityCollection
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The image below gives an overview for some typical data depicted in DiversityCollection
together with the symbols used throughout the program. A typical specimen Mlmay have been

collected at a collection event @during an expedition @' The site of the collection event

may be localized Mand characterized %-. The collectors fcollected twigs of the plant #and
fungi T from the roots. They store the samples as herbarium sheets ¥land specimens =)

preserved by other methods in a collection &. The manager fhsent some of the samples L -
for which he had a request 'ﬁ?ﬁ.rom a requester .to another collection. The samples were

collected as part of a project . Certain parts were cultivated &, analysed Fand

processed =. The organisms on specimen were identified Elseveral times. Images kwere
taken for the event series, the collection event, the collection specimen as well as organisms
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and part of this specimen.

DiversityCollection 2 is based on Microsoft SQL-Server 2005 and the .Net Framework, Version
2.0.

For licence and copyright see the licence section.
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Installation

To run DiversityCollection, you need the database and the client. All parts are free and can be
downloaded from http://www.microsoft.com/downloads/ and
http://www.diversityworkbench.net/Portal/.

The image below gives an overview of the installations and files needed.
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Client

The client is based on the .Net framework version 2.0 from Microsoft. If not already present,
you have to install the framework first. Download and install the Microsoft .NET Framework

(e.g. dotnetfx35.exe & . start the program and follow the installation instructions (see

barcodes ? DiversityCollection.exe DiversityCollection.chm DiversityWorkbench.dll
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http://www.microsoft.com/downloads/ for the latest versions). Version 2.0 is compatible with
older operating systems like Windows 2000. For later operating systems use the latest version
available.

Download the files for DiversityCollection from http://www.diversityworkbench.net/Portal/
provided as a zip archive. Copy all files (DiversityCollection.exe ET;-%, DiversityCollection.chm EX
, DiversityWorkbench.dll &) ) into your DiversityWorkbench directory. To print barcodes of the
font Code 39 the file Code39.ttf %) must be copied to the folder C:\WINNT\Fonts.

After the installation make shure to get the latest updates from
http://windowsupdate.microsoft.conv.

Database

For the installation of a local database see the section Installation of the database.
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Menu

Overview of the menu in DiversityCollection

Connection

_-nj Database ...

*# Module connections ...

£ Transfer previous
settings

¥ Quit

Query
Show query
Predefined queries

o Scan mode
Grid
Ml specimen ...

g Organisms ...

& Parts ...

& Collection events ...

@' Event series ...

Data
% Import

Specimen scans ...

Import list ...

Reimport list ...

» Export
Export list ...
XML ...
Floristic lists ...

t 4 Synchronisation ...

J Mobile device ...

. Transfer
7 To project ...

J@ To transaction ...

E save dataset

Choose one of the databases available on the server. Only those
databases will be listed to which the user has access permission

Edit the connections to the other modules within the Diversity
Workbench.

Transfer the settings for IP-Address and port of the server, name
of the database, login etc. of a previous version of the client to
the current version.

Quit the application and stop all processes started by the
application

Show or hide the query list
Under this menu entry all predefined queries will be listed

Change to the scan mode to open the dataset of a specimen by
scanning the barcode

(_Zhange to the grid mode to edit the dataset of the specimen in a
:és;fange to the grid mode to edit the dataset of the organisms in a
_(I:shtan_ge to the grid mode to edit the dataset of the specimen parts
ghzrlmlgsz to the grid mode to edit the dataset of the collection
events in a list

Change to the grid mode to edit the dataset of the collection
event series in a list

Import scans of specimen labels

Import tab-separated lists

Reimport tab-separated lists that had been exported including the
key columns

Export a tabulator separated file with the data of the specimen
Export data as a XML-file according to ABCD or JSTOR / GPI
Export data in a specific format

Synchronise the content of 2 databases

Transfer the selectd specimen into the database for a mobile
device

Transfer datasets

Transfer the selected specimen into an additional project
Transfer the selectd specimen into an additional transaction
Save current dataset
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Administration
3 Analysis ...

5 Application descritption ...

Collections ...

£ Customize display ...

%] External datasources ...

%' Maintenance ...

Processing ...

s
T Queries ...
¥  Statistics ...

'@ Transactions ...

L Expired loans ...

J-% Loan requests ...

% My requests ...

£ Requesters ...

L]
i

4 Managers ...

5

User ...

Versions ...

I

elp
Izg‘ﬁ] Manual
24 Feedback ...

'—'_~:| Feedback history ...
Info

@ Websites

Download applications ...

Information model ...

Diversity mobile ...

Transaction management

Administration of the analysis methods used for the specimens
Administration of the descriptions and messages within the
application

Administration used for the collections

Customizing the display of the window, e.g. the material

categories and taxoniomc groups that should be visible when
creating a new entries

Administration of the external datasources of data imported into
DiversityCollection

Maintenance of database entries especially if connected to other
modules

Administration of the processing procedures applied in the
collection

Creating and editing predefined queries
Overview of changes within the projects and edited specimen

Management transactions, managers, loans etc.
Administration of the transactions, e.g. loans, exchange etc.

Administration of expired loans. This menu entry will appear when
there are expired loans in collections where the current user is a
curator

Administration of loan requests for the collections a user is an
collection manager. This menu entry will appear when there are
loan requests for the managed collections of the current

Administration of the loan requests of a user. This menu entry will
appear when a user placed requests for specimen

User having the right to place requests for specimen of a
collection

Administration of the users that manage collections and are e.g.
responsible for the administration of the transactions

Administration of the users and their permissions in the database
Administration of the versions of client and database

Opens the online manual

Opens a window for sending feedback

Opens a window for browsing former feedback

Show the version of the program and corresponding information
Websites related to DiversityCollection

Download DiversityCollection from the website of the Diveristy
Workbench project

Inspect the imformation model on the website of the Diveristy
Workbench project

Website of DiversityMobile, the mobile application for collecting
data stored in DiversityCollection
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Manual

The online manual DiversityCollection.chm must be placed in your application folder,
together with the application DiversityCollection.exe and the library DiversityWorkbench.dll. To
get information to any topic in the application DiversityCollection and open this manual, just
click on the field you need information about and press F1. To open the manual from the
menu, choose Help -> Ifﬁ)Manual.
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Version

For information about the version of the client application choose Help, Info...

DiversityWorkbench

,?6 DiversityCollection

M anagement sustem for collections and obzervations
Werzsiom: 2536

Inztitution:  Staatliche M atunwizzenschaftliche Sammlungen Bayermns,
IT Centre
hittp: A A, ghizh, infos

Authors: Markus Weiss
Copyright: 2 19399 - 2008, Diversity ‘Warkbench

License: This program iz free software: you can redistribute it
and/or modify it under the terms of the GMU General
Public Licenze as publizhed by the Free Saoftware
Foundation,

Digclaimer: Thiz program iz distributed in the hope that it will be
uzeful, but WITHOUT ANY WARBAMTY; without even
the implied warranty of MERCHANTABILITY ar FITMESS
FOR & PARTICULAR PURPOSE. For more details see:

hittp: & A, grin.orgdicenses/apl. html

The current version in the example above is 2.5.3.6. As an administrator, you can set the

versions of the database and the client. Choose Administration - Versions from the menu.

A form as shown below will open, giving you an overview of the version settings.

#= Setting the version of client and database

Current wersion M ew wersion
Client: 02.05.05.08 02.05.05.03 [ Set client version ]
[ratabaze: 0z.05.03 02.05.03 [ Set DB version ]

Yerzsionz as stared in client
Client: 02.05.05.08

[ atabaze: 020503
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Update of database and client

DiversityCollection is still in development. Therefore regular updates for the database and the
client will be provided. When you start the program and connect to a database, the program

will check if it is compatible with the database or if the database needs an update. In any of
these cases an ftupdate entry in the menu will appear. If a new version of the client is

available this menu will contain an -'ﬂupdate client ... entry. Click on it to open the webpage
where you can download the cient as shown below.

‘%’j‘i‘%& Main Home | Changes | Index | Edit | Find:

Diversity Workbench — Software Components for
Building and Accessing Biodiversity Information

The Diversity Workbench is work in progress, aiming at developing a set of information
models and application components that collaborate through agreed software interfaces.
That is, each component of the Workbench applications uses services from other
applications, but at the same time does not need to know about the internal design and
implementation of them {encapsulation principle). The goal is increased reuse and
collaboration across project and national borders.

For each component of the Diversity Workbench we aim at providing a comprehensive
documentation of the application and the information model online. The framework for these
components IS currenthy still under development as we continue to learn about the necessary
components and the best approach to the modularization of biodiversity information. A draft
wersion providing important insight into the framework concept » 15, however, available,

In an intitial phase during the GLOPF projects a set of prototypes was developed in Microsoft
Access. The prototype applications are still available. With the exception of
DeltaAccessiDiversityDescriptions they are by now largely obsolete DeltaAccess predates
the Workbench concepts and is actively used and under active development.

Diversity Workbench online help and user guides

These are collected on a separate Wikl webal

Diversity Workbench information models

DiversityCollection
DiversityDescriptions
DiversityExsiccatae
DiversityGazetteer
DiversityResources
DiversityReferences
Diversity Taxonomy
DiversityTaxonNames

Diversity Workbench applications

If you are the owner of the database (Database role = dbo) and the database needs to be

updated, the menu will contain a ﬁupdate database ... entry. Select this entry to open a
window as shown below to run the provided update scripts, delivered with the client software.
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These scripts needs to run consecutively, so e.g. to update from version 2.5.1 to 2.5.4 you

either have to run the script DiversityCollectionUpdate_020501_To_020504 or the scripts

DiversityCollectionUpdate_020501_To_020502, DiversityCollectionUpdate_020502_To_020503

and DiversityCollectionUpdate_020503_To_020504. The program will guide you through these

steps and check for the scripts. All you have to do is click the Start update ﬁbutton.

¥ - Update database

Update the database DiverzityCollection to version 02.0%.03

SOL seriph | CADatenDivershywlorkbench 2 D4DiversiyCollection\bin'D ebug' Upd ates\ Diver sy CollechanUpdate_CE0800_T o_0E0503 2q|
DECLARE @EVERSION VARCHAR(E):

SET EVERSIOMN = |SELECT DBOVERSION{) AS VARCHAR]:

IF @YERSION = 020500

BEGIN
BEGIM TRANSACTION EERSION:

- Aemoving redundant objects

IF EXISTS (SELECT "FROM sys.obijects WHERE obiect_id = DBJECT_ID|N'[dbo] [ExpeditionTopl D] AMD lype in [N'TN'. NTF, N'TF. N'FS', NFT)
DROP FUNCTION [cho) [E xpeditionT opiD]

IF EXISTS [SELECT *FROM spz.objcts WHERE obpct_id = OBJECT_IDIN [dbo] [whbCumentUsed D) AMD fype in [MFN, NIF, HTF', MFS'. NFTT)
DROP FUNCTION [chal [whCumentUzenDy)

IF EXISTS (SELECT “ FFIOM sye abjects WHERE obsect_id = DBJECT D[N |dbo] [NesthccessionNumber]) AND type n [NFRC MIF, NTF, NFS. NFTY)
DROP FUNCTION [doa] [NestboceszionN umbsr]
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License

This manual is copyrighted work licensed under a Creative Commons License.

All material in this manual is the property of the contributing authors and fully copyrighted. By
choosing this way of publication, the contributing authors have agreed to license the work
under a Creative Commons License permitting reproduction, distribution, and derivative works,
requiring attribution, notice, and share-alike, and prohibiting commercial use.

For information about the license of the client software choose Help, Info...

DiversityWorkbench

£

Werzion

_,6 DiversityCollection

Inztitution;

Authors:
Copyright;

Licenze:

Dizclaimer:

tanagement spstem for collections and obzervations
2536

Staatliche M aturwizzenschaftliche Sammlungen Bayermns,
IT Centre
hitkp: A A, snizb infos

b arkus Weiss
19339 - 2008, Diversity ‘Workbench

Thiz program iz free software: you can redistribute it
and/or modify it under the terms of the GHU General
Public License az publizhed by the Free Software
Foundation.

Thiz program iz distributed in the hope that it wil be
uzeful, but WITHOUT ANY WARRAMNTY; without even
the implied warranty of MERCHANTABILITY or FITMESS
FOR A PARTICULAR PURPOSE. Far more details zee:

btk A A, grn. oradlicenses/apl. bhitml

The client software is free software: you can redistribute it and/or modify it under the terms
of the GNU General Public License as published by the Free Software Foundation.

The client software is distributed in the hope that it will be useful, but WITHOUT ANY
WARRANTY; without even the implied warranty of MERCHANTABILITY or FITNESS FOR A
PARTICULAR PURPOSE. See the GNU General Public License (GPL) for more details.
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Feedback

If you have suggestions for improvement, need any changes in the program or encounter an
error you can give a feedback to the administrator. Click on the [ALT] and [PRINT] buttons to
get a screen shot of your current form. After creating the screen shot choose Help -

Feedback &Jfrom the menu to open the feedback window as shown below.

i Feedback

Feedback sent by TestEditor. Module: DversibCollection 25.4.7.  Database: DiverstyCollaction

Dezcnphon To ingert a goreen shiot cick ALT-PRINT and then use the
Inzert image
<oerr. Bbes pour zuggeshions For mprovements el here button fo enter the image

# Dive rsityCollection, Database: DiversityCollection_Te

Connection  Query  Data  Administration  Help
_; H < 0By | E _| Acc Mo
Cuery rezultz 1 - 100 of 4622
I 183863 M| = @ Gemany, Saxo
ICx 163664 ' Altibsde [k
G 18973 1.3 km NN
:g- ':ggg E Coord WG
: P = Wl D- 183
e 191857 h B m Lamor
: _ I 11858 RS
IF o want bo receive a message when the described problem i solved. I 181 BS54 = Lar
please enter your email addiess in the figld below I 191660 & M Sch 5
E-mail o | somebodpEsomewhere. nel <l ¥
Cancel I I Send leedhack J

Click on the button to insert the screen shot and give a comment about your

problem. Then click on the button to send your feedback to the administrator. If
you want to receive a message, when the problem you described is solved, please enter you

e-mail address in the field under the descrption.

To inspect you former feedbacks, choose Feedback history... erom the menu. A window
will open, where you can browse your old feedback together with the state of progress.

In case you do not have access to the central database for the feedbacks, the program will
open your mail client to send an e-mail. In case of bugs in the program it would help if you
attach the file DiversityCollectionError.log located in your application directory (see image
below).

Error logging

If any error messages show up through working with the application you can find further
details concerning the part of the application where the error occured and the parameters

involved in the file DiversityCollectionError.log located in your application directory.
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Tutorial - first steps

This tutorial will guide you through the first basic steps to enter a single dataset in
DiversityCollection. After the installation, make sure, you have access to the database. To
start the programm, double click on the CﬁDiversityCoIIection.exe in the directory where you
copied the files of DiversityCollection. The main window will open.

#= DiversityCollection v, 2.5.3.8  not connected

Connection Query  Daka  Help
R o 0B X
Quen resuks
onder by | Spacmen e Mo | v
0 T -
Quen conditions
Project ~
Project b
Specimen
AccMr = ~
Depogiar + =
Depozbice = ~
Quig, notes = =
hd

If you open this window for the first time, you have to connect to the database. Click on the
*button or choose Connection -> Database... from the menu. A window will open where
you can enter your account information and choose the database (see image below, for
further informations see database access ).
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I Connection to database |Z||E|r>__(|

Fleaze zelect a zerver fram the list or type

the name ar the [P-address of the server Part
127.001 v| 1433 |
Login

(0 wWindows authentication

{(#) SOL-Server authentication

Uszer | E ditar |

[E— |

Pazzward

(%) Restrict ta DiverziyCallection.. . 2.5
() Restrict to DiversityCollection. .
() Show all available databases

Connect to zerver |

Chooze databaze:

=R

After connecting to the server and choosing a database click on the OK button to return to

the main form. As indicated by the L:jsymbol in the right upper corner, you are now
connected to the database. In addition the header of the window shows your current login

informations (see below).

# DiversityCollection v. 2.5.3.8 Server: 141,84.65.107 Port: 5432 User: TestEditor [= |[0)[X]
Connection  Query  Data  Administration  Help

P @00 |

[Jusmry results

This tutorial is continued in the sections listed below.

section New dataset

section Collection event
section Localisation

section Collection event series
section Collection specimen
section Collector

section Collection specimen relations

section Organisms and identifications

section Specimen parts and storage

section Searching the database
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Tutorial - creation of a new dataset

To enter a new dataset, click on the Clbutton in the upper left panel (see point 1 in image
below). In case there are accession numbers in the database, the software will ask whether
you want to take the next free humber (see accession for further information). If you click on
the OK button, the program will try to find the next free accession number starting with your
current accession number.

Accession number

Do ywou wank the dakabase ko search For the next free accession number after M-0003940

{ Ja { [ Mein

Finally you will find a new entry in the specimenlist on the left and the trees for the specimen
(see point 2 in image below) and the storage as shown below.

O

' Wi [ID: 182872 ‘ 2 — select dataset

1 — create new dataset

If you did not specify an accession number the entries will look like in the image above,
otherwise the accession number will be shown. To enter your data for the specimen, click on
the entry in the upper tree as shown below (see point 3 in image below). This will open the
fields where you can enter the details for the specimen in the area right from the tree (see
point 4 in image below).
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& DiversityCollection, Database: DiversityCollection_Test v. 2.5.3.9 Server: BSM1 Port: 5432 User: BOTsaMML... [= |[B][X]
Conrection  Query  Data  Adminstration Help
PUHo LB X A AN

4 — enter details

IC [Specimen / Event] Weszion ‘Withhold, reazon (T ]
4
Hee

= L
Quey resultz 1-1 Tluo: 1878721 | J‘ c::::iii :pnt:illml L1I]}
Iy S e ] - j == T
t C Depositar: \-l |@
e Dep.Mo:
#e| hccdat= _|_|_|\-"|5u:l|:l.: E-at:lv
= = . & Calection: vl.- ‘withheld =ason | w
ol by RS * 3 — select specimen |g Ret: 9 ' =
Y DEDC . |-
Query condbons e fuowecty Ndﬂ_‘
Praject el pD: 182872 Aﬂ:i::
Progact | o g | F*mhlams;
ittt Exsiccatal series
F-TT LT VI
M |= = 182872

In the panel in the middle of the form, several buttons will appear where you can enter
additional informations to this specimen.

With these buttons, you can enter informations about the:
- collection event

- collection specimen

- relation between specimen

- organisms and identifications

This tutorial is continued in the sections listed below.

section Collection event

section Localisation

section Collection event series
section Collection specimen

section Collector

section Collection specimen relations
section Organisms and identifications
section Specimen parts and storage
section Searching the database
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Tutorial - collection event @

To enter information about the collection event (when and where the specimen was collected)
click on the @ button (see point 1 in image below).

# DiversityCollection, Database: DiversityCollection_Test v, 2.5.3.9 Server: BSM1 Port: 5432 User: BoTsamML... [ |[B][X]

Conrection Query  Data  Adminstraton Help
P E o 0B X | Acc.Mo |D[5|:I:;?ﬂﬂ;;£'."cl‘ﬂ! 'l.-'nllsnn ‘Withhold. reason .
g 1
Quey resultz 1-1 Tluo: 1828771 | S Collection specimen |III
| MLt | Fird mest Mo,
C Depositar; Vl |@
1-create gyl o
collection event B scodae _|_[ || swpp: [| cat:[w
HiEre & Calechon: v |- ‘wilhhsld eaman | w
wicer by | TN v |
u Rei: v | =
v (FlEE(=] .
Frojects MNobes
Quesy condhons — _3 il
Project D 182872 = dd':i n
: If'ltﬁl:t | o [l Pruhlams;
il Exsiccatal serins
Tl [ VI
[ [=]= 182872

This will add an entry for the collection event in the upper tree as shown below. Select this
entry in the tree (see point 2 in image below), to open the fields for the collection event. To
see the projected contents of any data field, simply place your mouse in the field. A
explanation will appear like for the field Description of the locality:

|Ln:n:a|it':.f description af the lacality, exactly as writken on the ariginal label (i.e. withauk corrections during data entr':.-']ll

See the event part for further details.

Then enter the date (see point 3 in image below) of the collection event. If you click on the
drop down button as shown in the image below, a calendar will open where you can select the
date. Then enter the description of the locality (see point 4 in image below). To store the
data entered so far, click on the Ebutton (see point 5 in image below).

'nl'huersﬁ:,lfnllr_-rhnn Datahase: DiversityLollec arver- HSh art: car- H b
Connection  Guery Data  Administraton @ — select the 3 — enter the date of

2D2X B " collection event the collection event 'T,; ge
o = @ [0 22310 ’ W [ttt y
Wi (1D 182872] é) Duate: |10] 6_] 2008 | : pr-
5 — save 6 — arter fi- Mo: | Time: ¢ i 3
entries . . Flef: | Mo D M Do Fr 5a Sof
details about the T REEEEEN
locality iy | 3 EEl 11 12 13 14 15
oider by | Specimen Aco Mo, w LT T - I - B 1 (el e
23 24 25 26 7 I8 29
) (== (=) 0
Que condlions ) _ 9 [ |Hewte: 10.06.2008
Praject m 1 Col. meth.:
Pioisct v 4 — enter the
g description of
LTt T . Diegeaiplion of ke localily Desiipton of the hakdtat
o - | the |DC3||T';." *&dmll_lschﬁl}alcn
LINCHEN
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Now you have the possibility to enter more details about the locality like coordinates, named
places, etc. by clicking on the rT‘button (see point 6 in image above).

This tutorial is continued in the sections listed below.

section Localisation

section Collection event series
section Collection specimen

section Collector

section Collection specimen relations
section Organisms and identifications
section Specimen parts and storage
section Searching the database
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Tutorial - localisation #

To enter more informations about the collection event like coordinates, named places, etc.

click on the Mbutton (see image below).

& DiversityCollection, Database: DiversityCollection_Test v. 2.5.3.9 Server: BSM1 Port: 5432 User: BOTSAMML... [= |[B][X]

Conrection Query  Data  Administration Help
A E« OBy X = | Acc.Mo, I [Specimen £ Event] Wession ‘Withhold, reazon ("]
— 182072 1 v e
Dy rauts: | )
e [ID: 162672] © Date: | 10]6_| 2008 [ %] Supp Categon: v
4 Ma.: Tima: 4 (08 ¥
. . Fef: » Ma D M Do Fr S5a So
H . 1
enter detalls oy #  Willy 3 4 5 ¢ 7 8
i Hiotes: 9 [l 1t 12 13 14 15
ouder bae | Specimen Aco Mo, - aboult the |Dca||ty LT T - I - B 1 (el e
23 24 25 26 27 M\ 29
¥ (= (= 0
|_:||.|:.-|_l.l|:.|:|1|:|h|:r; ey — Colmelh: [ Hewte: 10.06. 2008
Praject | D 1626721 ks
Progact b &
Specimen
LTt T | Diegeiplion of ke localily Deseiipton of the hakdtat
o = = E1I:tcl1ll_lsch=rl}crlcn
unchen

Now you can select an option from the following list:

Mew Coordinates lﬂ‘_’l

Mew Coordinates PD :3 1
Mew Coordinates Wa5S4

Mew Exposition
Mew Gauss-Kriger coordinates

Mew MTE (4, CH, D)

= Er T B T

Mew Mamed area (DiversityGazettesr)

The three most important options are:

- New Coordinates WGS84

- New Named Area (Diversity Gazetteer)
- New Altitude (mNN)

New Coordinates WGS84

You can add the exact coordinates for the locality with the assistance of Google Maps. Click

on the Iﬁbutton (see first image of this site) and choose New Coordinates WGS84 (Google
Maps uses WGS84). This will add a new entry in the overview. Select it (see point 1 in the

image below) to open the details for this entry. Here click on the "Hputton (see point 2 in
image below).
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A window as shown below will open where you can set the coordintes simply by dragging the
map with your mouse. The coordinates correspond to the center of the map, symbolized with
the ="" src="img/IcoCoordinates.gif" />. Click on the OK button to store the coordinates.

(%

™ - —
fiken 2108 Dighalnig _ " ot ye - Nutzyhgsbedngingen’
Cancal aK.
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In the main window as shown below the coordinates will be stored at two positions - see
image below. In the upper area, you can set the values and choose a different format for
display as shown here - the more familiar form with degrees, minutes and seconds. You
change the values and click on the = button, to change the original entry. In parallel the
numeric values are stored in fields that can not be edited by the user (see below). If not
allready present, in parallel to the coordinates the programm using the webservice GeoNames
will enter the altitide and the name of the closest named locality.

3

# DiversityCollection, Database: DiversityCollection_Test v, 3.0.1.0
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# WD 162872
&
IJ.-C“
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I.'|.__:I,a:.- conditiors
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-l
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gl i il . minutes
100 =
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0. 182872 223110 2 3 v =g
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Hu..l Time T.spart
A [v] &
Caunlry: G=imany i withnokd.: | w
Nd:es:|
Celmetn: | choose the =
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Long. ) [ 11]28[580] u.|H3| -13| 3 [495 @] |_mneee ~
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numeric coordinated b o At
Reapons.: vl 431633 505)

New Named Area (Diversity Gazetteer)

To enter a name of the place using the DiversityGazetteer, choose New Named area
(DiversityGazetteer) from the list. In the overview tree in the middle of the window an entry
will be inserted as shown below. Select it to open the detail fields for this entry (see point 1

in image below).

= versityCollection, Database:

iversityCollection lest

v. 2.5 3.9 Server: B5M1

Port: 5432  User: BOTSAMML..

LIBEX|

Connection  Query  Lata Ad ] — Select entry for
= = | I [Specimen / Evert] Vesion  \withhold reason
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N ID: 18268721 ] Mol | ;
o Time: T.spam;
Rei: || )
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oudar by | Specimen Ace Mo, w
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Piogect. | b vINcw Mamed area [Drvershlbazetieer| |
e 1Ll Aeouacy | Dist Dir=el.:
ﬁ'ttr;':; : Hotes: | Date |v Lat-
; S —

Page 23


http://www.geonames.org/

To open the connection to the DiversityGazetteer, click on the “Abutton (see point 2 in image
above). A window as shown below will open. Enter a search string - for example the city you

want to find - (see point 3 in image below) and start the query with a click on the Tbutton

(see point 4 in image below).

#& DiversityGazetteer Server: BSM1 User: mweiss 5 _ select an en tr

H & | amio
(e conditions Quem resultz 1-15 153760
Flace
- ceMame
MName = ~| Minchen Minchen Miinchen
B o minchen
ontinett Minchenbernsdorf Preferred_PlaceMame
FlaceType = = Minchenbuchzes . :
Frrehia i __ || HierarchyList
minchen-Gladbach Eonbinent
3 o enter a Minchengosserstacdt Europa
. hdnchengratz _
Seal'Ch Strlng Minchenreute ¥ PlaceType _
orcder by | [REEEEERTE vl bl sl iz
= : Country
4 Start query i @ E] Germary bt
S Tt = = T =
i : | oty % 5 [ Karte | satemit | Hypria | &
Q'EN’S. i =
,' I' "ade o~ Maxvorstadt gg' j Bo
i~ (G}
.q ,_3:3 ::l *1"“.' -\‘_-39 ;
mr'r"&fra@e. n§= Hofgarten g E _E?
Altstadi Altstadt-Lehel .5_:':} g g
Schwanthalerhohe - : £ i
_ pIMinchen | s ot
Ludwigsvorstadt - i
Meamiliznanlagen E ,n$1_e'd-'~'=-'"TE
G
A

— cllck OK to select the place and close the form

EIE |Latitude: 48.13888889 Longitude: 11. S?SBBEEQLMWE’{@S_ N4 31

# e’ s
Cancel

In the middle of the form, the results of the query will be listed. Select one of these. To guide
you to the correct entry, details to this place are listed in the area right from the list and the
base will show a map corresponding to the coordinates connected to this entry. After
selecting the correct entry (see point 5 in image above) click on the OK button to return to
the main window (see point 6 in image above). As shown below the data retrieved from the
gazetteer will be written in several areas. Next to the name of the place the
DiversityGazetteer provides the coordinates and the country as shown below.
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The area where you entered the name now changed to a locked state and will prevent you
from changing the entry (see image below). Next to the field with the place you find the link

to the external module. Double-click it for more details.

|M'L,inc:hen

If you want to remove the connection to the external module click on the #button. This will
keep all entries (country, place, coordinates) but remove the connection to

DiversityGazetteer.

New Altitude (mNN)

As a last information about the locality, we enter the altitude. Click on the mbutton (see first
image of this site) and choose New Altitude (mNN) (see point 1 in the image below). Then
select the new entry in the overview to open the datafields (see point 2 in the image below).
Lets suppose, you have only feet values available - so change the display format to feet (see
point 3 in the image below). Enter your values (see point 4 in the image below) and click on
the [button (see point 5 in the image below) to save your entries. Now your values are
converted to meter (the internal format of DiversityCollection) automatically, and if you
change now the display format to meter, you can see the result. The program calculates an
average value for the altitude and an accuracy in meter corresponding to the accuracy of
your original values (see below). The original values of your entry are saved in the Notes

field.
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This tutorial is continued in the sections listed below.

section Collection event series
section Collection specimen

section Collector

section Collection specimen relations
section Organisms and identifications
section Specimen parts and storage
section Searching the database

calculated

|average

altitude
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Tutorial - collection event series

If you want to organize your collection events, you can use the collection event series. To
create a new event series, select the colletion event (see point 1 in image below) and click

on the ®button (see point 2 in image below).
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In the tree the entry for the new event series will appear (see point 3 in image below). Select
this entry in the tree to enter the details about the event series (see point 4 in image below).
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. ! " he jon event seles
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arder by | Azc. M. . .
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To build a hierarchy for your collection events and collection event series, choose the created
event series in the tree (see point 1 in image below) and create a new secondary event series

(see point 2 in image below).

Then enter the date (see point ate (see point 5 in image below) of the collection event. If
you click on the drop down button as shown in the image below, a calendar will open where
you can select the date. Then enter the description of the locality (see point 6 in image
below). To store the data entered so far, click on the Ebutton (see point 7 in image below).
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Tutorial - collection specimen

To set the accession number for the collection specimen, select it in the overview (see point
1 in image below) enter the accession number (see point 2 in image below).

2

# DiversityCollection, Database: DiversityCollection_Test v. 2.5.3.9 Server: BSM1 Port: 5432  User: BoTsAmmL... [2 |55
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To search for the next free accession number, click on the corresponding button as shown
above (see point 3 in image above). A window as shown below will open. Start the search for
a free accession number. If the query ended successful, click OK to take the new accession
number in your dataset.

Accession number |Z| |E| E|

Searching for the nest free acceszion number after a given start

Start zearch for the nest accession number after:; |M-DEI1 4900

Mext free accession number: |M-DEI1 917

|
|
=

Project

To restrict the access to your dataset, add it to a project (click on the [Clbutton - see point 4
in image above). A dialog will open where you can select a project from the projects defined in
DiversityCollection (see image below). The project will then be added to the list of the
projects for this specimen.

#4 Select a project Z E|[$__(|

| Testcoll w |
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This tutorial is continued in the sections listed below.

section Collector

section Collection specimen relations
section Organisms and identifications
section Specimen parts and storage

section Searching the database
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Tutorial - coll

Collectors

ector

Now we will add the collectors of the specimen. In the overview, select the specimen then
click on the fbutton to insert a new collector (see point 1 in image below). Select the
collector in the overview (see point 2 in image below). Now we use the module
DiversityAgents to search for a certain person. Click on the “Abutton to open the interface to

the module (see point 3 in

2
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image below).
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In the interface for DiversityAgents, enter search criteria (see point 1 in image below) and
click on the Tbutton to start the query (see point 2 in image below).
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search
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From_D ate
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S[=/e3
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Select the correct entry from the query result (see point 3 in image above) and click on the
OK button (see point 4 in image above) to store the name in DiversityCollection.

The next collector will have no connection to the module DiversityAgents. To insert this




collector, again click on the A button (see point 1 in image below), select it (see point 2 in
image below), type the start of the name in the field (in this example "Mei" would be a good

choice) for the name and click on the drop down button El(see point 3 in image below) to
select a name from the list of collectors already stored in the database. Finally if the collector
has a field number, enter this field number of this collector (see point 4 in image below).

3
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This tutorial is continued in the sections listed below.

section Collection specimen relations
section Organisms and identifications
section Specimen parts and storage

section Searching the database
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Tutorial - relations between specimen

There are two types of relations possible:

1. relation to a specimen within DiversityCollection
2. relation to a specimen not administrated in the local database.

1. Internal relations

To enter a relation to a specimen in DiverisityCollection select the specimen in the tree (see
point 1 in image below) and click on the Hbutton (see point 2 in image below).

= W 1902/9/27 Thiiringer Wald: "Hohe Tanne' und "Bucherwand' bei Stitzerbach, 750 m =
Altitude M) 750 m MR —
Greenwich Coardinates Long. (B 10,8625 Lat. [M5]: 505364 ‘ b
Stutzerbach, lim-Freis, Gegnary 1 "
=l B 60 0001620 #
= ‘ Picea 2 q ﬁl
Ficea =p. =
= }* Alectoria sarmentosa [Ach.] Ach.
Alectona zarmentoza [beh. ] Ach,  [rezpons.: Sipman, H.]
Alectona zamentoza Ach.  [rezpons.: Sipman, H.]

A window will open where you can search for the related specimen. In the window enter your
restrictions (see point 1 in image below), start the query (see point 2 in image below), select
the related specimen from the result list (see point 3 in image below) and click OK (see
point 4 in image below) to insert the relation.
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In the window select the entry for the relation (see point 1 in image below) to display the
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fields for the details. Then enter the type of the relation (see point 2 in image below).
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2. External relations

To enter a relation to a specimen in a foreign collection, insert a relation (see point 1 in image
below) and select it in the overview (see point 2 in image below). Enter the name of the
specimen (see point 3 in image below) and the type of the relation (see point 5 in image
below). .
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2 — select the entry R Related Specinen- 1 . . !
rei:| related specimen [z
order by: | Specman Acc o _|& ¥ 9 HCEI!IJ’ID.:I}'CI ipl:;.c'mm =
E] -@E E] W - pa-nn1 4917 |:E?|;E|IJ;9 URLE E
Query condlions —
Progect 1= Diezeriplion :
oz v/ | 4 -selectthe - -— !
T . Callactior Helatl-:-n..;:lp-a.
I 1 collection of the REG 4 azculaPlants w | | Same angin |
e e - Maly
B - = related specimen | 5 — specify the relation type

If there is a dataset for the collection available you can select it from the list (see point 4 in
image above). Otherwise you first have to add this collection to the list. If you have the
permissions to edit the collections choose Administration -> Collections from the menu to add
a collection. See the section collection for details.

For further informations about the relations turn to the section relation.
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This tutorial is continued in the sections listed below.

e section Organisms and identifications
e section Specimen parts and storage
e section Searching the database
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Tutorial - organisms and identifications

To focus on the specimen and its organisms, hide all other entries from the tree by clicking on
the corresponding buttons (see point 1 in image below). To enter the organism, choose the
specimen entry in the tree (see point 2 in image below). Then select the organism from the

Hiist.
T Mew fungus T
f" Mew lichen it
# New bacteriom s
w Mew bryophyte =
S Mew other

This will insert an entry for the #organism unterneath the entry of the Mispecimen (see
image below). To enter details for this organism, select the entry in the tree (see point 3 in

image below and image above).

1 [k hlde entnes ase: DiversityCollection_Test v, 2.5.3.9 Server: BSM1  Port: 5432  User: BOTSAMMI [T"'Eﬁl
- ‘dministration  Help .
for locality, S el 2 — SeleCt SPECIMEN . /e Vession Withokd rensen =1 14 @
agents and T Mm L e
. = /10 Botsnischer Gerlen M 3 — select g
rEIatI'DnS = N pA-007 4917 F &, Qoup and inser‘[ Oriy abs, D
from the @ plant_ V| Gender _ v
tree ‘ Famiie OFgaNism e
Identifier. | Descnpiior | w
Subsirel: | w Crcumst.: | W
| crate oo | Notes:
ooder by | Specimen Aoz Mo, vl | 5 —enter
) FE@C 4-select dentification
I.'.!-..a-_ly cordilions o rgan Ism
Plogel € intree 3 3§
Proieet | O | e i 4507
Specmen &
AL = © Ewxziccata serias VI |E]
D = = Exsiccata iderk.: * | Exz Mo

To enter an identification for this organism, select it in the tree (see point 4 in image above)
and click on the Elbutton (see point 5 in image above). This will insert a dataset for the
idenfication of the organism underneath the organism as shown above. Select this entry to

enter the details of the identification.

To enter more organisms living on the plant, select the .'plant in the tree (see point 1 in
image below) and create new organisms as described above (see point 2 in image below).
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"% DiversityCollection, Database: DiversityCollection_Test v 30.1.1 =
Connection ﬂﬁnd COuwery Data  Administration  Help Context: General ZE
P @ = Dt1-select host 2 - insert 2 0 3s e @d
Quesyresulta 11 . - 7 27M 34 - ' \b
e 2Vganism WenD e, O7gaANISMS ==
gty M0014917  |iving on host s slert = Ho.clunie Oriyobe [
l IEN0er; - Life stape: -
= i--[= plant w® E :
A LT fungus Farily: Order ’
W insect deriier. Descript. |
= Subestr red - Clrcumet.: - .
Colon. part: Plobe:
nn:inan nach: Acc. M. identification ./ Meme changee
[x] LJLJULIU Vo romc: [~ P [&
Wam tem: - Clusi * =
Suchhotieren
Frojects Date: — — — = Supp Category * -
e _ Tomn | W moo14917 Type nigtes: . Tipe & .-
Callection specimen [ — _,l [ -._] st =l
Acc. M. - ™ - 'l [_-_]
I 182872 - ]

Now lets enter the taxonomic name of the plant. Select the entry for the Elidentification in
the tree (see point 1 in image below). As a simple method to enter a taxonomic name, just
type it in the field Tax. name (see point 2 in image below). To save the dataset and display

the taxonomic name in the

tree, click on the

button (see point 3 in image below).

Connection Ejﬁnd Query Data
P E=DE 7
Guery reauts 1-1 1 — select

B
&
e

mdr-annam Ao, Nr.

(] o) e Ll

Suchhutieren
Prjects

Projed -
Callachon specimen
Acc. M. o+ ™
o -~

H]

82872

identification

% DiverstyCollection, Datsbase: DiversityCollection_Test v, 30.1.1

Administration  Help

e W Guercus robur

/10 Bofarmcher Garden Munchen
D0V4917

[El Quemus mbur
L% insect

T tungus

=\l p-O014917

3 — save dataset to display
* taxonomic name in the tree

Quercis nobwur 231253 _i
Taw. group: plant Mo, of units: Ortyobe 7] B
Gander: - Lifer stape: -
Family: Crder: L
ideniifier: Descript.. w |-
Subestr red
Colon. part: 2 W type

taxonomic name
ientification ./ Mame changes

Tex name: "’lD-'E":'-ETUh‘-' |’?-]

Wam bem: - Clusi * v
Date: — — = Supp Category il

Typa notes: Type & .

Fespors.: = | [ ca .
. =
Nate:

-

Now insert an Elidentification for the fungus (see point 1 in image below).
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(7% DiversityCollection, Datebase: DiversityCollection_Test v, 3011 o [ E et
Connection :End Query Data  Administration  Help Context: General ZE
w B X P Acc. N Quercus robur Specimen  Event  Wersion Withhold. i S
":mim o = oni4ai7 ID: 182872 2200 3 4 - E g%
! g : acher Gorden fungus zse T
CEESENEN q _ enter identification ™ot ; Tax.group: funge = No.of unte: oriyaba 7] B
and select it P Gando: = Liestae: -
m 5 P fungus Lot Family: Erysiphace Order: Erysiphales Vs
: ‘: [= fungue derdfier. Descript. .
“ W insect Subtr el ~  Cicuma. -
Colon. part: Plobe:
-m:irm nach: fco M. - entification ./ Mame changes
¥ EeEeuEs ———r_——42
Suchitiersn ' -
e b= 2 — open query for 3
rq - T -
|| - M-0014917
e M-0014917 e [AXONOMIC NaMes
Moo Me -~ A S &)
o -~ 182872 te.

Select the identification in the tree and click on the Z%button (see point 2 in image above) to
open a remote query as shown below. Choose the database DiversityTaxonNames_Fungi (see
point 1 in image below), enter the conditions for the query, e.g. the beginning of the
taxonomic name (see point 2 in image below) and start the query T(see point 3 in image
below). From the result list, select the taxonomic name (see point 4 in image below) and click
OK (see point 5 in image below) to transfer the selected name to the main form.

Database: Diversity TaxonNames_Fung

e 3 — start query

onder by: mic Name indicate: -
) o e [
[ Capesl ]

i DiversityTaxonNames mmw‘rﬂmi} Server; 141,84 65107  User; mweiss

laxonomic name

-
X

E=8Ec8

e

Erysiphe alphitoides (Grffon & Maubl ) U, Braun & §

P @ =
. - e P Basionym
Query conditions y 3
Microsphaera alphitoides Griffon & Maubl
e 1 — select datasource
Project LIASnames Erysichs alchemilae Grev. Rank
. Erysiphe alchorneas (R Y. Zheng & G Bp.
Taxonomic name Erysiphe alchorneas (R Y. Zheng & G. .
N Erysiphe &l Erysiphe alehorneas var. eliptizpora (R 4 — SEIE{:t tax0n0m|c L
1= Erysiphe aleuritis (C. T. Wei) U. Braun & i 1
Ger - Enysiphe ahagiBremer, men, kae N@Me from result list
Tzl + |= Erysiphe alhagi Sorokin Wakd nacme
— Erysiphe alophyli U. Braun & S. Takam
2 enter T |=  Erysiphe alniDC.
i e alphitoides (Griffon & Maubl. urm (= division): Ascomycota Caval.-5m.

search stri ng Erysiphe alphioides (Griffon & Maubl.) bphylum (= subdivision): Pezizemycoting 0. E.

pasaun. v Erysiphe alphioides var. chenii (U. Bral Dair"‘sfé:tlm:tﬂ

Combat. = =~ Erysiphe afingiae Z, X, Chen &7 J. Ya ] =

Erysiphe alvimii (A. C. Dianese & Diane: Order: Erysiphales Gwynne-Vaughan

Revision

9 — accept selection
* and close from

Order
Erysiphales

0K

=

The name of the selected taxon together with the link (see image below) to the datasource
will be inserted in the field for the taxonomic name. The taxonomic name can not directly
edited as long as the name is linked to a datasource (indicated by the yellow background). To
remove the link you have to use the #button. To see the whole information about the linked
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name as stored in the datasource, click on the Abutton.

% DiversityCollection, Database: DiversityCollection_Test v, 3011 =3 EcE ="
Connection :End Query Data  Administration  Help Context: General ZE
e B X e Acc. N Quercus robur Specimen  Event  Wersion Withhold. i S
":m?ﬁm, . = wooen ID: 182872 223110 3 4 - E S
i [ =@ 2000/6/10 Bsteracher Gaten Minchen | "m0 mz—T
= p-D014917 = Tax. group: funge = Mo, of unite: Ontyobe | [P
g I Cuercusobor Lo . i
= i[5 Quercus robur % Gander: = Lifie stape: -
Y ST fungus Family: Epsiphace Order. Erysiphales ri
- i LE aphiteidas (Grifon & denifier: Diescript.. w |-
w S S T - Clrcumet.: - ¥
taxonomic name -
of the organism
ordnen nach: Acc N - menimcaien J Fame cha
. B w rame: | ETysphe sphiides (Giffon & Maubt ) U 2= 5]

P eEuEs b LS o
Suchlotiensn - . LS -
Frajects F m 1 Date: _ Llnk tD the fary il &

et Tomn| i M-0014917 Teendtes - datasource '™ ML
Collection specimen Respora: ™, = -t all
AceNe v ™ . Rt v [e2]
o - ~ 182872 Nale:

-

As as an example for the last variant, enter an identification for the insect (see below). Select
the identification in the tree (see point 1 in image below) and click on the “fbutton (see

point 2 in image below) to open a remote query.

"% DiverstyCollection, Database: DiversityCollection_Test v, 3011
Connection :End Query Data  Administration  Help
FRED0OER X P bl Quercus robur
Goeyreauly 1+ 1 M-0014917 10:
ID: 182872 Hi | =@ 2000610 Bstarischer Gaten Munchen ||
= =N RLNN1AGTF
. . . R
1 — enter identification =—— x
i she alphilsides (Gritfon
and select it ohe dlptioides (Grton
L) i insect
] E irsect
omdnen nach: Acc. Nr. -
] ) 2] [
Suchhutieren
Prjects F Il ¥
Preject Tomn| i mooise17
Callechon specimen _
Acc. b * ™
o - - 182872

Feo e
Context: General EE
Specimen Evert  Wersion Wvithhold. EI m .
182872 ZE10 3 4 - [ Y
irsect 231255 i
Taw. group: ireec = Mo, of unils: Ortyote |7 B
Gander: - Lifer stape: -
Family O L
deridisr: Diescript.: LS
Subeetr. red.; - Circumat.: - .
Colon. part: Pobe:
ientification . Mame changee
Tex name: "l"ﬂdl |J?-j
em bem: - Clusi -

b= 2 — open query for
nigtes .
repors. [AXONOMIC NAMeES

=

)

Nate:

-

A window for the access to webservices and other modules will open as shown below. Here
select CatalogueOfLife (see point 1 in image below) as a datasource. This will query the
webservice of Catalogue of Life for a taxonomic name. Enter the beginning of the taxonomic
name (see point 2 in image below) and start the query T(see point 3 in image below). From
the result list, select the taxonomic name (see point 4 in image below) and click OK (see
point 5 in image below) to transfer the selected name to the main form.
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http://www.catalogueoflife.org/search/all

* Catalogue of Life: uecflife.org o] )

Database: CatalogueCflie - B ?“?’h‘m Geoffroy, 1785 F
i:—h id

Query rasultr 74 11

cnips isck ] — gelect datasource s gname

Cynips Gral | i o

Cynips foliacea Olivier, A.G
Cynips foliaceus Olvier, A.G.

rank

-name_status

Cynips minuta Geoffroy, 1785

Diplolepis fuscicornis Dalla Torre, K.W. von

Cynips minutus Olivier, A.G. T' P

Cynips sericea Graham, MWWR. de V. S -

Cynips sericeus Forster, J.R. . 1

Cynips sp. 12 Graham, M.W.R. de V. 4 SEIEGt taxonumlc woffroy, 1785

Cynips sp. 7 Geoffroy, E.L i onal_datas</addtional_datas ]
gl S name from result list — craseeseadtions

L

| ®

3 = Start qu&r‘f ;;>;fmhe_r&smrcer

Diplolepis sericea Dalla Torre, KW, von
Eutelus jucundus Dalla Torre, K.W. von
Eutelus (Platytermus ) simp
2 — enter

Mesopalobus mcundus Th
search string

5 — accept selection
and close from

[T

L Meannalnha iz aenrs
(1]

omderby:  _[Display Text
¥]

Cuery condiions
Name Cymips ’

-

(%] [=]

« |

OK

The name of the selected taxon together with the link (see image below) to the datasource
will be inserted in the field for the taxonomic name. The taxonomic name can not directly
edited as long as the name is linked to a datasource (indicated by the yellow background). To
remove the link you have to use the #button. To see the whole information about the linked

name as stored in the datasource, click on the Abutton.

taxonomic name

ordren nach: Acc Nr. -

% DiversityCallection, Datsbase: DiversityCollection_Test v 30.1.1 [l
Connection Eﬂﬁnd Query Data  Administration  Help Context: General ZE
P HeDERXx @ = Brc. Wr Quercus robur Specimen Evert  Wersion Withhold. m .
Queryreats 1- 1 — M-O014317 I0; 182872 233100 3 4 - E [ Y
0 182872 m =] . 2008610 Bt Giaden M E w minila [“lﬂm. MYW_R. de V. 2311255 w‘
g =-l p-D014917 = Taw. group: ireec » Mo, of unils: Ortyobe [ &
1@ Quorcusrobuar : - . -
E i+ [E Gueru mbur = Gm#' Lo tage:
- =T Erysiphe alphiloides (Griffon Family: Order: I
@ i -[Z Bsighe aphitoidze (Giffon & ierntifier: Descript.. - .
=] miruta Graham. MW . .
Cyrips minda G AW Subestr red - Clrcumet.: -
Colon. part: Plobe:

identification ./ Mame changee

y o of the Drganism Tasx rame: |Cyrips minuta Grsham, MW R de V. |75 3[4
] [ ][ E S 1 om -l
Suchbotiensn .
Prapects - = b cae: — Link tothe ov v
Project - Tipa notes: " | -
| Meon14917 datasource
Callechon specimen a - Respors : ™ i et} - - -
Acc. N = ™ e )
[ 182872 ::E_ | [

-

This tutorial is continued in the sections listed below.
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o section Specimen parts and storage
e section Searching the database
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Tutorial - specimen parts and storage

To enter the data connected with the storage of the specimen select the specimen entry in
to the bottom tree view in the form (see point 1 in image below) . In the command panel at
the right of the tree view a Ebutton will appear where you can select the type of the stored
material. In the hierarchy select "herbarium sheets" as shown below (see point 2 in image
below).

(% DiversityCollection, Datsbase DiversityCallection_Test v 3011 ==
Conmection 7] Gid  Query Date  Administretion  Help Contess: General 5B
BIE< DX & e My Quercus robur Specimen Beenl  Veesion Wilhhald. - ﬁ| %]
By resits 1-1 = M-O014917 Do 182ET2 2210 3 4 - s
OIS i | =@ 2075610 Garitche: Gaten M [ Cobeciion sweckmen -
p 10 M-D014917 Ao, Br: MA014917 | Accesson umber |
@ R | @ o~
=l = Cusocuss
2 o T Enysiphe alphstoid Source - Et. I0:
(] Errsphe sbhiac Ac:dales — — — | ™ Supp Cat v -
i W Cywips minuta Gr
5] Cyrups minuta Gr. Colecion T = Vithhold
1 - select Rl = = 2 - select the
specimen = e material catagory
] m 3 | Coriginia
-nn'!'mﬂ -1;.:-_-1- m . . M MO =y specimen b |B) preservedspecimen b "|: e | % herbariumn shests
.'. _'[l" Eﬂlﬂ"h l- i mediurn L | Iiwing specimen 1 E- il
3 B @ fossil specimen k&R bones ¥
P"EIH::! E)  olber specimen k ] pelt
Project - . & el
Codhection spacimen O &
Gen | ]® Exsicoata series (abb ) 231255
b -~ 162872 R &

A dialog will appear where you have to enter the collection where your specimen are stored
(see below).

-~ )

Select a collection E@

Select a collection from the list or choose it from the hieranchy

M-Fungil * -

Select the collection from the list or the hierarchy and click OK to close the dialog. The botton
tree will now contain the selected material with all organisms (see below).
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it Oi

Connection

ityCollection, Datsk

B Gid  Query

¥ [uobserved
Suchiorenen
Prajacie
Propect -
Calhection apacimen
Poe. Mr. = ™
I = ™ 1B2872

Dats  Administration

anenmacn: tNAL WHere only m moniae17

DiversityCollection_Test v, 3011

Help
Ace. M.

5-¥] Casowcam b
N L x
:r--T Envephe siphibcides (G
LW Cynipa minuta Graha

Jmem s b

==

Contexs: General  ZE

" ) = [#] rolbu Dpecimen Eaad  Warzion Wik, .
_'E.H:Eu.ﬂ: 1u1l'h - = M-0014917 UerCUs r o lEeEre oranl 1 o4 - g -é
[EIC | i | =- @ 2008/6/10 Bcterischer Garten ][] Fart of & specimen —
‘ ' SN M-0014917 Mr_pan Part =
. il 3?;:““':::. Collecson: Mg = N
All organisms N ?Lm#mdd Method:
=] Erysphe alphitoc] - .
appear BS g “ Cymips mirda G Star. loc Dm—.b.r .
present in the ] Cyrens mimea Gr ot ot erbarim et ot < | 2
stored materal wie 2 — remove the
including those —— R selected entry
= ' & from the list

PN Cluercus.

Enyaiphe agamoues pavion o maes pu o

* Cyrips minta Granam, MR, d= Y

. T=select entry —
| thatis not
present in the
stored material

>

Dh=play orderior hesasem Cuercus robur
Usilles ol iy st k Shaw in label.

Es
Erysiphe alphtoides [Grffon &
* | Cymips mirwts Graham, M.VWEF

XEFL g

-

Lets assume, that the insect is not present in the specimen, but e.g. has only been observed
during the collection of the sample. To document this, remove the entry for the insect from
the Show in label list to the Units not in part list: Select it (see point 1 in image above) and
remove it (see point 2 in image above) (click on the < button). The result is shown below).

% DiversityCollection, Datss
Conmection [ Grid  Query
BE DR X =
Cuery resuits 1-1
[EEET|
g
=
A
&
ondnen nach: TR -
o e uE- =
Suchiorenn
Precis
Proect -
Collecdion apacinmen
Aoc. Mr. -~
i =~ 182872

Datz  Administration

DiversityCollection_Test v. 3011

Help
Ace. M.
M-0014917

Quercus robur

=% ER

Contexs: Ganeral 5E

Speciman Ewerl  Veesion Vilhhold. =]
B85S

D ig2EF@ XAl 3 4

=i Z008/E/10 Bolerischer Garien M ] Pt o 0 crecimen: #
=1 M-0014917 M. pert Part ]
=~ Gue=rcus robur
’ = U.:M-ub.u Colectgn: Mg * - Due -
£ T Erysiphe dphscid Meltod: | =
=l Ervsiphe siphtog Chese [ ———
£ % Cynips minuda Gee . loc.: LT
=] Cyrups minuea Gr. Mal cal. hebaius dwesls = capmuiee of ghedls asdoned v Qo
Mole. =
Despdery order for M-D094917
i ] 3 Show in label:
a TN | <
--l pA-EWI 14491 7 54 Enyaiphe alphicides iGiifon & Maubl j U B |
=|-'P| Chusrcass robus W | Cyrios mincta Graham. MVR. d= W £ |
i-'.'-.*"r-":.' -
*--T Ernsphe asphiodes (Gn @ |
‘ Dh=plry orderfor hesasem shssts of Guencus obur
Lsille: ol i) st Sk i labial. Hida:
X < | Ghncus i <
> | . 1 »
i ] 3 . W

To see the exact position within the collection, click on the Ebutton at the left side of the
tree. The tree will change as shown below, where all the collections and subcollections
together with the parts of the specimen are listed (see below).
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E=B{ECR ==

% DiversityCollection, Datsbase DiverstyCallection_Test v 3011
Conmection [ Gid  Query Date  Administretion  Help Contest: General 5
Pnc,uq_.‘x ; A M. Quercus robur Specmen Beenl  Verson Wilhihakd. ﬂl.
Creryresdts 1-1 M-D014917 0. g2ET@ 20 3 4 - [ =y
[ECEA| i | =-@ 2005610 Boterischer Garten W[ ot of & ecimen £
) SN 0014917 Fir_pan Fart =
= ' Ors=rcus robur M - -
= E Cuercue et Collschon g Drate:
A =T LEjuphulp‘-md Wekhod: | =
] Erepbe sbbiog . - Chsrous o
. ] 94 Cymips minuta G Haor. loc
|::]|S,F||a".|’lI 5] Cyrups minuta Gr. Mal cal Merbaius el = capmuies of goels A dored v Qe
3 - Molg. =
organisation of
. Displary order for M-D094317
the collections —— : P
>
T | il [ &- B Botaneche Semmammeo | | aphtcides (Gtfon & Mt | U 8|
3] .‘il" “Eunll'ﬁl =] |§ M-Fung W | Cyrips minta Graham, M.WR. d= V. |
SuucHiuiieen ‘ Cusrous robor |
Preyecis T Srysione alphilnides Dheplmy orderior heshmsum sests of Cuancus robur
P - Liniles rocl. iy ot Shaw in label. Hida:
Coliection apacimen [EECETTERE TN < | Cusrcus mb
Pee. e - ™ *
LU 1a2ez 4 I ' i

To print a label for a stored part of the specimen, select it in the tree (see point 1 in image

below), click on the g'-ébutton in the upper right corner to open the area for the label (see
point 2 in image below). Click on the ‘Zbutton (see point 3 in image below) to select a
Schema file (e.g. Standard.xslt). Then click on the Clbutton to generate a label (see point 4

in image below).

% DwersityCallection, Database: DiversityCollectian_Test v, 30110 e i ]
Conrection [ Grid  Query Data  Administration  Help Cortest: General 22
] w Ap o foo W Qe rovbanr Specimens  Bwanl  Vasion Wethinald T ]
“:LEB,B,_; F_ﬁ: X9 = M-00T4E T o D 1B2ETZ 220110 4 4 - _—1] ‘ﬁ
Botanizche Staatzzammilung Minchen
2 — open the
M-0014917 .
print area
Quercus robur
Erysiphe alphitoides (Griffon & Maubl.) U.
Braun & 8. Takam.
Bolamscher Garlen Minchen 4 — generate
10.6.2008 i2g. H. Hertel | F. Meier the label )
Schemafie: Co\Deten'\Subversondrunk s ease DreerstyColbection_3_0_1_MlabelPimng' Schemas'Stander =4 O @ =
The: Fiegard sosk for dusl |
Caonverson: = R 3 o SEIECF a & hamalenial, Feibiadus deats _il
fi [= @ MOREAD Batariacher Gaten Marchen @ ' schema file #
g W MO014917_ N et Fas: =
i Guercus robuar
=1 N .[-4 Cuercus mbur Coflection. ST T = Date: -
_ i B Erysiphe siph@csdes {ifion & Mabd )} Methed
_ 1 56|:EG’E material LE Evegt vt 1 b e
» for which the label % Cymips minuta Graham, MW_R. de V.
E = L E Cyriir minuta Grabam, M W R de ¥ Disploy crderfor W-0074817
should be prlnted F = 1 - P
Ly conauers - a| =
Propeces - S - O01491F = Eryeipha aphifoidas (Eition &M _
Proimct - ilﬂnmt.-mhr "'-i'vn--u-v_ﬂ-i'v-l--r- MW R >
- - fff Cuercus msr 5= Displwy orderfor herhasum sheets of Gusncus robur
e pecmen e - Expsiphe aiphituides [Giffon & Mabl] U Ssun | gy W0 in par Shvaw i o
Ao W v ~:|-:|-:
o -~ 18R | T A i} Flow B

Turn to the section part for more details.
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This tutorial is continued in the sections listed below.
e section Searching the database
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Tutorial - query

To search for data in the database, use the query sector in the left part of the window. To
select the query conditions, click on the lbutton in the top panel. A window as shown below

will open.

P

Maximal number of results: 100

Limit for drop down lists: 0

Set query options EI@

Check all Check none

=[] SpecimenAndParts
-{| Collection
=[] Specimen
[ Az Nr.spec.
[ Collection Specimen| D
-] CollectionEvent|D
-] Accession date
-] Depositor

[ | Depos.fec. Nr.
1 i

-~

Table: CollectionSpecimen
Column: CollectionSpecimen|D

(primary key)

IUnique reference 1D for the collection specimen record

With the Maximal number of results, you can limit the paket size that should be retrieved
from the server. For a slow connection to the database server choose a low value (e.g. 100

as set by default).

The Limit for drop down lists restricts the maximal number of datasets until which drop down
lists should be created. For a slow connection to the database server choose a low value. The
default is set to 0, that means not drop down lists will be created.

Click on the Check none button to clear the previous selection. Then select the entries

Project -> Project

Event -> Collection date
Organism -> Organism present
Organism -> Only observed
Storage -> Material category
Image -> Type

Specimen -> Accession number of specimen
Specimen -> The user that created the dataset
Specimen -> The date when the dataset was created

Click OK to close the window. Your query conditions will look as in the image below.
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Cuery conditions
Projects

Project -
Collection specimen

Acc. Nr. =~

Creatby - =~ hd

Credat. -

|
4

Collection event
Date -

1
4

Organism
Presence -
Only obs.

Part of a specimen

Mat.cat. - ~ (=

Project -> Project: Here you can choose from list of possible entries. Select your current
project.

Collection specimen -> Acc. Nr.: From the operator dropdown list choose "~" and enter the
first letters of your accession number. You may include wildcards. Other options are e.g. "-"
for a range or ">" for a lower limit. The conditions will be interpreted as text! So 2 will appear
after 10 etc.

Collection specimen -> Creat. by.: From the operator dropdown list choose and choose

your user name from the list.

Collection specimen -> Cre. dat.: From the operator dropdown list choose "=" and choose
the current date with the help of the calender.

Collection event -> Date: From the operator dropdown list choose "=" and enter the current
year in the last field.

Organism -> Presence: From the operator dropdown list choose "e" that means that an
organism is present.

Organism -> Only obs: Uncheck the checkbox to find organism that were not only observed.

Part of a specimen -> Mat.cat.: Use the wbutton right from the combobox to open the
hierarchy and select "herbarium sheet".

After all query conditions are set, click on the Tbutton to start the query. In the result list
you should find the specimen created in this tutorial. To save you current query, click on the

Ebutton left from the Tbutton. A window as shown below will open. For more details see the
section save query.
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P

& Define query EI@

Please enter the name and descrition of the queny

Queny:

Description:

Table: CollectionSpecimen_Core

WHERE CollectionSpecimen|D IN (SELECT
CollectionSpecimen|D FROM Collection SpecimenPart WHERE
[CollectionSpecimenPar]. [MateralCategory] ~ herbarium
sheets) AND CollectionSpecimenlD IM (SELECT
CollectionSpecimen|D FROM |dentfication Unit_Caore WHERE
[Identification Unit_Care]. [OnlyObserved] = 0) AND
CollectionSpecimen|D IN (SELECT CollectionSpecimen|D
FROM CollectionSpecimen INNER JOIN CollectionEvent ON
CollectionSpecimen.CollectionEvertID =

CollectionEvent CollectionEvert|D AND CollectionYear = 2011)
AMD CollectionSpecimen|D IM (SELECT CollectionSpecimen|D
FROM CollectionSpecimen WHERE [CollectionSpecimen].
[LogCreatedWhen] — 2/8/2011" AND [CollectionSpecimen].
[LogCreatedBy] LIKE TestEditor” AND
[CollectionSpecimen_Core] [AccessionMNumber] LIKE "M-%7)
AMD CollectionSpecimen|D IM (SELECT CollectionSpecimen|D
FROM CollectionProject WHERE [Collection Project].[Project |D]
= 1) AND CollectionSpecimen|D IM (SELECT
[CollectionSpecimen|D] FROM [ldentificationUnit] WHERE
CollectionSpecimen|D IN (SELECT [CollectionSpecimen| D]
FROM [ldentification Linit]j)

-~

-
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Queries - overview

To search for specimens in the database you can choose 3 options:

With the user defined queries, you can define any query condition - this is the default query
mode. You can save and load these queries.

— Gueny conditions —ll
— Specimen

AccMr - ”I
Ori. notes ”I

— Ewvent
ColDate =+ =|_ ||
Localty - ”I—
— ldentification

Tawan - ”I
T axor. I j

— Substrate
Tawon =~ ~ I—
— Storage
Collection I j
— Project
Froject IB Sk enzcoll j

The predefined queries are defined by the system administrator and are accessible via the
menu Query - Predefined queries. To return to the userdefined click on the Show query
conditions Ebutton.

Query | Data  Wiew  Administration  Help
Show guery Abarem

Predefined queries » 1 - BlettauColl many plants

r

2 - Blettaucoll missing fungus name
3 - Blettaucoll missing Gazetheer

4 - B5Meryscoll missing Fungus name

5 - BSMeryscoll missing Gazettesr

With the scan mode you can use a barcode scanner to search for a specimen. To work with
the scan mode, select the Scan mode in the Query menu. To return to another query mode,
deselect the Scan mode.

Ao Mr.
m SAPM-MA-DDOO1
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Result list

The result list displays the specimens found in a query.

T Ouemresults 1-10—  Gueyresulte 1-10
Astragalus atropilosulus var. venosus (Hochst ) Gillett

M-0103569 Brachycorythis pleistophylla Bohk. £

h-0103614 Calanthe syhatica Lindl.

h-0104156 Cucumella bryoniifolia (Merxm.) C.Jeffrey

h-01 04215 Helichry=um scitulum Hiliard & B.L Burtt

M-0104495 Helichryzum scitulum Hilliard & B.L Burtt

h-0104912 Polystachya farinoza Krasnzl.

h-0104913 LI Pzychotria albifaux K. Schum. ;I

order by L order by: g | T | - |
ISpecimen j IIdentificatiDn j
— Cuemresults 1-10 T Ouemyesulte 1-10—

Astragalus atropilosulus war. venosus (Hochst.) Gillett 106 -

Brachycorythiz pulchra Schitr. 1061

Calarthe delphinioides Kraenzl. 10612

Cucumella bryoniifalia (Merxm ) Cleffrey 10629

Helichrysum scitulum Hilliard & B L Burtt 106249

Helichtysum scitulum Hiliard & B.L Burtt 1063

Palystachya farinosa Kraenzl. 1064

Paychatria alkifaux K. .Schum. LI 1064 ;I

order by i | T | - | order by: g | ‘[E.I - |

Storage location j IEDIIectnrs nurmber j

The specimens can for example be shown with their accession number, their identifications or
their storage location etc. as shown in the images above. To get further information about the
chosen field, just place the mouse in the field. A text box will appear with the description of

the field (see below).

order by: | Tax. name w | Buellia epipolia [Ach.] Maong.
E] Yalid name of the species (including the taxonomic author where available, Example: 'Rosa canina L.'L
— I = -

You can restrict the maximal number of specimens together with the query options (click on

the button), for example if you have a slow connection to the database. As a default the
maximal number is set to 100. If the number of datasets according to your query is higher
than the maximal value set in the query options this will be indicated in the header of the list.

To ensure, that restrictions set in the query conditions will be applied to the specimen list
make sure that you choose matching restrictions and order columns as shown below. In the
upper example corresponding fields where used for restricting the query and the display (Tax.

name). Here the Query results will be restricted to this field.

Page 50



AIE < O X | D e | Acc.MNo. Buellia epipolia (Ach) Mong.
B 60 0049296

Quem resultz 1 - 2

Buellis epipolia (4ch.) Mong. m = . 1907 /546 Thiiringen: Stadtilm - Oberilm, 360 m. S
Buellia epipolia Mong. _ﬂ =l B 60 0049296
= ﬂ Salix
Salix =p.
~ = _'F" Buellia epipolia [Ach.] Mong.
order by: | Tax. name Buelia epipolia Aok, Mong.

Eueliia epipalia Maong.

E] @ E] Diplotornma epipoliurm

Guery conditions Buelia pharcidia Malme.  [responz.: Sipm: 3
P i t Bl etz
rojec - . .
Froject | Blettaucoll L — .
|dertification |!|H| = |!|H| B 60 0049296
— == Buellia pharcidia Malme.
Last [dent. = ~

Tas. name = ~|Buelia epipnliat - ﬂ C alin

In the second example a different field for the restriction was chosen (Last ident. <> Tax.
name). The query result in consequence will list all entries found in the field Tax. name from
the datasets where on entry matches the restriction (see below).

HIE < O X | ) | Acc.Mo. Buellia epipolia {Ach) Mong.
B 60 0049296

Cluery rezultz 1-5

Buellia EFIIiFIII:I"EI [:.-';".I::f'l.:] r-.-1|:|r|g. m = @ 1907 /5/6 Th'u'ringen: Stadtilrm - DbEri'ITI, 360 m. L
Buellis epipolia Mong. g =l B 60 0049296

Bueliia pharcidia Malme. =@ Salix

Dip!mnmma epipolium Salix zp.

Salix " - J* Buellia epipolia [Ach.) Mong.

arder by: | Tax. name ' Buelia epipolia [Ach.] Mong.

Buelia epipolia Mong.

E] @ E] Diplotarmma epipoliurm

Guerny conditions R Buelia pharcidia Malme.  [respons.: Sipm: 3
Froject a 2 B ot S
Project | Blettaucall w — =
|dentification | = |!|:ﬂ| B 60 I]I]_4HEHE __
= —-[Z)] Buellia pharcidia Malme.
Lazt ldent. = | Buellia epipolia i ¥ % Buelia epipalia (Ach.] Mang,

Taw. name ~ ~ t b Sl

To search for specimens, enter the restrictions in the fields for the search conditions and click
on the ﬂbutton. The specimens found in the database will be shown in the result list. To

add specimens with differing search conditions click on the ﬂbutton. If the list of items is
longer than your maximal number of returned items you can browse the next items with the

button. If you want to remove entries from the selected list, choose themin the list and

click on the leutton. This will not delete the data from the database, but remove them
from your query result.

Here some examples you can select for display in the result list:

AccessionNumber: One entry is shown for each specimen with its corresponding accession
number.

Last identification: The last identification for every unit in a specimen is shown in the list. As
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there can be several units in one specimen several entries for one specimen may appear in the
list.

Storage location: The storage location of every part of a specimen stored in the collections is
shown in the list. As parts of a specimen can be stored in several collections under different
names several entries for one specimen may appear in the list.

Collecting number: The collecting number given by the collector of every sample of a specimen
is shown in the list. A specimen can have several collectors each with different number.
Therefore several entries for one collection specimen may appear in the list.
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Query

There are two ways to search for specimens in a collection. The options for a fast search are
displayed in the main window beneath the list of the items. You can change this arrangement

using the B2/ E button to place the query options on the left side of the item list.

— Specimen

— Quen conditions —ll

AooMr - ”I
On. notes = ”I

— Ewvent

Coll. D ate =
Locality

]
N
I]

4

— |dentification

Tawon - ”I
T axan. I j

— Substrate

Tawon - ”I

— Storage

Collection I j

— Project

Project IE Skemzcall j

To search for specimens enter the restrictions in the fields for the search conditions and click

on the ﬂbutton. The specimens found in the database will be shown in the specimen list. To

add specimens with differing search conditions click on the ﬂbutton. To clear all entries in

the query fields use the button. You can save and load the queries you define using the
Eand Bbuttons. If the list of items is longer than your maximal number of returned items you

can browse the next items with the button. To move back to the previous block of items

click on the button. If you want to remove entries from the selected list, choose them

and click on the leutton. This will not delete the data from the database, but remove
them from your query result.

Within the query options you have several possibilities to specify your search restriction. Use
the drop down button to change between the operator. The available operators are shown in
the table below.

Operator
Text

£
%]

Numeric

Meaning

search for an entry like ...
search for an entry exactly equal to ...

search for an entry not like ...

search for an entry where a value is missing ...
search for an entry where a value is present ...

search for an entry between ... and ...
search within a list of entries, separated by

Example

Pinus s[iy]lvestris % (you can use wildcards)
Pinus silvestris L.

Pinus s[iy]lvestris % (you can use wildcards)

2000 - 2005
2000 | 2003 | 2005
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search for an entry exactly equal to ...

< search for an entry lower than ...
> search for an entry bigger than ...
- search for an entry between ... and ...

search within a list of entries, separated by "|"
@ search for an entry where a value is missing ...
. search for an entry where a value is present ...
Date

= search for an entry exactly equal to ...

< search for an entry lower than ...

> search for an entry bigger than ...

@ search for an entry where the date is missing ...

search for an entry where the date is present and complete

Hierachy

= search for an entry exactly equal to ...

# search for an entry that is not equal to ...

@ search for missing entry ...

. search for present entry ...

A search including childs in a hierarchy ...

XML

/ Search for entries containing a given XML node
- Search for entries not containing a given XML node
@ search for missing entry ...

. search for present entry ...

Geography

Use &button to set geography

I Search for entries with a maximal distance of ...
O Search for entries within an area

o Search for entries outside an area

. search for present entry ...

2006

2006

2006

2000 - 2005

2000 | 2003 | 2005

20.3.2006
20.3.2006
20.3.2006

M-Fungi
M-Fungi

M-Fungi

settings
settings

POINT(24.24 45.243) | 50 km
POLYGON(34.5 ...
POLYGON(34.5 ...

For yes/no fields you will get an checkbox with 3 options: [¥I=yes, [1= no, [El= undefined

For a search within a list (using the "|" operator) you can double click in the textfield to open
a window to enter your values. To separate the values either use the "|" sign or a new line as

shown in the image below.

5 CollectionSpecimen.AccessionMNumber E@

M-0013570 -
M-0013571
M-0013572
M-0013573
M-0013574
M-0013575|

Cancel | oK
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Query annotation

The query for annotations deviate from the standard query (see below). You can additionally

specify a type of the annotation (Annotation *, Problem -"35 Reference E@) and the linked
table (see annotation).

Title = —  Coordinates wrong

i & Table: Collection event -

To hide the area containing the search fields click on the ﬂbutton. If the search area is
hidden and you want to start a new search, just click on the ﬂbutton.

To change the displayed fields for searching specimens click on the *= button to change the query
options.

Scan mode

To search for a specimen with the help of a barcode-scanner select the Scan mode Flifrom
the Query menu. The query part will be hidden and the field for the accession humber will then
be accessible for the entry with the scanner. If the field for the entry of the accession

number AeENL: I is not activated, move the mouse to the field to activate it. Then
scan the barcode and the program will start the search for the specimen in the database.

Grid mode

To edit the data in a data grid, choose the Grid mode Hfrom the Query menu. The query
part will be hidden and table will appear where every dataset from the query result list is
restricted to one line. Please keep in mind, that in this view, you can only see a limited part of
the data. So for example you will only the the last identifications for an organism. The
selection of the visible fields can be adapted in the tree above the list.

To replace a part of a text in a column, select the column, enter the text that should be
replaced and the replacement in the corresponding fields (see below). To start the

replacement click the ©?button.
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Save query

If you want to save a current query, click on the Ebutton. A window as shown below will
open where you can specify the title and description of you query.

FE Define query l = | (=] |ﬂh]1

Please enter the title and the description of the new queny
Query: CollectionNeubert

Description: | First specimen in the collection neubert

Table: CollectionSpecimen_Core

WHERE CollectionSpecimen|D IM (SELECT
CollectionSpecimen|D FROM |dentfication_Core WHERE
[ldentfication_Caore]. TaxonomicMame LIKE Yrichia persiic) AND
[CollectionSpecimen_Core] [AccessionMumber] LIKE "M-0113%
AMD CollectionSpecimen|D IM (SELECT CollectionSpecimen|D
FROM CollectionProject WHERE [Collection Project] [Project (D] =
27

M

TAfter you entered title and description of the query, click OK to specify the query group. A

window as shown below will open.
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r B
[ Choose group E@g

%ﬁ' Mew group
Please select a queny group from the tree or create a new ane

B MainQueries

Missing Locality
E| Mis=singAccNr

=- MissinglLocality
BSPG

Group:  MainQueries
Query: |CollectionNeubert
Description: |First specimen in the collection neubert

Table: CollectionSpecimen_Core

WHERE CollectionSpecimenlD IN {(SELECT
CollectionSpecimen|D FROM |dentffication_Core WHERE
[Idertification_Core]. TaxonomicMame LIKE trichia persi®t) AMD
[CollectionSpecimen_Core] [AccessionMNumber] LIKE "M-0113%
AMD CollectionSpecimen|D IM (SELECT CollectionSpecimen|D
FROM CallectionProject WHERE [CallectionProject] [ProjectID] =
2

Choose a group from the tree or create a new one an click OK. The new query will be included

in the selected group.
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[ Save and edit the queries E@ﬂ

W Mew group 74

Edit the queny groups and the queries

E- MainQueries
- MigsingLocality
E- MissingAccNr
- -GLM

- BSPG

Query: HAL

Diescription:  Mizsing locality in the collection of Herbarum Halle

Table: CollectionSpecimen_Caore
WHERE CollectionSpecimen|D IN (SELECT
Collection Specimen|D FROM CallectionProject WHERE
[Collection Project].[Project| D] = 31) AND CollectionSpecimen|D
IM {SELECT CallectionSpecimenl|D FROM CallectionProject
WHERE [CollectionProject] [Project|D] = 31)

b

Finally you can edit the titles and descriptions of the groups an queries. Click the Ebutton to
store the changes. To delete items from the tree, select it and click on the #button. Click OK

to save the new query and close the window.

Load query

If you want to load a query that has been stored previously, click on the Bbutton. A window

as shown below will open.
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i N
W Load a query Elﬂlﬁ

=- Main@ueﬁes
- MissingLocality
&~ MissingAccNr

Query:  HAL

Specimen from the collection of the herbarium

Description:
aof Halla, missing a geographic locality

Table: CollectionSpecimen_Core

WHERE CaollectionSpecimen|D IN (SELECT
CollectionSpecimen|D FROM CollectionProject WHERE

[CollectionProject]. [PrajectD] = 31) AND
CollectionSpecimen|D IN (SELECT CollectionSpecimen|D

FROM CollectionProject WHERE
[CollectionPraject].[Project|D] = 37)

Cancel 0K

Choose a query from the tree and click OK to close the form and filter the datasets according
to the selected query.
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Query options

The maximal number of items shown in a query result can be set in the window for the query
options. The default value is set to 100. If you have a fast connection to your database or
need to see more or less results, you may change this value to any number you like.

To change the displayed search fields click on the ¥l button. This opens a form where you
can select and deselect the fields shown for searching specimens. You might also change the
maximum number of items that will be shown in the result list.

The limit for the creation of drop down lists is by default set to 0, that means no dropdown
lists will be created. If you set the limit to e.g. 1000 and connect to a database, the
programm will create drop down list based on the entries in the database to ease the entry in
the query. For slow connections you may set this to lower value to speed up the start of the
program. If you set the value to 0 no drop down lists will be created.

Set query options E@
Mzzdmal number of results: 100
Limit for drop down lists: 1000

-] Project -

=" SpecimenAndParts
[| Collection
=] Specimen
[ ¥ Aecession number of specimen
-[| Collection Specimen| D
-] CollectionEvent|D

-] Accession date
-[¥] Depositor il
I VU [
] T P
Table: CollectionSpecimen -

Column: AccessionMumber

Accession number of the specimen within the
collection, e.g. "M-29834752" or Accession
number of the part of the specimen within the ol

After having edited the query options click OK to store you selection. The new selection will
become active for the next query.
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Wildcards in SQL

There are 4 different possibilities for wildcards in SQL.:

% any string consisting of no, one or many characters, e.g. Pinus % will find anything like
Pinus, Pinus sylvestris, Pinus strobus etc.

*  any string consisting of no, one or many characters, e.g. Pinus * will find anything like
Pinus, Pinus sylvestris, Pinus strobus etc.

a single character, e.g. Pinus s_lvestris will find Pinus sylvestris and Pinus silvestris etc.

[1 any character out of a given range like [abcde] or [a-e], e.g. Pinus s[iy]lvestris will find
Pinus sylvestris and Pinus silvestris.

[~] any character not in a given range like [~abcde] or [a-e], e.g. Pinus s[/i]lvestris will
find Pinus sylvestris but not Pinus silvestris.
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Predefined queries

Besides setting querries for specimens via the query options you can define separate
predefined user-specific queries. These are listed under the menu topic Query - Predefined
queries.

Query | Data  Wiew  Administration  Help
Showr query Abarem

Predefined queries 3 1 - BlettauColl many plants

F

2 - Blettaucoll missing Fungus name
3 - Blettaucall missing Gazetteer
4 - BSMeryscoll missing fungus name

5 - BaMeryscoll missing Gazetteer

If you choose one of these predefined queries, the query options will be hidden and

the command of the query will be shown at the base of the specimen list. The first line shows
the title of the query, the next lines contain the description followed by the part of the query
command that restricts the selection of the datasets (= WHERE-clause of the
SQL-statement).

— Guen conditions
Mo project -

Specimen that are nat inclided in any
project

WHERE CollectionSpecimenll HOT
IM [SELECT CollectionS pecimenl
FROM CollectionProject] hd

To return to the user defined query click on the Show query conditions Ebutton.

If you are an administrator you can create new queries for users. To create a predefined
query choose Administration - Queries... from the menu. A window as shown below will
open, where you can create, edit and test your queries.
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& Application Search Selection Strinps

Sulbng b peah shiege lor b s

Lt o SOLSmrgldertiier e Tabie SOLSning Oesciptan -~
Fembes missirg CelectionSpeem.. WHEBE Coll=chorSpeeimmen O M [SELECT Cal ecdsrS seciveriD
e Belege CelectionSpecm.. WHERE CollactiorSpecimrenC M [SELECT ColecdonSoecimeniD..
L o proeet CelectionSpecm.. WHERE ColsctionSpecimmanC MOT M |SELECT CaoleclionSpeci..  Datansts that ane not stivbuesd o srw projec:
Mo proect Celectionfpecm.. "WHEREL CollactorSpecimenT ROT 1M [SOECT ColectionSpen..  Dstssets that sre not stivbusd 1o srw projec:
o prosct CelectionSpecm.. "WHERE ColsctiorSpecmen” WOT 1M |SELECT CaleclionSpen.
Sphigmcecie d . Colsclirobpecm.. WHERE Colscliorspemmenil IN (SELECT ColsclionSpecmen ..
Sehvelmdecken d | Colsclrobpecm.. WHERE ColadiorspeemendD I [SELECT ColschonSpecemsn
Sedacecke d | Colecdeofpecm. wWHERE Colachiorspacmandll IM SELECT Colacion Spscasn
Senefacackel mo Uolecddonkpacm. wWHERE DolschorSpecnmn 0 8N [SELECT LalachordpecanerlD
bick: e bimare  ColecfienCrosee 3 AICOC Celineliog G i o™ i 0] CFT Colini iy b
T] ‘wHERE ColeclonSpecsmeal HOT N [SELECT ColkctanSpesmesd D FROM Caleclionme )]
Diaitaeneds thak are noe sibused tn sew projec:
m ?;::-“IZI COLHTLY i
ColectionSpecimen
1o | SELELCT “FROM .
Tesl Du=m ColeclionSpacmen CoklanSpaiana Vil Colasiork vl | Collchosdll AccezmantanmbE  AcaiaonDala Aeliazaonll s A
¥ _; PR ] [HITT R
57 1 adiid ARl S|
-
- T R T 5

In the upper field you define the WHERE-clause of the SQL string of your query

. Keep in mind

that the queries can refer to different tables, depending on the order column chosen by the
user. So queries in DiversityCollection should start with the reference to the primary key of
the main table (CollectionSpecimenlID in table CollectionSpecimen and depending tables). The
lower field contains the description for the query as shown in the user interface. To test a
query use the [Test count] and [Test Query] buttons.
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Editing the data

The main window of the DiversityCollection client contains two main areas. At the left you find
the query and the results of this query. In the right part the data of the dataset selected in
the result list is shown. The upper part of the data area shows the images, labels etc. In the
lower part you find two trees that give you an overview and access to the data. The data of
an entry selected in one of the trees are shown in the data editing part.

iz N
Results ¢ A
- e Images
= A
N =
" : pr. o \
Query Specimen tree
\ y, Data editing
(" 1
Storage tree
" AN J \ /

Common comments

To see the description of the fields, just move the mouse over the field you want to know
more about it. A tip-text window will open, showing the description of the expected content
of a field (see image below). This desriptions are also available in the documentation for the
tables.

| Tupe nokes: Tupe stat: |Wpe - |

|IF identification unit is bype of a kaxonomic name: holotype, synbype, ekc, (= foreign key, see kable CollTypeStatus_Enum)
| FEEPOR=ETT | D Crarte car | o ]
Reference: | ¥ |
b Mates:
_ 1

The description of some of the drop-down fields are too long to be shown in the drop-down
column. But for a selected entry, you can place your mouse over the hierachy selector. A
tip-text window will appear (see image below) where the full text of the description is shown.
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T ype robes:

o

| Typa stat: [Wpe

sel[

] o

=k

T

typa

= a] & speomen desgnaked or indcated any kind of type of a species or infraspechc bazon, IF possible more specfic bype teems (hobobyps,

»

Felarence. | 7 |

Nobes:

I
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Grid mode

To edit the data in a data grid, choose the Grid mode Efor the specimen ll, the organisms

ﬂ, the collection events &or the collection event series I@'from the menu. A window will
open where every dataset from the query result list is restricted to one line for a specimen, an
organism, a collection event or a collection event series respectively. Please keep in mind,
that in this view, you can only see a limited part of the data. So for example you will only see
the last identification of an organism. This is demonstrated in the image below, where two
organisms, indicated with the red arrows will not appear in the grid. If you use the grid mode
for the organisms, all organisms will appear with their last identification.

f;';::fu" Locslity d=soiption L'-élri:rmi'-' Tasonomic name ::::n:;: :ccrc mk pare oy
wganEn

AENOONAESY  Baden: Ridmmingen rabe Lbmach lchen w | Arthoria impolia [Heff | Bomes plart ¥ Quesan

DE00002E30  Baden: Aicker Y'eld bei Rimmingen lchen | Authoria impokie [Hoffmd ] Somer plart ¥ Quencus

8 B D40 Schraiznald Gecabache wadung H... | boher W | Aflhoria maimorala plari, W Sbees eicaka

300074 Schwamsakt Baden: 1] Gershacne lichen w | Arthoria leucopelaza [Ach) Simg  plant W  Ahies cucekas

B 1912/915 Schuwazwad B 1) Geibacher Wialdungen: "Tickicht"” mahe Fetzenbgrowsld 3001000 m
=l & B0 0BO2741
= Al |
[5] Ahies esveka
* - }"" Schismalomma absetinum [Ach.] A. Massal.
L = Schismatommes abistinum Bch ] A Massdl  [repons: Sipmangh.)
= Schismatomma shistinum
- }"" Theloirema lepadinum [Ach. ] Ach.
= Thedohems kepadnum Ech.| Ach
F* Arthania lescopellaca [Ach
= Siboris eucopelses ook ) ddmg. Despore: Sioman, H.]

l"'lr

Customize visibility of fields

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the colums and click on the [Set columns] button.

[ ]&¥ Collection event

#-[JMl Localisation

[1%. Collection site properties
[]+ Geographic region
Lithastratigraphy
[]++ Chronostratigraphy

+

+-[ ]Il Collection specimen
+-[] @ Organism
+[] @ Second organism
+-[ @] Storage

+-[ |5 Collectar

Customize column width and sequence

To adapt the width of the columns or the height of the rows either drag the border with the
mouse, double click the border to get the optimal size for one column or click on the Ebutton

for an optimal height of the rows or the !button for an optimal width of the columns. To
change the sequence of the columns, just use your mouse to drag the columns to the position
of your choice. These changes will be saved for the next time you use the grid mode. To
return to the original sequence of the columns, click on the [Reset sequence] button.
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Sorting of the data

To sort the data in the grid just click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
That means that if you change a value in the sorting column the changed dataset will be
placed at the new position according to its new value. The sorting of a column will be
indicated an arrow for the direction of the sorting (up or down) and by a thicker right border
of this column (see image below).
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M-0013670
M-0013671

Find and replace

To use the find and replace functions you must either select a part of the field in this column

or click on the ibutton to select the whole column. Then choose the function you want to
apply (remove, insert, append or replace). To replace a part of a text in the selected fields,
enter the text that should be replaced and the replacement in the corresponding fields. To

start the replacement click the “?button. To insert a string to the beginning of all entries
in the selected fields, click the *‘Tbutton. To append a string to all entries in the selected
fields, click the -”r}button. To remove all entries from the selected fields click the lbutton.

Transfer from spreadsheet

You can transfer data from a spreadsheet, e.g. Excel or Calc. Copy the columns of these data
in the spreadsheet and then in DiversityCollection, click in the upmost left cell where these
data should be inserted and use the context menu (click the right mouse button) to insert the
data.

L Anaptychia ciliar... | plant
L _ e
[ Insert from dlipboard
w — r—
w Arthaonia bpzzace. .. | plant
Editing

Some columns can not be edited directly but are linked to external modules or services. These
columns appear as buttons. Just click on the button the call the service. If a value is linked to
an entry in an external module, the background will change to yellow and you can not change
the text.
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=-[]& Collectar
Callectars nare
]~ Link ta Diversitphaents
]+ Remave link for caollectar

Together with the links (in the example above Link to DiversityAgents), you can select
columns that provide the possibility to release the links to the modules (e.g. Remove link for

collector in image above). These columns will appear as buttons . Just click on the button
related to a link to release the link to the corresponding module. After that you can edit the
text field containing the linked value.

Some values are linked to a list of values. Use the drop down list to change the value in one
of these columns.

If you click in the empty line at the base of the data grid, you will be asked if you want to
create a new dataset. The program will ask you for a new accession number and the project
of the new dataset. Another way to create a new dataset is the copy button B2. Just click in
the line you want to create a copy of and then click on the copy button B&. For details see
the data section. A copy of the dataset will be inserted at the base of the datagrid.

In the grid view for the organisms parts of the colums can not be edited. These columns
contain data that can be related to several organisms. This is indicated by a gray
background.

Saving the data

To save all changes click on the Ebutton. To undo all changes since the last time the
datasets were saved, click on the D button. To save the changes in the current dataset, use

the I@button. To undo the changes in the current dataset, click the “/button. If you click
the [OK] button, you will be asked if you want to save the changes before the window will be
closed. If you click the [Cancel] button or close the window your changes will not be saved.

To save the data shown in the grid in a tab delimited file, click on the @button.
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Grid mode for collection specimen

To edit the data of the specimens in a data grid, choose the Grid mode Hfor the specimen
Mifrom the menu. A window will open where every dataset from the query result list is
restricted to one line for a specimen. Please keep in mind, that in this view, you can only see
a limited part of the data. So for example you will only see the last identification of an
organism. This is demonstrated in the image below, where two organisms, indicated with the
red arrows will not appear in the grid. If you use the grid mode for the organisms, all organisms
will appear with their last identification.
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Customize visibility of fields

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the columns and click on the [Set columns] button.

[ ]&¥ Collection evert

CIM Localisation

1%, Collection site properties
[]+ Geographic region
Lithostratigraphy
[]+ Chronastratigraphy

F] -

+-[ |l Collection specimen
+-[] @ Organism
+-[] @ Second arganism
+-[ Bl Storage

+-[]& Collector

Customize column width and sequence

To adapt the width of the columns or the height of the rows either drag the border with the
mouse, double click the border to get the optimal size for one column or click on the ﬁbutton

for an optimal height of the rows or the Ibutton for an optimal width of the columns. To
change the sequence of the columns, just use your mouse to drag the columns to the position
of your choice. These changes will be saved for the next time you use the grid mode. To
return to the original sequence of the columns, click on the [Reset sequence] button.
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Sorting of the data

To sort the data in the grid just click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
That means that if you change a value in the sorting column the changed dataset will be
placed at the new position according to its new value. The sorting of a column will be
indicated an arrow for the direction of the sorting (up or down) and by a thicker right border
of this column (see image below).

Aocessian
nurmber
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Find and replace

To use the find and replace functions you must either select a part of the field in this column

or click on the ibutton to select the whole column. Then choose the function you want to
apply (remove, insert, append or replace). To replace a part of a text in the selected fields,
enter the text that should be replaced and the replacement in the corresponding fields. To

start the replacement click the “?button. To insert a string to the beginning of all entries
in the selected fields, click the *‘Tbutton. To append a string to all entries in the selected
fields, click the -”r}button. To remove all entries from the selected fields click the lbutton.

Transfer from spreadsheet

You can transfer data from a spreadsheet, e.g. Excel or Calc. Copy the columns of these data
in the spreadsheet and then in DiversityCollection, click in the upmost left cell where these
data should be inserted and use the context menu (click the right mouse button) to insert the
data.

L Anaptychia ciliar... | plant
L _ e
[ Insert from dlipboard
w — r—
w Arthaonia bpzzace. .. | plant
Editing

Some columns can not be edited directly but are linked to external modules or services. These
columns appear as buttons. Just click on the button the call the service. If a value is linked to
an entry in an external module, the background will change to yellow and you can not change
the text.
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Together with the links (in the example above Link to DiversityAgents), you can select
columns that provide the possibility to release the links to the modules (e.g. Remove link for

collector in image above). These columns will appear as buttons . Just click on the button
related to a link to release the link to the corresponding module. After that you can edit the
text field containing the linked value.

Some values are linked to a list of values. Use the drop down list to change the value in one
of these columns.

If you click in the empty line at the base of the data grid, you will be asked if you want to
create a new dataset. The program will ask you for a new accession number and the project
of the new dataset. Another way to create a new dataset is the copy button B2. Just click in
the line you want to create a copy of and then click on the copy button B&. For details see
the data section. A copy of the dataset will be inserted at the base of the datagrid.

In the grid view for the organisms parts of the colums can not be edited. These columns
contain data that can be related to several organisms. This is indicated by a gray
background.

Saving the data

To save all changes click on the Ebutton. To undo all changes since the last time the

datasets were saved, click on the D button. To save the changes in the current dataset, use

the I@button. To undo the changes in the current dataset, click the “/button. If you click
the [OK] button, you will be asked if you want to save the changes before the window will be
closed. If you click the [Cancel] button or close the window your changes will not be saved.

To save the data shown in the grid in a tab delimited file, click on the @button.

Inserting new data

To insert a new dataset, just click in the last empty line of the datagrid. The programm may
ask you to specify a project in which the new data should be placed. In the grid for the
organisms a window as shown below will open.
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Here you have the option to insert the new dataset of the organismin the last specimen in
the grid or to create a new specimen for the organism. In the second case you can specify
the accession number of the new specimen. Use the [Find Acc. Nr.] button to search for the
next free accession number in the database, that matches your entry in the [Accession
number] field.

For new datasets you can specify certain project settings, e.g. the material category of a
part of the specimen. The taxonomic group of a new organism will correspond to the first
organism in your last specimen unless you specify a certain taxonomic group in the project
settings for the project you are working in. To enter or change a setting you need the
module DiversityProjects. For further information please turn to the documentation provided
with this module.

Copy data

To copy a dataset, select the line of the datagrid that you want to create a copy of and click
on the Baibutton. A window will open where you can choose several options for your copies. In
the first tab choose in which way the Collection event - if present - for the new datasets
should be created.
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In the Accession number Tab you can search for or type the accession number you want for
you new dataset (see below).

P "

Copy dataset of M-002009 = =l ="
Collection event | Accession number  Mumber of copies

Create an accession number for the new dataset You have two options to
insert a new accession
[l The crginal dataset has the accession number M-002003. number:
Find the next free accession number 2009 Either search the
[ W-00 database starting with the

accession number of the
arginal dataset ar any
initial string you enter in
the field on the left ..

Mew accession number:  M-002100 Or slmp_h.- type the neEw
accession number in the
field on the left.

Copy all organisms and identifications into the new dataset
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In the Number of copies tab you can specify the number of copies. If you checked Create
an accession number for the new dataset, the program will list all accession numbers that

will be created (see below).

i

Copy dataset of M-002009

Collection event | Accession number | Mumber of copies

Please specify the number of copies that should be generated
MNuber of copies: 4] =

(=] & S

M-002100
M-002101
M-002102
M-002103
M-D02104

If you do not want to create new accession numbers for the copies the list will not be shown

(see below).
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Grid mode for the organisms

To edit the data of the organisms in a data grid, choose the Grid mode Hfor the organisms

#from the menu. A window will open where every dataset from the query result list is
restricted to one line for an organism. Please keep in mind, that in this view, you can only see
a limited part of the data. So for example you will only see the last identification of an
organism.

Customize the window

To change the width and sequence of the columns, just use your mouse to drag the columns
to the position of your choice or adapt the width to your preference. These changes will be
saved for the next time you use the grid mode. To return to the original sequence of the
columns, click on the [Reset sequence] button.

To adapt the width of the columns or the height of the rows either drag the border with the
mouse, double click the border to get the optimal size for one column or click on the Ebutton
for an optimal height of the rows or the !button for an optimal width of the columns.

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the columns and click on the [Set columns] button.

+

[ ]&¥ Collection event

1M Localisation

[1%. Collection site properties
[]+ Geographic region
Lithastratigraphy
[]++ Chronostratigraphy

]I Collection specimen

[ @ Organism

[ @ Second organism

(&l Storage

[ 1% Collectar

+

o [y B

Analysis

In this grid you can edit up to 10 different types of analysis where only the last analysis will
be shown for each type. By default the available analysis types will be generated dynamically
depending on the data. If you need an additional type in the grid, just return to the main form
and enter this type in one of the datasets. If you want to specify which analysis you want to
see in the grid, you can set the list in the options. Click on the Elbutton to open a window as
shown below.

_@ Set options for the crgani... E'@

[¥] Use analysis start date:  28.09.2010 [~

[] Use analysis end date: 04 10,2010 E-

[] Use analysis types:

| Cancel |
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Here you can restrict the range of the dates of the analysis an the types of the analysis that

should be shown. To change the entries in the list use the #kand Xbuttons to add or delete
entries. id you can either ... or define the analysis you want to see in the grid edit up to 10
different types of analysis where only the last analysis will be shown for each type. The
available analysis types will be generated dynamically depending on the data. If you need an
additional type in the grid, just return to the main form and enter this type in one of the
datasets.

Sorting of the data

To sort the data in the grid just click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
That means that if you change a value in the sorting column the changed dataset will be
placed at the new position according to its new value. The sorting of a column will be
indicated an arrow for the direction of the sorting (up or down) and by a thicker right border
of this column (see image below).

Aoceszsion
number

#-00136E7
i-0013665
i-0013663
#-0013670
M-0013671

Handling the data

Some columns can not be edited directly but are linked to external modules or services. These
columns appear as buttons. Just click on the button the call the service. If a value is linked to
an entry in an external module, the background will change to yellow and you can not change
the text.

=-[]& Collectar
Collectors name
[+ Link to Diversitpdgents
[]- Remowe link for collectar

Together with the links (in the example above Link to DiversityAgents), you can select
columns that provide the posibility to release the links to the modules (e.g. Remove link for

collector in image above). These columns will appear as buttons . Just click on the button
related to a link to release the link to the corresponding module. After that you can edit the
text field containing the linked value.

Some values are linked to a list of values. Use the drop down list to change the value in one
of these columns.

If you click in the empty line at the base of the data grid, you will be asked if you want to
create a new dataset. The programm will ask you for a new accession number and the project
of the new dataset. Another way to create a new dataset is the copy button B2. Just click in
the line you want to create a copy of and then click on the copy button B2. For details see
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the data section. A copy of the dataset will be inserted at the base of the datagird.

In the grid view for the organisms parts of the colums can not be edited. These columns
contain data that can be related to several organisms. This is indicated by a gray backgroud.

Find and replace

To use the find and replace functions you must either select a part of the field in this column

or click on the ibutton to select the whole column. Then choose the function you want to
apply (remove, insert, append or replace). To replace a part of a text in the selected fields,
enter the text that should be replaced and the replacement in the corresponding fields. To

start the replacement click the “?button. To insert a string to the beginning of all entries
in the selected fields, click the *‘Tbutton. To append a string to all entries in the selected
fields, click the -”r}button. To remove all entries from the selected fields click the ébutton.

To save all changes click on the Ebutton. To undo the all changes since the last time the

datasets were saved, click on the ““button. To save the changes in the current dataset, use
the I@button. To undo the changes in the current dataset, click the “/button. If you click
the [OK] button, you will be asked if you want to save the changes before the window will be
closed. If you click the [Cancel] button or close the window your changes will not be saved.

To save the data shown in the grid in a tab delimited file, click on the @button.

To copy a dataset, select the line of the datagrid that you want to create a copy of and click
on the B&ibutton. A copy of the selected dataset will be added at the base of the
spreadsheet.
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Grid mode for the parts of the specimen

To edit the data of the parts in a data grid, choose the HlGrid mode for the EParts... from
the menu. A window will open where every dataset from the query result list is restricted to
one line for a part. Please keep in mind, that in this view, you can only see a limited part of
the data. So for example you will only see the last processing or analysis of a certain type of
a part.

Customize the window

To change the width and sequence of the columns, just use your mouse to drag the columns
to the position of your choice or adapt the width to your preference. These changes will be
saved for the next time you use the grid mode. To return to the original sequence of the
columns, click on the [Reset sequence] button.

To adapt the width of the columns or the height of the rows either drag the border with the
mouse, double click the border to get the optimal size for one column or click on the Ebutton
for an optimal height of the rows or the Ibutton for an optimal width of the columns.

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the columns and click on the [Set columns] button.

#-[ W Collection event

#-[JMl Localisation

=-[ 1%, Collection site properties
[]+ Geographic region
Lithostratigraphy
[]+ Chronostratigraphy

[ ]l Collection specimen

(1@ Qrganism

[ Second arganism

(@&l Storage
18 Collector

o o O

Analysis

In this grid you can edit up to 10 different types of processings where only the last analysis
will be shown for each type. To specify which analysis you want to see in the grid, click on

the Ebutton to open a window as shown below.

_[] Set options for the organi... EI@

[¥] Use analysis start date:  28.09.2010 [El-

[T Use analysis end date:  04.10.2010 G-

[¥] Use analysis types:

| Cancel |

Here you can restrict the range of the dates of the analysis and the types of the analysis

that should be shown. To change the entries in the list use the % and Xbuttons to add or
delete entries. For taxonomic groups that miss have certain types of analysis, the columns will
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be blocked.

Processing

In this grid you can show up to 5 different processings where only the last processings will be
shown. You can define a time range for the processings that should be shown and / or restrict
the processing to a certain type (see image below). For material categories that miss certain
types of processings the columns will be blocked.

Restrict to processing:
Kochen / Mazeration -

| Use range for the processings:

from: 15.09.2017 » to: 20092011 =

Sorting of the data

To sort the data in the grid just click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
That means that if you change a value in the sorting column the changed dataset will be
placed at the new position according to its new value. The sorting of a column will be
indicated an arrow for the direction of the sorting (up or down) and by a thicker right border
of this column (see image below).

Acceszsian
nurmber

#-00136E7
i-0013665
i-0013663
M-001 3670
M-0013671

Selecting of the data

To restrict the data in the grid you can filter on an entry. Select the entry for which you want
to filter an click on the Tbutton. To remove data from the grid, select the rows that should
be removed and click on the == button.

Handling the data

Some columns can not be edited directly but are linked to external modules or services. These
columns appear as buttons. Just click on the button the call the service. If a value is linked to
an entry in an external module, the background will change to yellow and you can not change
the text.

=[] Collecter
Callectars name
[]- Link ta Diversitphgents
[]- Remave link for collectar
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Together with the links (in the example above Link to DiversityAgents), you can select
columns that provide the posibility to release the links to the modules (e.g. Remove link for

collector in image above). These columns will appear as buttons . Just click on the button
related to a link to release the link to the corresponding module. After that you can edit the
text field containing the linked value.

Some values are linked to a list of values. Use the drop down list to change the value in one
of these columns.

If you click in the empty line at the base of the data grid, you will be asked if you want to
create a new dataset. The programm will ask you for a new accession number and the project
of the new dataset. Another way to create a new dataset is the copy button B2 Just click in
the line you want to create a copy of and then click on the copy button B&. For details see
the data section. A copy of the dataset will be inserted at the base of the datagird.

In the grid view for the parts, a part of the colums can not be edited. These columns contain
data that can be related to several parts. This is indicated by a gray backgroud.

Find and replace

To use the find and replace functions you must either select a part of the field in this column
or click on the ibutton to select the whole column. Then choose the function you want to

apply (remove, insert, append or replace). To replace a part of a text in the selected fields,

enter the text that should be replaced and the replacement in the corresponding fields. To
start the replacement click the “?button. To insert a string to the beginning of all entries
in the selected fields, click the *‘Tbutton. To append a string to all entries in the selected

fields, click the -”r}button. To remove all entries from the selected fields click the ébutton.

To save all changes click on the Ebutton. To undo the all changes since the last time the

datasets were saved, click on the D button. To save the changes in the current dataset, use

the I@button. To undo the changes in the current dataset, click the “/button. If you click
the [OK] button, you will be asked if you want to save the changes before the window will be
closed. If you click the [Cancel] button or close the window your changes will not be saved.

To save the data shown in the grid in a tab delimited file, click on the @button.

To copy a dataset, select the line of the datagrid that you want to create a copy of and click
on the B&ibutton. A copy of the selected dataset will be added at the base of the
spreadsheet.
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Grid mode for the collection events

To edit of the collection events the data in a data grid, choose the Grid mode Cfor the
event @from the menu. A window will open where every dataset from the query result list is
restricted to one line for a collection event. Please keep in mind, that in this view, you can
only see a limited part of the data. So for example you will only see a part of the localisations

(see below).
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5 4 2001 Scuth Anica Fmﬂcd ’ti-lhﬂln 2. WWestem Cape Frovince. Famirkodeits 117, 18, 6020277777778 |31, 2857222020957 | 245
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i (11} 3
Cancal | K

Customize the window

To change the width of a column, just use your mouse to adapt the width to your preference.
To hide or show parts of the window use the Elbutton for the setting of the visible columns,
the TZ%button for the hierarchy tree and the Elbutton for the images in the upper right corner

of the window. If the hierachy tree is visible (TI%, see below), you have access to the
collection event series linked to the collection events where you can edit the hierarchy (via
drag & drop). Please keep in mind, that ramifications within the hierarchy can only be realized

using event series ®with collection events @placed within these and specimen Miplaced
within the collection events. To insert a new event series use the I@'button below the tree.
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& Collection event - spreadsheet mode
Event No 2001/4/5 Republic of South Africa. Western Cape
27 XK Province F __.

Evert
(| 148011

e o ===
o alla @)

2001/4/5; Republc of South Afnca. Westem Cape Prowince. Raminkedakte 111, {Goedehoop). About 50 km noth of Vandnynedop, opposte tumoff Groot{ -

=)

-

-
ry
4

DOOORARA

E)

L]

®d #
Desciiplion Code  MNotes Siat End =
Hepublic of South Mfica, Modhem Cape Provinee, Quagg ?? 1"2_-*3( 4/5/2001 l J
2295 2298 | 22_99 117152002 | B
2.5 22,98 (2298 1141542002 || |
2. 92 2.9 |29 171572002 || |
@)% 89) =) > 88 (3] oo Locan coscin @ P © Fe oo Fece (&) e 310 TE
E:;”’"” Coleston f::“”” Couy  Loeslty dessription Longituds Lettude P ]
5 [+ 2001 South Arica | Republic of South Affica. Northem Cape Province. |17, 0266666566567 | -2, 2356666666667 630
5 4 2001 South Hnca Hmud'guf&dlgn"f:caj{nghm Cape | annne 17.5562222222222 | -30,2216368888889 350
1 4 200 South Africa | Republic of South Afvica. Nohem Cape 'I‘mwﬂne 16.964 28,30211117111111 | 360
5 4 2001 South Bfrica ﬁfgl-ﬁgufa&gﬂ Aitica. Westem Cape Province. | 15,6020277777778 |-31, 2857222202022 | 245
5 4 2001 South Africa | Republic of South ":"_‘g?d'fiﬁgﬂﬁqnf Province. | 15.6020277777778 |-31,2857222220222 45 =
- m 1.3
Cancel

-

To change the width and sequence of the columns, just use your mouse to drag the columns
to the position of your choice or adapt the width to your preference. These changes will be
saved and for the next time you use the grid mode. To return to the original sequence of the
columns, click on the [Reset sequence] button.

Customize visibility of fields

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the colums and click on the [Set columns] button.

[ ]&¥ Collection evert

CIfI Localization

1%, Collection site properties
]+ Geoaraphic region
Lithaztratigrapky
]+ Chronastratiaraphy

]Il Callection specimen

(1@ Oraanism

[ @ Second arganism

(@& Storage

& Collector

=

e = R e R e

Sorting of the data
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To sort the data in the grid just click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
That means that if you change a value in the sorting column the changed dataset will be
placed at the new position according to its new value. The sorting of a column will be
indicated an arrow for the direction of the sorting (up or down) and by a thicker right border
of this column (see image below).

Aocezsion
number

i-0013EE7
i-0013665
M-001 3663
M-0013670
M-0013671

Formatting the grid

To adapt the width of the columns or the height of the rows either drag the border with the
mouse, double click the border to get the optimal size for one column or respectively or click
on the Ebutton for an optimal height of the rows or the !button for an optimal width of the
columns.

Handling the data

Find and replace

To use the find and replace functions you must either select a part of the field in this column

or click on the ibutton to select the whole column. Then choose the function you want to
apply (remove, insert, append or replace). To replace a part of a text in the selected fields,
enter the text that should be replaced and the replacement in the corresponding fields. To

start the replacement click the “?button. To insert a string to the beginning of all entries

in the selected fields, click the *‘Tbutton. To append a string to all entries in the selected

fields, click the -”r}button. To remove all entries from the selected fields click the lbutton.

Editing

Some columns can not be edited directly but are linked to external modules or services. These
columns appear as buttons. Just click on the button to call the service. If a value is linked to

an entry in an external module, the background will change to yellow and you can not change
the text.

=[] Collecter
Callectars nare
]~ Link ta Diversitphaents
]+ Remave link for caollectar

Together with the links (in the example above Link to DiversityAgents), you can select
columns that provide the posibility to release the links to the modules (e.g. Remove link for
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collector in image above). These columns will appear as buttons . Just click on the button
related to a link to release the link to the corresponding module. After that you can edit the
text field containing the linked value.

Some values are linked to a list of values. Use the drop down list to change the value in one
of these columns.

Saving the data

To save all changes click on the B button. To undo the all changes since the last time the

datasets were saved, click on the “Abutton. To save the changes in the current dataset, use

the Ebutton. To undo the changes in the current dataset, click the “?button. If you click
the [OK] button, you will be asked if you want to save the changes before the window will be
closed. If you click the [Cancel] button or close the window your changes will not be saved.

To save the data shown in the grid in a tab delimited file, click on the _#button.
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Grid mode for the collection event series

To edit the data in a data grid, choose the Grid mode Hfor the collection event series ©
from the menu. A window will open where every dataset from the query result list is restricted

to one line for a collection event series (see below).

%) Collection event series - spreadsheet mode IE =]
Code: 28 Desc.. Republic of South Afica. Moedvedoren 208 (25). (18" 26" 58.5° EW. 31" 27 ID: -1468 Im =il
= IS,} 2001/3/15: Republic of South Afica, Mosdvedoren 208 (28), (187 26' 58! » | Event images
o (Y 2002/11/24: 28_83 - - ;
2002/11/24: 28_80 %
=/~ =
)'_‘.u-
S
}..’ Type
.}'.'J'
-8 2002/11/24 2859 Withb.
-3 -
o ] - Motes:
Fl il 3 4 in ¥
X M- # s 00 H N[ [ O e me: | 2012
Description Series code Motes Date start Date end =
3 Republc of South Aftica, Mosdverio... [ 28 ¥ | ans20m
28 83 2883 2883 [ 11/24/2002 s
28_80 28 80 28 80 [ 11/242002
28_59 28_59 28_53 | 11724/ 2002
28_49 28_49 28_49 [ 11/24/2002
28_40 28_40 2840 [ 1242002
28 38 2835 28_39 [ 11242002
28 30 28 30 28 30 [ ns2e2002
28 23 2873 2823 [ 11242002 B
L
Carcal QK |

-

Customize the window

To change the width of a column, just use your mouse to adapt the width to your preference.
To hide or show parts of the window use the TISbutton for the tree, the Ebutton for the
images and the rT‘button for the maps in the upper right corner of the window. If the parts are

shown, the icon will have red backgound e.g. 4.

History and feedback

To inspect the history of a dataset, click on the button. A window will open as described in
the history chapter. To send a feedback, use the ) button. Details are described in the

feedback chapter.

Sorting of the dataaa

To sort the data in the grid just click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
That means that if you change a value in the sorting column the changed dataset will be
placed at the new position according to its new value. The sorting of a column will be
indicated an arrow for the direction of the sorting (up or down) and by a thicker right border
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of this column (see image below).

Aoceszsion
number

i-0013EE7
i-0013665
M-001 3663
M-0013670
M-0013671

Handling the data

To save the changes click on the Ebutton. To insert new datasets use the @button for a
collection event series and the & button for a collection event.
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Collection event

Specimens stored in a collection are gathered during a collection event. This collection event
keeps information about the geographic locality, the habitat, the collection date etc. During
an collection event, several specimens may have been collected. To create a new event for a
specimen click on the @button. If a specimen is not assigned to a collection event, you can
assign the specimens to an existing event with a click on the Cbutton. If you assign the
specimen to an existing event, a window will open as shown below where you can search for
the events already included in the database. Choose an event and click OK to assign the
specimen to this event. If you click OK without selecting any collection event, the current
collection event will be removed from the collection specimen.

Collection event

Select a collection avent

B DB X | Caollection event i
Query resudts 1 - 35 Date: | _|_|___ || Suppl: Categon. s
Germany. Bayern, Regierungsbezi A M. Tirne: T.epar
Germany. Bavern, Reglerungsbes
Germany . Bayvern, Regierungshezi Rief.: @]
Germany. Bayern, Regierungsbez 2
Germany. Bayern, Regierungsbezi ¥ Country: Gemany Withhald R.;
arder by | Localty v Hates:
© DR cotren: |
Query conditions Descrphion of the [ocalty [rescrption of the habitat

A |Germany Bayer, Regieingsbezirk Oberbayem, || On leaves of Paa sp.
Col Date = »|1_|1_|136C tiinchen city, Schwabing, Bapemplatz, 487707 M,
Locally = =  present T1"HE Al o 510 m
Habitat = = present
Courtry = =

Specinen w

=

In the tree view, the collection event is symbolized with an @icon as shown below.

= &F 19761120 Hilbersdorf b. Gorlitz 5, Mengelsdorfer Forst, Forst-Mischbestand
’m Geographic regions - Konigshainer Berg- und Hugelland
=l GLM-F000011
= ‘ Populus tremula
T Trametes multicolor [Schaeff.] Jilich

The collection events can be organized in a hierarchy either by using the collection event
series or sampling plots. If your collection events belong e.g. to an expedition you should
prefer to used collection event series for the organization.

If your samples are taken e.g. on a regular basis from permanent sampling plots, you may
prefer to use the module DiversitySamplingPlots to document the geography and other details
of the sampling plots and use the collection events only to document the collection date.

To edit the data of the collection event, choose it in the tree view to open the detail fields as
shown below. If the collection date does not correspond to a certain day, you may use the
Suppl. field to enter e.g. a range or a series of dates or the T.span field to document a
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certain timespan.

Collection event @
Date: | 200171976 | % | Suppl.: Categany: w
Mr.: Time: T.zpan:

Ref.: |« |

Country: Germarny withhald. R.: w
Mates: | 00011

Coll.meth.:

D ezcription of the locality D ezcription of the habitat

Hilberzdaorf b. Garlitz 5, Substrat: Populus tremula, liegender
Mengelzdorfer Forst, Stamm.
Forzt-Mizchbestand

The text shown in the tree view is composed of the date of the collection event and the
description of the locality. For each collection event you can enter several geographical
localisations and properties. To see the locality according to the coordinates stored in the

database you can check the Maps. For each collection event you can enter images related to
this event.

If other specimens were collected during the same collection event, this will be visible if you

show the whole hierarchy of the event series. To do this click on the 0|28button in the panel on
the left of the tree. See event series for further details. Here you can move a specimen to
another event by drag and drop.

Data are stored in the table CollectionEvent.
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Collection event series

If you need a hierarchical order of your collection events respectively to organise your
collection events e.g. to document expeditions, you can do this with a collection event series.
For a better differentation between events and collection event series you have a blue text in

the hierarchy and the editing part and a different icon ®. A collection event series can
contain other collection event series and collection events. Information about the geographic
locality, properties of the collection site, the date of collecting etc. are stored in the
collection event. To show or hide the collection event series you have two options. In the

panel of the left of the tree the I:g;:}button will show the superior event series of the current
collection event as shown below.

My 1996/2/4. Australiz Mew Soulh 'wiales Bainglon Tops Mabonsl Paik. 4.215935

- @ 1886/2/4 Bugiralia Naw South 'Wales Bamingion Tops National Park, Glowcastar Tops, Magrohead Beach Forest Walking Trail Alid.: ca, 1200m: Eoord; 32°08 5 151°35'E

= 19662/ Austals Mew Soulh Wales Banngton Tops Matonsl Palk, Gloucesier Tops, Megrohead Beech Forsst Wealking Tral 2bd: ca 1200 m; Kood - 22°05'5, 151735
lll GRO4226

The ?ZSbutton will show the whole hierarchy of the event series as shown below.

- I_E". 19960274, sustrala New Soulh wakes Bannglon Tops Naional Paik. 4.2 1585
Sf'l 1586/244 Auiralia Mew South YWales Bamirgton Tops Hational Park. Glawcesber Tops. Meprohead Beech Forest Walking Trail Altid : ca. 1200 m: Focoed: 32°08 5. 151°35°E

=& 427966 Austeeha Mew South wales Banington Toos Matonel Paik, Gloucester Tops, Negich=ad 8 2ech Faiesi waking Tral @bd - ca 1200m, Kood - 32705 5, 151735 |
W GR0az43

=i 196624 Australs Mew Soulh 'Wales Banngton Tops Matonsl Paik, Gloucesier Tops, Megroheed Beech Forest Wealking Tral 2bd: ca 1200 m, Koad: 22°05'5, 151735
lll GRD4228

= S"I 1506/2/4 Busirslia He=w South Wales Bamngion Tops Halional Fark, Glaucssher Tops, Hegrohead Besch Forest Waking Tiail, on way o Gloucester Falz Sbd: ca 1200 m; K

=i 421986 Austvala Mew South W ales Banington Tope Mational Park, Gloucester Tops, Medichaad Beech Foiest wWalking Tral, on wap 1o Ghucactar Fale Alid: ca 1200 m
Il GRndE

=i 421986 Astvala Mew South W akes Baiinglon Tope Matonal Paik, Gloucester Tops, Megichaad Beech Foiest walking Tral, on wap 1o Gloucaster Fals, Alid: ca 7200 m
I GRO4764
W GRO4:ES

To edit the data of an event series, select it in the tree to display the fields with the details
as shown below.

Ewvent zeriez @
Date

04.02.1986

Dezcnption

Australia Mew South wales Bamington Topz Mational Park.
Code

Maotes

To insert the geography of a collection event series, click on the mbutton. A window will
open, where you can edit the gegraph using the GIS editor.

To insert a new collection event series click on the ® button. If there are no collection
event series so far, the collection event will be placed within the new collection event series.
If there are collection event series present, the new collection event series will be placed
below the selected collection event series. To assign an collection event to an existing

collection event series already available in the database click on the @Jicon.
To move an item within the hierarchy, just drag it with the mouse to whatever position it

should be placed. Keep in mind, that specimens can only be placed in collection events and
collection events only in collection event series.
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If you want to delete a collection event series or an collection event, remove all depending
collection event series, events and specimens and click on the # button. A specimen can not
be deleted here. If you want to remove a collection event from a collection event series, click

on the @button to open the window for selecting a collection event series. Then select
nothing but simply click OK to remove the link to the collection event series.

The images for a collection event series are shown below the data of the collection event
series as shown below.To add images to a collection event series, click on the Dbutton, to
remove an image use the »button.

Event zeries @
Code: |E"3'ED? | Date: | |
Dezcnption: | Elbzandsteingebirge, 25.9. - 4.10.2007

Maotes:

XD

Image type
; map W

Maotes

: | Withhaold. reas.
1) I A =] 2k e .j”http:.-“fwww.um || V|

To zoom a sector of the image, just drag the mouse over the image. A red square will indicate
the zoomed area. To set the size of the image to the original resolution click on the putton.
To adapt the size of the image to the available space in the form click on the H button. To
change the orientation of the image use the appropriate buttons ( £l flip horizontal, = flip

vertical, “krotate right, 4% rotate left). To view the image in a separate form, click on the ]
button. If the image should not be published e.g. on the internet, enter any reason in the
Withhold. reason - field. Next to images you can store other media.

If you want to change to another specimen listed in the collection event series select it in the
hierarchy and click on the # button.

The current specimen together with the event and all superior collection event series will be
highlighted.

The collection event series can contain a geographical object (using WGS84), that means e.g.
a point, a line, an area etc. To edit resp. show the geographical object related to the

N &
collection event series click on the rIlbutton in the # 2 control to show the maps and use
the GIS editor # .

The data about the collection event series are stored in the table CollectionEventSeries.
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Event images

The specimens stored in a collection are gathered during a collection event. To insert an
image related to a collection event click on the [ button. If you want to delete an image,
click on the # button. For more details see the section images .

If for any reason, an image should not be published i.e. shown on a website, enter the reason

in the field Withholding reason. Only images where this field is empty will be shown e.g. on
websites.

Images of the collection event

= : Image type
i |2 MNotes

|http:.-".-"l:usm#.snsl:u.infu:u.-"LlET-Myculngy;’ﬂiuta.-"pics.-"aufn | | |

Data are stored in the table CollectionEventlmage.
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Geography

As additional information to the description of the locality you can use several localisation

systems, e.g. georefencing. These entries are marked with an micon in the tree as shown
below.

- |'§} 19686/ 2/4: Ausiralia Mew South Wales Bamnoton Tops Mational Park. 4.2 1386
= g} 1366/2/4: Australia New South wWales Bamngton Tops National Park, Gloucestes Tops, Negiohead Beech Forest Walking Trail Alt
= B 1986/2/4 Australia Mew South Wales Bamngton Tops Mational Park, Gloucester Tops, Negrohead Beech Farest Walking Trail
m Atitude [mMME o 1200 m
Greerwich Coordinates Long. [E'W]: 191°35°E Lat [M5] 32°05'5
il GRo4228

To add a new entry choose the localisation system from the drop down list as shown below.
Only items that are not already set for a collection event will be shown. The items that are
visible in the dropdown list can be customized.

Mew Coordinates 1Iﬁ_*|

Mew Coordinates PD ,r: 1

Mew Coordinates Wiz584
Mewy Exposition
Mew Gauss-Kriger coordinates

Mew MTE (4, CH, D)

= ZEr E T T

Mew Mamed area (DiversityGazettesr )

If a localisation should be removed, select it from the list and click on the # button.

GIS editor

To define an area of any kind for the locality, you can use the GIS editor. For further details
please see the help pages in the corresponding pages.

Coordinates (WGS84)

If you use geo-coordinates as georeferencing system (coordinates WGS84), a button I will
appear, that will provide you with the possibility to set or correct the coordinates via Google

Maps. Just click on the vEe button, and a window will open where you will see a map provided
by Google Maps as shown below. If there are allready coordinates provided by a different
localisation e.g. by the DiversityGazetteer, these will be taken as a starting position. So you
may use an entry for a named area (DiversityGazetteer) as a approximate localisation and
than additional coordinates as the more accurate localisation.
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o B N i .ﬂ 3 ) i 4
4 W o £ . - 3 - J LIRS
{ i "
= . i 11 5 W
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! e v - Nutoghgsbed.gingsl

Cancal Ok

If you start with existing geographic coordinates (WGS 84) in your data, the system will use
these as starting point. You can zoom the map, drag it to another position and change from
map to satellite mode. The actual position is symbolized by the vE4 symbol in the middle of
the map. The current coordinates are shown in the field at the buttom of the map. To take
these coordinates in your data, just click OK.

With the *I'Set start coordinates button you can set the coordinates where GoogleMaps
should use as a starting position.

Please keep in mind, that Google Maps coordinates are based on WGS84.

If there are no entries for the altitude and the named area, these data will be retrieved from
the webservice ws.geonames.org and entered into the database. The source will be
documented in the Notes field. Subsequent changes in the coordinates using the GoogleMaps
function will update the altitude and named area entries provided they are derived from a
webservice (ws.geonames.org) as documented in the Notes field.

Please keep in mind, that the place names provided by ws.geonames.org may differ from
those depicted in GoogleMaps.

Bl Mew Altitude (mh)
ﬂ] Mew Coordinaktes Wizsg4

ﬂ] Mew Mamed area (DiversityGazettesr)

To enter the localisations listed above, just enter the Coordintes WGS84 and the Altitude
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and Named area will be added automatically.

= & 1973/8/23 Austria, Miederdsterreich, Lechrergraben bei Lunz, B50-750 m
Altibude M) 634 m KN
1346.4 m 5% of “Weizzenbach, Lower &ustria, Sustia
Coord. WGES84 Long. [EW): 15013426346 Lat. [N5]: 47858347754

Named areas - DiversityGazetter

To edit the details of an entry, select in the list to open the fields in the form on the right.
The localisation system DiversityGazetteer is linked to the module DiversityGazetteer within
the Diversity Workbench, providing information on geographical names as shown below.

Laocalization of the collection event

)]
|.-“-‘-.grigent-:u, Sicilia |'_|_

Accuracy: st Diirect.: Al
Maotes: | province Drate: (10.04.2007 | » Lat.: 37.45
Fespons.: | w |E] Long: 135
TK25 (MTB)

If you choose MTB resp. TK25, the button rHwill open a window where you can set the TK25

together with the quadrant (see image below). Choose the quadrant, depending on your

preferred resolution. The thick line shows the current quadrant, the thin line the whole TK25.

The needle in the center is placed at your current position. If you click on it, a messagebox
will show you the TK25 informations as shown below.
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To zet the TEZE [MTE] move the map using your mouse and set the center to the new position with the button
Cluadrant
Set TE25 to curment pogition ] w
T TR TS T TTOTGICIIGTT e‘.FlFlEﬂ'SI.h wealdnaus
: [ Karte | satelit | Hybrd |1
irchen=e feld Baumfeld Rahmfald - =
|E| Oiffen)
ritzbru Muhltal |0 7234/1 - Ingolstadt Hiillenhause
K.asing
gt Cberdolling
A E Tauberfeld
= "Iﬂhe Eitensheim Tholbath
Unteq Rckenlahe Theiking
Buxheim |
E Wolkertshofen Fle
4 Eniels - Demling
E T JDEI'I'.IEUL'Iﬂl:w . 1] Pettling
& "Unferhaunstadt Efﬁ Rathanenbery Menning
. - 11
Pettenhofen Muhlhauvsen: CEinzlau b 2 16a
. Friedrichshiofen. 1ga |: Mailing ‘iﬁbgg?_l:
Irgertzheim [ Grolmehring
_mle.B Bergheim Ingolstadt .'I f 16a Irsching
Gerolfing ! L
Joshofen Tl - I"\
\ W
\ estenh
[ Knoglersfrewde Rothenturm S8 % Eichstatt
Heinrichshaim Spitalhof Y \"'-. . L4
Memaler Unterbrunnenreuth ! : i
Marienheim Bruck 16 Welcherpg S bratimm=Mancing 2liggingoisiadt _J,
el Zuchering =2enot oo J6 L del
FOwERED By ) 2 Mgilen | Lichtenau L [
oggle | i o
L = lgkm Heuschwltzlngen Kartendaten ﬁZHgﬂjeiﬁ AtlaBrayisshun Shedin guiiiET Ay

=

If you click [OK], the values for the values for the TK25 together with the coordinates of the
center of the selected quadrant will be taken into the database.

Conversion of values

The values for any localisation system are stored in two text fields. You can enter your values
as simple text. This may prevent any calculations with your values. So you should prefer to
enter your values according to the measurement units available. Whatever antique
measurement units like feet or Fahrenheit may exist, within the Diversity Workbench
measurement data are stored in units according to the Systeme international d'unités (SI).
For those who still need to use these units DiversityCollection provides a possibility to convert
them into their modern counterparts. To enter a numeric value choose the unit you prefer
from the list. The form will change as shown below.

Lorg. (Ew) | 18[36 [L6111111° Lat (Ns] [ 3116 [34.288888¢ [ [deq_min_sec ~]

You can then edit the values and click on the & button to take the changed values in your
data. The system will calculate the corresponding value for storage in the database together
with the default accuracy. Correct this accuracy if you have more exact values. To indicate
that the shown values are calculated from the values in the database the fields have a green
background. When you save the data, DiversityCollection will store geographic coordinates
and the average altitude where available in separate fields.

The altitude, the exposition or the slope may be entered as one value or as a range of two

Page 96


http://www.bipm.org/en/si/
http://www.bipm.org/en/si/
http://www.bipm.org/en/si/
http://www.bipm.org/en/si/

values. If you use the conversion function and have only one value, make sure, that the
second field is empty.

Al from 500 Alkto 550 m ¥!Available units: meter and feet.

Exp. from HINE 8| o HE - BIEIRCIEH 8 Available units: Orientiation (N, NE,
... ) and degree rel. to North.

Slope from 10 ta 15 peteent [ Available units: degree and
percent.

The accuracy resp. uncertainity will be calculated as an approximation in parts derived from
Wieczorek, J. 2001 (MaNIS/HerpNet/ORNIS Georeferencing Guidelines. University of California,
Berkeley: Museum of Vertebrate Zoology) and in parts according to Wieczorek, J., Q. Guo, and
R. Hijmans 2004 (The point-radius method for georeferencing locality descriptions and
calculating associated uncertainty. International Journal of Geographical Information Science
18: 745-767). The unit of the accuracy will always be the unit stored in the database
according to the Systéme international d’unités (SI) resp. degrees for angles.

The data for the geography are stored in the table CollectionEventLocalisation.
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Maps of samples in the database

If there are WGS84 coordinates available for your collection site, an event series or single
organisms, you can use GoogleMaps to display these locations.

o . . ~_me
To use this service, you need access to the internet. Click on the rIlbutton in the # =
control to show the maps. Here you can display maps of '@Collection event series, &
Collection event, imQ'Organism as well as [ElDistribution maps. To display the maps you can

either use the Fbrowser, the XGIS viewer or the # GIS editor. By default the map will show
the location of the collection event using the browser as shown below.

@ Collection event ~ S¥Browser  ~

oo g 78 b, s o e |
enium Karte Satallit Hybrid
_ Ln @ BBremen - ) UB‘F"""' i
Amstergam Eﬁﬂ“n Hanngver  Serin e ?:Hpuug? Belanis
B o' | Denteeick - Poznai@ Polska 3
; d e Piand @ 'Warszawa Pinek o
MNadariand ¥ B Chrwe Foian linen)
* Londen ni.:'é-:.lm ﬁ.mg.ﬂs Dortmund 0 I ot Kz - © : ""\-._W
+Jrang@ano 0, SMEEE a0 o s gl iz Wrodaw . todi ™ e
ok i Baigie Segen Deutschiand -1 Crasinchiws
& -'..a..-.-ﬁpeura @iz Lille B.ghm Kg;n Germany. o D{;‘u @ 2,
" E - Dtk Libersc Kahowich ] L
' : AT Y g Ve e i V-
- 'l'_a_'ri'am Y Luaembourg Eramun c::::.'::.‘.:.th I, [ g
= . o Rugen - Fleims & !.llIrnnhl:irrmqjﬂ-lm.m:1¢ meE S o
S B sartman Casn o ; a © OfEq ik Briowt’ c
o Paris Trewes Sifasboung Shutigart ngestac Slevenake epray
1 = @lnz v -1 e
2k L sennas:ﬁﬂu.\éﬁ ICMEFI!- -, ||rl:\t.r-2|rﬂ,n h Ile'H;Ihen “:“J’" enm
B e o OO @O $:mu = o’f.:ﬂ:h i & i A il A I
3E  mantes Frind Dhaurges Suisse Jenabineck = W T O @ Magyarorszag #£ s ]
ar 5" France S-nlmrn Tranto k----?ak_/‘:“z- Hungany | - 1
= : '.'.Rm'?uunﬂ st Mw_m_.r .I-;..n U neq-"'""'"“'l"_] gm“r‘“a“ ] d
g\.l!-.nl i “me ngﬁﬂ (g Vensaia v °Znnr=h---g_ Mgram it | *
Bordesu oTorino #EM T Hrvatska =1 E
I B":'I':'g"a f‘ r.n:ll'l.I:l ai D' v
Genavad e d r H:?:“ Dentf e
L P Rhihl‘li egovina Cpbnja  Tumus : :
I’_rl B Sy Satup l'_'. -
200 km mmg:mu%w MTMTW _1.1.==.__E”_;._r_,_ el [+
For the “»'collection event series, the ®¥collection event or the :organism you can use any

geographical object like points, lines, areas and the like to describe the location. The browser
will allways display these objects as points (see left image below) while with the GIS editor
you can see and edit the real objects (see right image below).
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The data of the geographical objects are stored in the table CollectionEventSeries for the
collection event series,the table CollectionEventlLocalisation for the colletion event and the
table IdentificationUnitGeoAnalysis for the organisms.
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Sampling plots

If your samples are collected at constant sampling plots you can use the module
DiversitySamplingPots to describe these sampling plots. For a better differentation between

events and the sampling plots you have a brown text in the hierarchy and a different icon ul
A sampling plot can contain other sampling plots and collection events. Information about the
geographic locality and properties of the collection site can be stored in the sampling plot,
while the date of collecting must be stored in the collection event. To show or hide the

sampling plots you have two options. In the panel of the left of the tree the Ebutton will
show the superior sampling plots of the current collection event as shown below.

=M GER-schiuttenbach
EIE Ettlinger Forst Windbruch
e[ FEVI
=-4g¥ 1991/7/9 Deutschland, Kadsruhe, Baden-Wirttemberg, Schiuttenbach
=il SMNK-ARA 03309
= ﬂ Meiocneta rurestris (C.1_Koch, 1836]) ffemale]
I - [E] Meioneta rurestris {C.L.Koch, 1836) [det. by Brand C. Date: 0/0/0]

The |!:I"button will show the whole hierarchy of the sampling plots as shown below.

= GER-schluttenbach
Schiuttenbach
=M EBtlinger Forst Windbruch

=M FEVI
G- 4 1992/5/12 Deutschland, Karsruhe, Baden-Wirt te Ettlinger Forst Windbruc
. 4 1992/5/26 Deutschland, Karsruhe, Baden-Wirt rg, Schiutte h Ettlinger Forst Windbne
= @ 1991/7/9 Deutschland, Kansruhe, Baden- .".n'urt'temherg Sn::hll_rl'tenhan:h
EI |||||| smM
Py ﬂ' | 1853) female
=N e
g all, 1836) [male
El---I!IHI S
. L g Robertus lividus (Blackwall, 1836) [male]
E| i SMNK-ARA 03309
EI ﬂ' Meioneta urestris (C.1 Koch, 1836) Female]
~[Z] Meioneta rurestriz {C.L.Koch, 1836) [det. by Brand,C. Date: 0/0/0]
v Brand C.

If you select a sampling plot in the hierarchy, two button will appear in the bar left from the

tree. With the ﬂbutton, you can retrieve a taxon list for the sampling plot and with the ul
button you can retrieve a summary of the informations about a sampling plot (see image
below).
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% DiversitySamplingPlots Server: 1418465107 User: mweiss || = )

Description
Wersuchsflache von Alex Kehl zur Untersuchung von Gallen an Salic
Plot identifier
Salix - Versuchsflache im OBG

Latitude

49 5267306925603
Longitude

11.5825768002811
Altitude
Accuracy angle

0.0001565986 *
Area
Om2

Geography

LINESTRIMNG (11.583123055558556 45 9266444444444 11 58277777777 45 9266444444444

Display website

’ B
F il i i ad

To edit the data of a sampling plots please use the module DiversitySamplingPlots.

The link to the module DiversitySamplingPlots is stored in the table CollectionEventLocalisation
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Habitats and properties of the collection site

For the description of the habitat select the collection event @or an existing collection site
property $=. The description is entered in the field Description of the habitat (see below).

Description of the habitat
Subsztrat; Alnusz, iegend.

To enter a new property of the collection site, select the collection event @or an existing
collection site property $-and then choose the type of the property you want to enter from
the dropdown menu as shown below. Only items that are not already set for a collection
event will appear in the list. You can customize the selection of visible items.

’n Mew entry of European Mature Infaormation System (ELINIS) "r; T
f‘n Mew entry of Geographic regions =

The list is dependent on the availability of terminologies for site descriptions. Details for the
property can be entered if you choose the itemin the hierarchy. The person responsible for
the entry as well as notes can be entered in the corresponding fields as shown below.

Geographic region:

-
|Dberlau$itzer Heide- und T eichgebiet |'_,—

Hierarchy: Oberlauzitzer Heide- und T eichgebiet

Responz.: ™ |

M otes:

To delete entries use the & button. You can enter a value by either typing the name of the
collection site property or by selection from the module DiversityScientificTerms. To search for
properties from this module click on the % button. As responsible user the name of the
current user will be inserted. You may change this by either typing or selection from the
module DiversityAgents.

The data concerning the habitats are stored in the table CollectionEventProperty.
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Specimens

Specimens are the entities stored in a collection. For handling the data use the appropriate
buttons (new specimenl], copy B2, delete® ). See the data section for further details.
Directly attached to the specimen are the data about accession, label, exsiccatae, notes,
reference and the availability. A specimen may be composed of several units. Any problems
concerning the specimen should be entered into the problems field.

The header of the main window shows some important parameters for the specimen selected.
On the left side the accession number is shown. In the center you find the last identification
of the main identification unit according to the display order. The next field shows the

internal ID's (field CollectionSpecimenID in table CollectionSpecimen and CollectionEventID in
table CollectionEvent) and the Versions for the specimen and the collection event. For details
about the version of a dataset see the version topic. The availability of a specimen can be

changed by entering an appropriate reason in the field Withholding reason.

AccNo Erysiphe aquilegiae var, ranunculi (Grev.) U, Braun |0 [Specimen /Event] Vession  Wilhhold resson ﬁ )
M-0040397 135548 7 211558 3 /1 v [

If the specimen is a type, the header will show the type state and the identification
connected with the type (see below).

fce Mo, ID [Specimen £ Event]  Wersion  Withhold. ieazon _l . e
M-0D03940 29432 72 142 W D #

To inspect the history of a specimen click on the . button. For further details see the
history section.

&
With the ‘& buttons you can control the upper part of the window with the maps m, the

images for the collection event @and the specimen #as well as the label print 2. The

buttons with the corresponding sector visible in the window are depicted with a red
background. If there are images available and they are hidden, the background will turn to

yellow |5

The data are stored in the table CollectionSpecimen.
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Data

The controls for the handling of datasets in the database are located in the left upper part of
the window as shown in the image below. A step-by-step introduction for the creation of new
datasets is provided in the tutorial.

#e DiversityCollection, Database: Diver

Conmecktion  Query  Data  Administration

A DB X | & |

E- To SAVE the changes in a dataset, click on the Ebutton. If you select another dataset
from the result list, the current changes will be saved automatically.

“’- To UNDO the changes in a dataset, click on the *”button. This will recover the original
data unless the changes had been saved or changes were done in certain tables or hierarchies
were the data must be stored to display the hierarchy.

[1- To create a NEW entry in the database, click on the Clbutton. This will create a new
record of a specimen and show it in the result list.

B3- To COPY the data of a specimen record, choose it from the list and click on the
button. If you want to create multiple copies of your specimen, use the corresponding
function in the grid mode. If the specimen you want to copy is linked to a collection event, a
window will open and provide you with several possibilities for the copy as shown below.

P "

Copy dataset of M-0011598 o[- ]
Collection evert || Accession number:
Create an accession number for the new dataset You have two options to
- _ insert @ new accession
Il The orginal dataset has the accession number M-0011538. rumber:
[ Find the next free accession number | }M-0011598 Either search the

database starting with the
accession number of the
original dataset or any
initial string you enter in
the field on the left ...

Mew accession number;:  M-0011607 Or simply type the new
accession number in the

field on the left.

Copy all organisms and identifications into the new dataset

The field [New accession number]: You can change this number manually or search for
another number using the [Find the next free accession number after:] button. If you
change the accession number to a value that is already present in the database, you will get
a warning and the color of the field will change as shown below.

Mew accession number: | M-00136572

If you do not want to create an accession number, just uncheck the [Create an accession
number for the new dataset] checkbox. By default all organisms and identification will be
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copied into the new dataset. If you dont want to copy this infomation, uncheck the [Copy all
organisms and identifications into the new dataset] checkbox.

If the original dataset contains informations about the collection, you have 3 options to
handle these data. By default the new specimen will be placed into the same collection event,
that means no new dataset for the collection event will be created (see image below). The
second option will create a copy of the original data for the collection event and connect the
copy of the specimen record with the new event. The last option will only copy the specimen
data and establish no connection to any collection event. If you decide not to copy anything,
just close the window.

P =

Copy dataset of M-0011598 o[- ]
Collection evert  Accession number |
EI@ 183710426 Africa, Ethiopia ferion regione et superio
Il M-0011558
Copied data are shown in black
Flease select the way in which =i 1837/10/26 Africa, Ethiopia, In inferior regione et superior
the collection event should be —
e mEeESs | B i M-0011607
copied
The specimen was EI@ 1:::._ 1_._. h::.:.:':e. Ethiopia, In inferior regione et superion mantis St
collected during the o Wl M-0011538
SAME collection event ol 1A-D011607
Copy the data of the EI@ ||1||:||: 1_._. {1::.;.;-'35. Ethiopia, In inferior regione et superion mantis St
collection event in a MEW i e
dataset EI@ 1837/10/26 Africa, Bthiopia, In inferion regione et superion montis Sc
w[Ill M-0011607
Copy only the specimen EI@ ||1||:||: 1_._. 1h1::.;.;-':.z. Ethiopia, In inferior regione et superion mantis St
WITHOUT the collection i Cree e
event |l M-D011607

After all options are set, just click the OK button to create the new entry.

#%- To DELETE a dataset, select it in the list and click on the #button.
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Tree for the specimen

The upper tree in the window provides an overview for all the data linked with the specimen.
With the buttons in the left panel you can hide or show certain nodes in the tree. So if for
example you do not want to see the collectors, just click on the f&button and they will be
hidden in the tree. The button will change to a grey version fand the background will turn to
yellow to show that there are hidden data of the collectors.

If the collection event is part of a collection event series, a drop down button will appear,
where you can select between 3 states:

- ®- show the parent event series
. Be- show the whole hierarchy of the event series
. B hide the event series

If the collection event is linked to a sampling plot, a drop down button will appear, where you
can select between 3 states:

S show the parent sampling plots
. ||-r:l"= show the whole hierarchy of the sampling plots

« Bm- hide the sampling plots

If both options are available, you can choose between either the collection event series or
sampling plot hierarchy. If the whole hierarchy for the event series or the sampling plots are
displayed, the items not inculded in the current dataset will be desplayed with gray icons,
e.g. llll, To change to one of these, use the #Mbutton. For the events, the event series, the

plots and the specimen a E|button will appear, that will give you access to a taxon list of the
selected item.

= ﬂ Supesion event senes
= %) Evenl senes
- a Lalechan swert
If] Calechion evert lacalzalion
,__ Caleclion sile prapsily
= Wl Accession number
=8 [T i ¥ teed 2 —_—
ﬂ et i iedatad soenime
T Fungus on related specimen
- i@ Host plant
Hast plant
alder derticstion
=T Paiazilic fundgus
Paraslic fungus
Colezton
elation o specimen

(3

a
L]

= Panel for data editing

el

I 7L [

Y

Tree for data

XEBTS 4 P 2E] T

-

The panel on the right side of the tree is for editing the data, like for example the &button
will insert a new collector. For further details see the special sections.
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Display order

The display order defines the sequence in which the units within this specimen will appear on
e.g. a label. The first unit will be printed in the header of the label, others are included in the

text below. You can change the display order by using the 4. ¥ buttons. If a unit should

not appear on the label, transfer it to the hide list using the # button. The * button
returns it to the list that will be shown on a label. The first unit can not be transferred to the
hide list. The upper part shows the display orders of the units within the whole specimen, the
lower part the display orders in a specimen part. If you print a label without reference to a
part, the display order for the whole specimen as in the upper part will be used. This part is
also accessible if you click on the @button in the right panel of the upper tree, which will
appear if you e.g. select the specimen.

Dizplay order for k-002009
Show in label:

P A manita muzscarnia var. alba Peck Pl | lichen
J Fagus sylvatica L. mysomycete
- =

Digplay arder far cultures of Amanita muzcaria wvar. alba Peck
Ihitz not in part; Show in label: Hide:

Fagus stlvatica L. mysomycete
lichen

If you print a label with reference to a part, the display order for the part as in the lower part
will be used. This area will be shown when you select a specimen part in the lower tree. In

addition to the display order you can specify whether an organsim s present in a selected
part of a specimen.
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Accession

The accession of a specimen in a collection is documented with its accession number and if
available the date of the accession.

Collection specimen (W
Number. |M-0130827
Date: | 16| 1_| 2007 | %| Suppl:  Cat: w
Depozitor: | » |Sammlung H. Grote-Brauckmarn |
Dep.Mr
Collection: w | ‘Withhaold. reasor: w

Ref.: | » | |

If the specimen was received from another collection, this may be documented with the name
of the depositor and the number in the original collection (Dep.Nr).

If the current project (= as selected in the query list) contains a duplicate of the accession
number, a Mbutton as shown below will appear where you can change to the specimen with
the duplicate accession number .

Acc. Nr.. M-0032330 [Dupl. ﬁ][ Accession number ]

If a new specimen is entered you can use the button to search for the next free
accession number. A window will open as shown below, where you can start the search. The
search will start with the number you give as a starting point.

Accession number, Q@E|

Searching for the nest free acceszion number after a given start

Start search for the next accession nurmber after: | M-0130827

Mest free accession number: | M-013328

=N

The system will try to find the next free number on the basis of the accession nhumbers
available in the database. Click OK to use the number for the specimen.

Data concerning the accession and deposition are stored in the table CollectionSpecimen.
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Specimen images
&

To see the specimen images activate the Ficon in the image selector @ If you choose
the option View - Show existing images from the menu, the images will automatically be
shown. Each specimen may be documented with several images. The images may be stored
local with its path or as a reference to the module DiversityResources within the Diversity
Workbench. To enter a new image, click on the LI button. For more details see the section

Images .

To delete an image, select it from the list and click on the # button (see below).

Images of the specimen
=Tl
e X
= e
Crganism: -

Type: drawing -

Part: | -
1 Withhald.: -
i ] 3 Mote:

11 k=] 20 de| O3 Mae MB:| 20/ http://pictures snsb.irfo/BS

To document the relation of an image to an organism or a part of the specimen, choose the
corresponding entries from the drop down lists. To restrict the display of the images to either
those images that are related to a certain part or a certain organism within the specimen,
click on the Ebutton in the corresponding areas. The buttons will get a red backgroud ||E||
to remind you about the restriction and next to the image list a button wiII appear that
enables you to show all images again.

To enter a description for an image, click on the “Fbutton (see the chapter image description

for further details).

Data are stored in the table CollectionSpecimenImage.
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Projects

Every collection specimen can be assigned to any number of projects. To assign a specimen
to a project click on the [ button. To remove it from a project, select the project from
the list and click on the # button.

Projects
BShzchiefoall
[ X | &%

If there are projects, to which you have no access to, these will be listed in a separate list at
the top as shown below.

Frojects

&P
FungalDMabankcoll
b B ol

Wiorkzhop

B 5 Mlichfungicall

O X * |

To transfer all selected specimen in an additional projects, choose Data -> ’Transfer -> al
To project... from the menu. A window will open, where you can select the project to which
the specimen should be added.

Data are stored in the table CollectionProject.

Details upon the projects within the Diversity Workbench are stored in the database
DiversityProjects. To open a project to see further information upon a project click on the oa
button. To edit details in the projects you need the application DiversityProjects.exe in
your application directory and access to the database DiversityProjects. To synchronize the
projects listed in DiversityProjects you can use the synchronize functionality in the user
administration window as shown below. If DiversityProjects is not available you can create a

new project with the Mbutton. If DiversityProjects is available, use the synchronize

Synchronize with DiversityProjects {'_’-:'5

functionality
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LUser adrninistration
[-:?5 mmmnm: [&] Reichel , Wollgang (Minchen) [E] Pamiesions of uzer
Lser aocounts avalsble inthe
Gatahnze User accounta weh acoess to projects _““'““"‘“'—“
BSM TLosaker Tader Eeck fridress - “" i
1 BSM Mbrasuchl ESIhd-ndl':nl
ESM Mdich EEMheminzi "
ESM Mimage Transfer MBzal
Pezoldt ESMN ons FRE Gl scoll
Fi=de Ehﬁmm £ TUBsfrplantscal
el L Tagresll
B ESM " Sebek
ESMMdnebel
E] BSMT urin Fictes of the user
> H Er——
Dhcheoes
Guertsch
kirchhof
Kroupa
KuraLJET
Lysaenko
Heumann
Ralinger i
B Fite £ 44 sl rfa A sem Q0407570 « |Reichert, Yiogang (Munchan) : II' E
Fiole pemizsiors Frles aveilsbls n the delabass
| rame pemssion_name  sale desc - MHHMJ;‘
] Agentl D) EXECUTE GRANT 3 Daaugﬁm
Ageeil DPregert  |EXECUTE GRANT R o
At DneStnng SELECT GRANT ?ﬂ;ﬂﬂ":‘l’ﬁﬂa
Arahyai INSERT GRANT U’;-
Analyaia SELECT GRANT
Analysis UFOATE GRANT
Arelyss_log_28... |INSERT GRANT
Analysia Tawonam.., | INSERT GRANT
ApplicationSea . | SELECT GRANT
ApplicetionSear . | SELECT GRANT -

B=NE=H

[~] [¥]

Project that are not available fora user
N
APlalatnames

BeckCel
Bblofarm "

Order project by, @ Name (O 1D

Raolke members
Backindmas
BSM 7T braeuch
BEMTdid

B5M 7 mage Tande
B5SM T\ Lokalar Tase
B5M 7T mapinzong
B5M7\Reicher
g5M A Sanz

d5M N Sebek
g5 M Sk A

Inciuded mies
Bdministralo
CatsManager

The ER-diagramm below shows all tables with direct relations to the project tables. For more
details the sections analysis, processing and image description.

UserProxy ProjectUser
% LoginMame e | ¥ LoginMame -
CombinediameCache 23 | ¥ ProjectlD -
UserURI
AgentURI
Queries ProjectAnalysis
CurrentProjectID @ AnalysisID N
RowGUID o | @ Projectld il
Settings
ProjectProcessing
PI‘DjECtPI‘D](‘f % ProcessingID -
¥ ProjectlD - | FO=L——0aq | § ProjectlD v
Project E
ImageDescriptionTemplate - Coll E{I.'tiﬂl‘lpl'ﬂj ot
% CollectionSpecmenID -
————3 | ¢ ProjectlD -
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Notes and problems

To enter notes or problems connected with the specimen select it in the hierarchy. The data
form will then open the corresponding fields. The Original notes are the notes found on the
label of the specimen, made by the original collector or from a later revision. Additional notes
are those made by the editor of the specimen record, e. g. doubtful identification or locality.

In the Problems area enter the description of a problem that occurred during data editing.
Typically these entries should be deleted after help has been obtained. Do not enter scientific
problems here. Use Additional notes for such permanent problems!
Motes
Original:

Additianal:

Prablems:

The data are stored in the table CollectionSpecimen.

For notes to data made by users with no right to edit data, see the chapter annotation.
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Organisms and identifications

Each specimen can contain several organisms and each organism may have been identified
several times as shown in the image below.

= & 1907/5/6 Thiringer: Stadtir - Oberilr, 360 .
=l B 60 0049296
=@ Salix
Salix =p.

- }* Buellia epipolia [Ach.) Mong.
Buelia epipolia [Ach.] Mong.
Buelia epipolia Mong.
Diplotormma epipolium
Buelia pharcidia Malme.  [responsz.: Sipman, H.]

A Lettau, G.

To see the list of organisms within a specimen, collection event, event series or sampling plot,
use the taxon list function.
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Identification unit

The items or organisms in one collection specimen are regarded as identification units. One
specimen can contain several identification units, e.g. an insect (1) feeding on a fungus
(2) growing as a parasit on a plant (3). To add a new organism use the drop down menu as
shown below to select the taxonomic group to which the new organism belongs to.

Mew fungus
Mew lichen

Mew bacterium

M r-,|§

Mew bryophyte

TR

Mew okher

To specify the taxonmic groups that are shown in the drop down menu select Administration
- Customize display ... from the menu.

The organisms of the specimen are shown in the tree. To edit the relations between the
organisms just do this by drag and drop. The name of the organism under which the specimen
is stored in the collection is underlined. To delete an organism select it in the tree and click on
the #button.

= &3 1916/9/3 Schwarzwald: Belchen, Stidhang, 1100 m
=-llll B 60 0000790

= ﬂ F_agus

#* Microglaena muscorum [Fr.) Th. Fr.

= J* Mephroma parile [Ach.] Ach.
T Mectiia lecanodes Ces.

To enter details about one of the organisms like the e.g. the gender or the life stage, select it
in the tree. Then the fields for the details of this organism are shown in the right area of the
window as shown below.

A description for an identification unit can either be entered with the unit, where you can
type your description, use the combobox to select a description as found for the same
taxonomic group in database or select a predefined description from a hierarchy. A further
description can be entered for an identification unit within the part of a collection specimen.

Golovinomyces sordidus [L. Junell] ¥. P. Gelyuta ‘T‘
Tax group: [fungus s | MNrof units: Only obz. []
Gender: w | Life stage: w
Family: Eryvziphaceas Order: Ervsiphales &
Substrrel: |Parasitic [ % | Ciroumat w
Coloh. part:
Mates:

Ewziccata zeres | 1nebel, Microf, Exs. |'_.—

Exsiccata ident - | Golovinomyces sordiduz (L w | Ews M [470

Taxonomic hierarchy - family and order

The entries for the family and the order of the taxon are either set when linking to a
taxonomic database or manually when no link to a taxonomic database exists.
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Farnily: Emziphaceas Order: Empziphales &

If no link to a taxonomic database exists you may enter the family and the order after clicking
on the #button. To transfer these entries to other specimens with the same genus use the
maintenance functions as described under Maintenance - family and order.

Parts of units

If a unit contains parts that have to be documented, you can do this by setting the relation
to the substrate to "Part of".

|dentifier: | A45/24 Description: | branch

Substrrel: |Partof s Circurnst.;

In the tree the backgroud of a part will be grey as shown below for the unit-tree und the tree
depicting the storage of a sample. The name of the part will correspond to the identifier set
for this part and the icon will correspond to the description of the part provided you choose
one of the preset options contained in the drop down list. You may of course enter any
description for the unit. A unit that is part of another unit can not get an identification.
Identifications are restricted to the main unit.

= &% 2007/11/30 England, Ashdown Forest, Sussex
=l UB-002465
= * Ad5: Saliz alba L.
Salis alba L. [det. by Miller, B.]
= ﬁ AARS24
=% Pontania vesicator Bremi
Pontania wesicator Bremi [det. by Walkers, F.]

= Il UB-002465
-r;l Pontama vesicator Brem
W Pontania vesicator Bremi

For details about exsiccatal series and analysis see the related topics. You can sort your
identification units e.g. for display on a label with the display order. Each identification unit
can have several identifications.

If there are images that are related to the current organism, the button for the restriction of
the images will be enabled ( &l— E]). Click on it to restrict the images to this organism. The
button will get a red backgroud |Ellto remind you about the restriction and in the image list a

button wiII appear that enables you to show all images.

The data for the organisms are stored in the table IdentificationUnit.
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Analysis

The organisms in a specimen can be analysed by analysis types defined in the database. In

the tree the analysis entries are symbolized with an qlcon as shown below. Only the types of
analysis that were assigned to the group of the organism can be selected. An analysis always
referes to an organism and may refer to a part of a specimen. An analysis that refers to a part
of a specimen will be shown in the tree for the parts as shown in the examples below.

= i 1929/11/ Miinchen
=l SAPM-MA-00014
= & Loxodonta africana [Blumenbach, 1797
1 whgight 1: 2830 kg
1 Birth 1: 1976
1 Death 1: 11.11.1533

To show or hide the analysis items in the tree use the Fbutton in the left panel. This button
has 3 states. In the default state H the analyis entries will be shown as above. If you click a
second time on the M button it will change to the hierarchy mode I-1and the entries will be
shown as in the tree below. The last state 4 will hide the entries.

= * Al: Sahx fragihis L.
[E| Salixfragiiz L. [det. by Kehl, &

+ _q clone affiliation

= Eq height [om]
height [2002/097]. 92 cm
height (20030349 91 cm
height [2003054%; 1025 cm
height (20030919 - 2003409/22) 114 cm
height [20030647: 114 cm

+- £ dlameter [rm]

To insert a new analysis select the organism which has been analysed in the upper tree. Then
select the type of the analysis from the drop down list as shown below.

Mew TL 3 -
Mew Tail L -~

Mew Head and body L
Mews Body L
Mew Head L

i g

Mewy Harn L

To delete an analysis, select it in the tree and use the #button in the panel on the left. To
edit the details of an analysis, select it in the tree to enter the fields as shown below. To

enter or inspect an URI given for a single analysis, click on the @button.

Weight 1: 2830 kg

Mr: |1 Result {2830 kg
Motes: LRI
Drate: [19.071. 2008 el Part: |Loxodanta africana 3 - bones - L

Responz.: | ||:|I:|ermeier, Herriette |

If an analysis refers to a part of the specimen, you can document this by choosing the
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respective part from the list (see field Part above). The analysis will then be shown in the
tree for the parts of the specimen as well. Alternatively you may directly choose the organism
in the part tree and create the analysis for this part of the organismin the part tree.

= |!|_H| SAPM-MA-00014
=7 Loxodonta africana 3
Elé Loxodonta africana [Blumenbach, 1737]
q‘ Weight 1: 2830 kg

If you need further information about an analysis click on the T button to open the window
for the analysis administration. If you have the proper rights you can edit the analysis types
used in your collection as shown below. This window is also accessible via the menu entry
Administration - Analysis...

m

B/ o< [ 8 | firalysis
Quiai rezuks 1B = Mammalz = DO
e ~ L *
Argdess of host plants Tail
Brh Haad and body L L
By L By L
Brcast Circumference Haad L
b calor HainL
A Hambasal Gicefscrics
cione atfilision CEL -
Ciemih . |
e Diisplay text: | CEL
EE:LT Dezcriplion: | Detence betwesn & (angent al the most caudal pointz of e Conduli occipieales and & tergent &t e most
dnet=r o
[ Meaznement unil; |
Chla snabysiz T
DAL iscltian Hales.
EarL i
lirsl ch=ervation Tamg. e 2] 1
folistion phenology
Fored L — - &
Farm af k=sf Piojacts: ShPsimammaiacal DJ
Frustule
Gl | *
gal kengh - | bt i srah.ind A isshl all
i LIR: | bitpr/pichues: srebinfos 58P M Asnapsis aim CEL il
sl widlh
gals par keal 5
Haad and body L
Haad L
onder by Anakee
(v)
Uu=y condbons
Amalps
Display * |
Dascaipion = ~ |
Unk ~ =
Motes = = | Distance betwesn a tengent at the most candal poings of the Condyli occipitales and a tangent at the
uAl - _l mest rostral points of the Praemaillaria. -

For the import and export of data it is sometimes necessary to know the ID's of the analyis
types. To see the ID's, click on the ID button. Than the ID's will be shown as in the image
below.
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- Mammalz [24]

TL [2R]

TailL  [26]

Head and badu L [27]

BodelL [28]

HeadL [29]

Ham L [30]

Harn bazal Circumnference [31]
CBL [32]

M1-M3  [33]

Breast Circumference  [34]

The types of an analysis are restricted by the taxonomic group of the organism or object to
be analysed and from the projects. Edit the list of taxonomic groups resp. projects that can
use a certain analysis using the [land #button. For details about handling the data see the
data section. If you add a taxonomic group or a project to an analysis, all childs of this
analysis will be available for these taxonomic groups resp. projects as well. So in the example
above it is sufficient to enter the taxonomic group and the project in the analysis Mammals to
have access to all the analysis within this superior analysis as shown in the tree. The types of
analysis are organized in a hierarchy. Some of the entries may only serve for structuring as
Mammals in the example above and should not be used to document the analysis of the
specimen. To ensure this, check the checkbox [Only hierarchy].

There are 3 states for result lists in the main form. (1) No result list will be generated if a
measurement unit is defined as for example if you specify "mm" as the measurement unit. (2)
If no measurement unit is defined, the programm will collect all values given so far and present
these values as a list. (3) Some types of analysis need categorized values. Enter these values
together with their description in the Result list as shown below using the [land #buttons
respectively. To show values different from the entries in the Result column in the user
interface change the entries in the Display text column.
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|
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W
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)
il

If you want to or inspect an URI given for an analysis type, click on the Qbutton. In the
window below the URL related to the analysis can be shown.

To view the history of a dataset, click on the Abutton. A window with the history will open.
For more details see the section History.
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Geography of organisms

The geograhical position (using WGS84) of organisms can be captured related to the date to
e.g. document a migration or the distribution of an organism. In the tree the geograhical

entries are symbolized with an Hicon as shown below.

= & Bos frontaliz gaurus C. H. Smith, 1827
Boz frontaliz gaurus C. H. Smith, 1827 [det.
§ 29122009 00:00:00

Ji: 18.12.2009 00:00:00
Ji: 08.12.2009 00:00:00

To display the corresponding map, activate the maps and click on the 'zmz'button. To edit an
allready existing geography, use the # GIS editor.
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Identification

Each organism or unit may have been identified several times. The identifications are listed in
the tree under the organism as shown in the image below. To create a new identification
choose the organism from the tree and click on the Elicon. The last identification will always
be taken as the valid one and set at the top of the list. To insert an older identification at the

base of the list click on the @icon.

= & 1907/5/6 Thiiinger: Stadtirn - Oberilrn, 360 m.
=l B 60 0049296
- ﬂ Salix
Salix zp.

- J* Buellia epipolia [Ach.] Mong.
Buelia epipolia [&ch.] Mong.
Buelia epipolia Mong.
Diplotomma epipaliunm
Buelia pharcidia Malme.  [responz.: Sipman, H.]

A Lettau, G.

To hide / show the identifications in the tree click on the Elicon on the right panel next to the
tree. To enter a confirmation of a identification, choose it in the tree and then click on the =
button. To delete an identification select it in the tree and click the #< button. To enter
details for an identification, choose it in the tree. You then can enter the details in the form
opening on the right side of the tree as shown below.

|dentifization / Mame changes
Tax name: |.-’-'-.rthru:u:|au:|iella rnougeotii [Léw.] W azsilloy |'_,—
Wer.berm: Cualifier: »
Dater | | — | ™| Suppl.: Cateqgany: b

Type niotes: Type stat.: b
Respons.: | % | | Date cat.: b

Reference: | % | |

Motes:

The taxonomic name of an organism can be selected from either the names already available
in DiversityCollection or from the module DiversityTaxonNames. To choose from the local

names type the beginning of the name and click on the drop down button IE[ to get a list of
the available names. You can use wildcards according to SQL.

. ) .
To select a name from an external database for taxonomic names, click on the “-*button. A

window will open where you can search for a taxonomic name. In the database the data for
the identification are stored in table Identification.
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Taxon lists

To see the list of organisms within a specimen Ml collection event &, event series ®or
sampling plot E, click on the ﬂbutton that will appear if you select one the corresponding

items in the tree (see below).

=M GER-schiuttenbach

=8

-8 1991/3/18 Deutschland, Kadsruhe, Baden-Wiitemberg

- Attitude (mNMN): 310 m NN - 340 m NN
Coord. WGS84 Long. (EW): 8.38333 Lat. (N5): 48 8!
: Schiuttenbach
EI---|!|_H| SMNK-ARA 00460

=4 Aaroeca brunnea (Blackwall, 1833) [male

- Agroeca brunnea (Blackwall, 1833) [det. by

=
&

A window as shown below will open, where you can gather additional informations stored in

the modul DiversityTaxonNames.

P

,E| Taxon list

-]

Taxonomic group:

Taxon list for sampling plot GER4cadsnihe
arthropode
Include informations from taxonomic lists
Databasze: Diversity TaxonMames_Artthropoda

Taxon list:  SMMNEK_Roteliste

Analysis: Roteliste_BW

=)

- @

Taxon MNumber
Atypus affinis Eichwald, 1830 1
Pseudeuophnys ematica (Walkenaer, 1826) |1
1
1

Group
arthropode
arthropode
Scytodes thoracica (Latreille, 1802)
Thanatus formicinus (Clerck, 1757)

arthropode

arthropode

AnalysisValue
3

D
v
W

To retrieve informations stored in the modul DiversityTaxonNames for names that are linked to
this module, select the taxonomic group of the organism, then select the option [Include
informations from taxonomic lists]. A combobox will appear where you select the taxonomic
database. Next select the project in the combobox that gets visible and finially the analysis.

After all options are selected, click the Cbutton to requery the data. To export the results in

a tab-separated list, use the Ebutton.

Page 122



Storage and trees for the parts of the
specimen

In the tree at the base of the window the parts of the specimen with their related data are
shown. This tree depicts the parts either in accordance to their relation to each other in the
specimen tree (click on the Mllicon in the panel on the left) ...

I = Ml Accession number
-0 Piocessing 0910 2007 12:15:44 g
=-Z) Parasitic fungus
9 T Parackic hangus -
F o i Host plani . 4 Panel for data editing
B, —{F Parasitic fungus -
2 T P x
i ‘ Transschior
\ Y J
Tree for data

... or depending on the collections where the parts are stored (click on the Eicon in the panel
on the left).

n - LCalection

= Z) Parasitic fungus @
=) T Parasitic fungu -
P @ o plat |

F ) ) W Loan I Panel for data editing
ﬂ = E Subcollection t‘
:ﬁ - £ Parasitic fungus %
L 4 LGS " '
Jg Tranzaction
\ Y S
Tree for data

With the buttons in the left panel you can hide or show certain nodes in the tree. So if for
example you do not want to see the processings, just click on the button and they will be

hidden in the tree. The button will change to a grey version Tand the background will turn to
yellow, to show you that there are hidden data of the processings.

The panel on the right of the tree is for editing the data, like for example the '@button will
insert a new transaction. For further details see the sections Transaction and Processing .
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Parts of the specimen

A specimen can contain several parts which may be stored in several collections. These parts
may represent different material categories, e.g. herbarium sheets, microscopic slides etc. The
parts are shown in the part tree under the main tree. This tree depicts the parts either in
accordance to their relation to each other in the specimen tree (click on the Mlicon in the
panel on the left) - see first image below - or in relation to the collections where the parts are
stored (click on the E Eicon in the panel on the left) - see second image below where the two
parts of the specimen are located in two collections. To add a new part, use the drop down
field &in the panel on the right of the tree and choose the material category of the new part.
The material categories that appear in this list can be customized. You can set the default
collection for new parts. If the default collection is not set, you will be asked to name the
collection of the new part. If the part is derived from another part, select this in the tree
before creating the new part. The new part will then be a child of the old part. You can later
edit these relations by drag & drop. If you want to create a copy of a part, use the Bibutton
in the panel right of the tree.

= |!|_H| M-0013572
= EI Arthrocladiella mougeotii
------ ? Arthrocladiella mougeoti [Léw.] W azsilkow
------ ﬂ Lycium halimifolium
------ 'T Cyzstotheca lanestniz [Harkn.) Sace.
EI E Arthrocladiella mougeoti [Lév.] Yassilkoy
------ 'T Arthrocladiela mougeatii [Léwy. ] Vazsilkoy

= Botanizche Staatssammlung Miunichen (1)
= M-Fungi
=-=) Arthrocladiella mougeotii
‘T Arthrocladiella mougeati [Léw. ] W aszilkow
@ Lycium halimifolium
‘T Cystatheca lanestis [Harkn.) Sacc.
=] Botanizcher G artken und Botanizches Museurn Berlin-Dahlemn (B
=-£= Arthrocladiella mougeoti [Lév.] Yassilkoy
‘T Arthrocladiella mougeati [Léwy. ] W assilkow

If an organim is present in a part of the specimen, it will be shown in the tree. To edit the
presence, select the specimen part in the tree and edit the Display order as shown below.

Display order
LIrits not in part; Show in label; Hide;
< P = Ly 1 Vassilkon -
J Lycium halimifolum
= =

. W ,I

In the expample above, all organisms are present in the specimen, but the fungus Cystotheca
lanestris was chosen to not appear on the label and transferred to the Hide list. This is
symbolized by a grey icon Tin the tree. You may enter a description for an organism as a
whole every or for the organism within a certain part or. The slide, symbolized by the Z&ZFicon,
was created from the sample, so in the specimen tree it is shown as a child of the specimen
symbolized by the Eicon. Concerning the organisms, only the fungus Arthrocladiella is found
on the slide. So in the tree it is the only organ ism shown as child of the slide. In the display
order the two other organisms appear in the Units not in part list (see below).

Dizplay order
Llrits not in part: Show in Ial:lel Hide:
Lycium halimifolium =ohii [ &

Custotheca lanestris [Harkn ] Sace,
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To move the organisms between the lists use the > and < buttons. In the list Show in label
you can change the sequence of the organisms with the aand wbuttons in the panel at the
base of the list. The organism at the top will be the one that will be taken as the main
organism, e.g. for printing a label. To edit the details of a part, select it in the tree to open
the fields as shown below.

Specimen part =
Aoc M Part:

Callection: |M-Funal ¥ Date: ]
Freparat.: | o

Star. loc.: [+ | Arthrocladiella mougeatii

bat. cat.: | SpECimEn * | Stock:

Maotes: | s

The identifier, e.g. the taxonomic name under which the specimen can be found in the
collection is entered in the field Storage location. You can search for this entry in the guery.

To enter the storage location you can use the drop down button E‘to select from the

identifications within the specimen. The drop down button Elfor the Notes will provide you
with a list of all entries in this field, filtered with your entry in the text field. You may use
wildcards like "%" or "_" (see wildcards).

In the collection tree, the specimen are to shown with their dependence upon each other, but
where they are located with the collections. To get informations about a collection just select

it in the tree. If you have the necessary rights, you can use the Eputton to open for the
administration of the collections. This formis as well accessible under the menu entry
Administration - Collections...

The material category of a specimen part is indicated by the icon in the hierarchy.

Here some expamples:

" bones: bones or skeleton from vertebrates

&cultures: living cultures of organisms

drawing: original line or color drawing

¥lherbarium sheets: capsules or sheets as stored in a botanical collection
Eicones: icones, images etc. stored in a botanical collection

&Fmicr. slide: glass plate with sections of specimen for microscopic studies
Especimen: specimen stored in a collection

Specimens can be included in a transaction and every stored part of a specimen can be
treated with several processings.

If there are images that are related to the current part, the button for the restriction of the
images will be enabled ( &— El). Click on it to restrict the images to this part. The button
will get a red backgroud |Ellto remind you about the restriction and in the image list a button
Ewill appear that enables you to show all images.

To edit the parts of the specimens, see the chapter grid for parts.

Data are stored in the table CollectionSpecimenPart.
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Processing

Every specimen can be processed, e.g. for preparation or preservation. Processings can be
applied to a specimen or a part of a specimen. In the hierarchy for the parts the processings
are indicated by the Sicon and a blue text. If there are any processings available this will be
indicated by the icon in the tool bar. Please keep in mind, that the availability of the
processings depend upon the material category and the current project as described below.
You can hide Hor show Bthe processings in the hierarchy with a click on the icon. The
images below show a processing in either the collection or the specimen tree for the parts.

i | = SAPM [SAPM
— =Bl Theresienstr. 37-29 Keller 33

-7 Boszelaphus ragocamelus 18
[ T Mazeration 09.11.2000 00:00:00
(=]
| = |!|_H| SAPM-MA-02018
— =7 Boselaphus ragocamelus 18
'

o ﬁ bk azeration 09.11.2000 00:00:00
[
(=]

You can enter a new processing for either the whole specimen or a part of the specimen. To
do this select the specimen or a part in the hierarchy and then choose a processing from the
list as shown below.

I

|I|:|” SAPM] ﬁ Mew Mazeration 0= O
=7 Bose :
- R | Mew Kochen Add & new proc

T3 Mew Entfleischen
ﬁ Mew \wharmmassermazeration
ﬁ Mew Wassern Mt
TJ  Mew Entfettung
T New Anlage

. T3 Mew Bleichen

To delete a processing select it and click on the #button. To edit the data for a processing
select it in the hierarchy. The window will show you the fields related to the processing as
shown below.

In the window select the type of your processing from the list.

Froceszing ﬁ
Type: |Mazeration * | Protocol
Date: |07.12.2005 | Duration: hd

FRespons.: | % |':":":' |

Maotes: | Processing date iz entry date of dataset. Real date unknown,

If you have the proper rights you can edit the processing types under the menu entry
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Administration - Processing...

= Processing

ies
H < OB X | | Proceszng
Query tesultz 1-16 = Wazeration ~ O
I Eachen
Anlage ¥
Benzin Eniflzizchen .
Bieichen Trocknen L_
Eirfrieren K afar > | an
Entiethun .
EI'I1|E|3E1"|an Dizplay lesk M arsraton
Enzyme
Kitar Dezcriphon
Kaiterazzanrazerston
Kochen
.
Sonne Motes:
R A
Warmwazsarmazeration Mal.cal. complete skelston |
Wazsarm ncomplete sheleton #
‘Wazsarsiotiperonid 5% poshzranial sheleton | —
Projects,  EERlnE W ET=| M
.
LA
arded by: | Processng o
1
(*] (T =)= (=]
Juery condbons
Frocezsng e
Hame = ~
Dasciption = =
Holes = =
Ul - = il

In this window you can define the processings used in your collection. To add a new
processing click on the Clbutton, to delete a processing select it and click on the Zbutton.
The processings are related to material categories within the database. To add a new material
category resp. projects that should be connected to the selected processing, click on the 0
button in the panel right of the material categories or the projects. A window will open and
you have to select the material category resp. a project that should be connected with the
processing (see below).

Select from the list =10l x|

Select a matenial categom

Ispecimen - I

Cancel | F.
2

The processing types are organized in a hierarchy. Some of the entries may only serve for
structuring as Mazeration in the example below and should not be used to document the
processing of specimen parts. To ensure this, check the checkbox [Only hierarchy]. For the
import and export of data it is sometimes necessary to know the ID's of the analyis types. To
see the ID's of the datasets, click on the ID button. Than the ID's will be shown as in the
image below.

= Mazeration [5]
Fochen  [6]
Entfleizchen  [8]
Trocknen  [9]

To view the history of a dataset, click on the button. A window with the history will open.
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For more details see the section History.

The data of the processing are stored in the table CollectionSpecimenProcessing.
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Collector

The people or groups responsible for the gathering of the specimen are stored in the table
CollectionAgent. There may be several collectors for one specimen. In the tree the collectors
are symbolized by the f&icon as shown below.

= @ 2003481 GERMAMY. Bayern, Regerungsbezik. Qberfranken, Bayreuth,
=l }4-0125199
= ﬂ Aezculus hippocastanum
‘T Erpsiphe flexuosa [Peck] U. Braun & 5. Takam.
W Cameraria ohridella Deschka & Dimic
A Kehl, &,
& Rambold, G.

To hide or show the collectors in the tree use the fhicon in the left panel (it will change to a
grey version A with a yellow background when the authors are hidden). To insert a collector,
choose either the specimen or an existing collector in the tree and then click on the ficon in
the right panel. To enter details for a collector, select it in the tree. In the right part of the
window the fields for the details will then displayed (see below).

Collector

[Eedda, L =
W

Col Mr.: | 3733 “withh reazon:

Mates: | £edda, Luciana

If a collector should refer to a dataset in the module DiversityAgents (where more details like

addresses may be stored) click on the % button. The sequence of the collectors (e.g. for
print on a label) as shown in the tree can changed by with the . and w buttons in the panel
on the right of the tree.

To remove a collector, select the entry in the tree and click on the % button.
You can search for the gathering numbers of the collectors in the guery.

The data of the collectors are stored in the table CollectionAgent.
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Relation

Each specimen may have relations to other specimens. This can be documented by adding
relations to these specimens. To add a relation select the specimen in the tree (symbolized by
the barcode M), Then you can either add a relation to a local specimen using the & button
or a relation to a remote specimen using the &= button. To show or hide the relations in the
tree use the &and & buttons.

collection in database

s

il related specimen

o

foreign collection

Ml specimen = — specimen

Internal relation & oo

To add an internal relation to a local specimen use the E'button. A window will open where
you can search for the related specimen.

# DiversityCollection Server: 141.84.65.107 User: mweiss

==

A
Query condibions Querny results 1 - 100 of 996
Specmen P
Boo M, * 7 M-O014 W-009£001
W-0014002
AccDate = = _|_|__|% M-0014003
Oii rotes = =~ W-001 4004
W-0014005
Everil Ii-004 4005
Place = = I-001 2007
W-001 4008
ColDate = = _| _|__|™ W00 4009
Locally + ~ M-001 4040
M-001£011
Identification W-0014012
Tavon | = = MW-0014013
M-001£014
Ta<gioup = = | w-0014015
M-0014016
Subsirate WM-0014017
Tagon = =~ W-0014018
Chorags M-0014019
g 1-0014020
Collection = = e M-001£021
Process MW-0014022
e M-0014023
Process. = = | M-001£024 b
Project ordes by S pecimen Acc.Mr W
Project Il (=]

open DieessityCollection |
0
11740
Acceszion number
00N 4000
L) eposibor
Exziccata
K.an, Fung Exz. Fenn.
Locahty

Ferria, Regio aboensiz, Kakskerba, Satava, Anttla

Collection date
1949109

Collectors
Fukkanen, |.

O rganizms

Emziphe aquilegiae var., ranuncull [Grey )R Y. Zheng &G, 3.

M aterial
SPECIMEn

Storage location

E psiphe aquilegiae vai, ranuncul

]

Select the related specimen from the query result list and click OK to close the window and
establish the relation. In the left image below you can see an internal relation 11'u”, while the
image on the right shows a reverse relation eifrom another specimen.
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= @ 18804/ Madagazcar, Imerina, pr. Tananarivo
ﬁ] Madagazcar
=l M-0003940
B p-0023593

= Potamogeton parmatus Hagstrom

Fotamogeton parmatus Hagstrom
< Hildebrandt, J 1. 4031

= @ [Deutzchland: Bayerm, Oberbayern], Minchen.
ﬂ] Miinchen, Oberbayern, B avern, Deutzchland
=l M-0023593
o M-0003340
= J* Piotoblastenia calva
Frotoblasztenia calva [rezponz.: Kainz, Chnstian]
S Sendiner

In the case of internal relations you can navigate to the related specimens using the
button.

External relation &=

To add an external relation to a specimen that is not administrated in the database
DiversityCollection use the &= button. In the image below you can see a relation to a specimen
in a external collection.

= @ 2000/9/1 Alazka, Kotzebue, "Seward; spruce-azpen taiga; Picea sitchenziz and Populus trichocarpon'
=l M-0143216
=l Trichia favoginea [B atsch] Pers.
Trichia favoginea [Batech] Pers. [respons. Movozhilow Yw k. Date: 1300/3/6]
M, Movozhilow vu k.
= LE-114672 [Duplicate] in LE

To delete a relation select it in the tree and click on the # button.

Editing the data

To edit the data for a relation, click on the entry in the tree. In the right part of the window
the details of the dataset will be shown (see below).
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Esternal relation to Duplicate LE-114672 in LE =

Mumber of duplicate or URL:

LE-114672 @)
Drescription: |
R elation type: Collection:
|Duplin::ate = [uplicate of anaot s | |LE L% | = |

Motes: |

The data are stored in the table CollectionSpecimenRelation.
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Exsiccatae

A specimen may be part of an exsiccatal series. These series are administrated in the Diversity
Workbench module DiversityExsiccatae. To enter the exsiccatal series select the specimen or
the organism resp. identification unit in the tree. With the specimen the exsiccatal series is
shown at the base of the data form as shown below.

Exsiccatal series

|Hahenhn:|rst, Funai Eur. Exz. |_|_

As there may be several organisms with separate exsiccatal numbers in one specimen the
numbers are handled together with the identification units. Select the concerned organism to
enter data in the form as shown below.

Exsiccata senies: |F|a|:uenhu:ur$t, Fungi Eur. Exs. |'_,—

E=ziccata ident.; w | Euz Mr:|1522

You can either type the name of the exsiccatal series or choose one from the module

Htipd
DiversityExsiccatae. If you click on the = A window will open showing the link to the entry as
derived from the module.

URI of Rabenhorst, Fungi Eur. Exs. E|

htkps)fid,snsbuinfo)Exsiccatas /632034775

The data about the exsiccatal series are stored in the table CollectionSpecimen, the data
about the number and the taxon are stored in the table IdentificationUnit.
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Images

To enter a new image, click on the [J button. A window will open where you can enter the

path and file name of the image. Click on the abutton to search for a web address of an

image as shown below.

.-

la2] Select a medium Elﬁ
Choose a medium from your local directory or a remote source @

http:/ /pictures snsh irfo/BS Mwohifcoll AwebM-0031/M-
0031344 _20030717_103206 jpg

B Renamethe (&) M-012345_20000101_010101jpg Size:
fileforupload () 40B46D30-2F6D-DE11-871C-001ECSDTAE4Ejpg 7Bkb

To use an image available as a local file click on the ‘Zbutton to search in your local

directories. You can upload this file via a webservice to the server of an institution providing
the DiversityMediaService. To use this service you may rename your image either using a GUID

or according to the accession number including date and time. Use the

upload your image to the server.

@upload button to

Page 134



P

[aZ] Select a medium = E'Ié]
Choose a medium from your local directony or a remote source @

C:MDatenBilderFische Kavango 2007.Upload Test560f 8ded-lcch-4bch-beSo-
3e01f014efab jpg

Rename the file for () M-D031344_20101216_113134jpg Size:
upload using the @ B5EbfEded-loch-dbebbe99-3e01fl1defabjpg  3190kb

il . ‘..-.ﬁ-._{!.\

To delete an image, select it from the list and click on the # button.

Specimen images

[
T O O Image zize: b4
69320 KB
Res. -
L rit: bl
Type: hd
- Part: hd
w | Withh.: hd
10 B k=2 e D| T MB:| 20 $|| http:L"piu:tures.snsl:u.infnﬂest.ipg| Mates:

To restrict the size of the images that zoom a sector of the image, just drag the mouse over
the image. A red square will indicate the zoomed area. To set the size of the image to the

original resolution click on the ™! button. To adapt the size of the image to the available
space in the formclick on the = button. To change the orientation of the image use the
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appropriate buttons ( L flip horizontal, = flip vertical, A rotate right, 12 rotate left). To
view the image in a separate form, click on the Cbutton. If the image should not be published

e.g. on the internet, enter any reason in the Withhold. reason - field. Next to images you
can store other media.

For the description of a medium, see the chapter Image description.

Data are stored in the tables CollectionSpecimenlmage, CollectionEventImage,
CollectionEventSeriesIimage and CollectionImage.
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Image description

Creating and editing templates

To enter a description for an image or a medium, a description template must have been
designed for the current project. To do so, you need to be an admininstrator or data manager.
To define a template, choose Administration - Ellmage description ... fromthe menu. A

window as shown below will open.

P

Edit XML ternplate

Please edit the image
description template
for the cument project

=)

Search template

=- D_esu:riptiu:un
- Size

To enter or remove description fields, use the = and Xbuttons respectively. To search for an
template form another project, click on the Search template button. A window as below will
open, where you can choose from templates defined for other projects.

P

Select XML termnplate E'@
AP [=- Description
BeckColl 5. G
e
----- Width
..... Height
----- Resolution
..... Copyright
----- Latitude
----- Longitude

-

Description of the image

To edit a description of an image or medium select it from the list and click on the “T'button.
A window as shown below will open, where you can edit the description according to the
template. If the template has changed or you want to add description fields from another
project, click on the Get missing fields button.
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Irnage description
Edit the image description

=R EER(ET

[=)- Description
E--Size
¢ e Height: 600
Resolution:
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Media

Next to images you can store audio and video files. Click on the [>>>] button
(see below)

to open Windows Media Player and play the content of the media. You must have Windows
Media Player installed to use this function. For the description of a medium, see the chapter
Image description.
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DiversityMediaService

The webservice DiversityMediaService provides the possibility to upload media files like images,
audio recordings and the like to a server. The usage of this webservice includes several

preconditions (please turn to your administrator):

e You need an account in the DiversityWorkbench module DiversityAgents with your login

in DiversityCollection linked to this account
e Your project has to be registered on the server

¢ You have to rename you media file according to the settings of the server e.g. using a

GUID (see image below)

Use the @upload button to upload your image to the server.

C:M\DatenBider\Fische Kavango 2007 \Upload Test \56bf ded-loc5-4beb-be S5
3e01f014efab jpa

Renamethe filefor (' M-0031344_20101216_113134jpg Size:
uploadusingthe @ 56bf3ded-loc5-4bcbbedd-3e01flldefabjpg  3190kb

T R

e e

Choose a medium fram your local directony or a remote source @
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Annotation

You can add an annotation for a @ collection event, a Micollection specimen, a @Epart of a

collection specimen or an ﬂorganism (= identification unit).

The available types are £ annotation, &problem and Ereference. To add an annotation,
select the corresponding data in the tree view. In tool strip right of the tree view a button will

@ F
appear: #if no annotations have been added so far or = if there are annotations for this

entry. A window as shown below will open.

Annotation E'@

Add or edit annotation

+ X

P

To add an annotation, click on the #+button and select the type of the annotation. The
annotation will be shown in the tree, with the details below (see image below).

i

Annotation E'@

Add or edit annotation
4 X
r

nom. nov. pro Criniger simplex Wallace, 1862, non Hartlaub, 1855!

[l Annctation for M-D003540

Title: Taxon -

nom. nav. pro Criniger simplex Wallace, 1862, non Hartlaub, 1855!

hittp:/ A biologie .uni-ulm.decgibindguery_all /details pl d=68270stufe=Ayp=00sid=T
lang=epr=nix

Source: T ||"-"|useum fur Maturcunde, Bedin |
Created by: Date of creation:

-

Enter your annotation in the text box as shown above. You can enter a

title or thema for your

annotation or select one from the list. You may enter a link as shown above and a source.

The source may be related to the module DiversityAgents.
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Add or edit annotation

Annotation El @

+ X
; 2 nom.nov. pra Criniger simplex Wallace, 1862, non Hartlaub, 1855!
Elﬂi.II there is some problematic with the validity of olivacea

Ml Reference for M-D003340

Title:  Taxon

Reference: = |Dickinson, 2003

p. 573

Source: T ||"-"|useum fur Maturcunde, Bedin

Created by: Date of creation:

For the type reference (see above) you may enter a link to the module DiversityReferences.

To delete an annotation you have to be either an administrator or a data manager. Select

the annotation and click on the #<button.

If you want to see all annotations of the current specimen choose Data - All annotations...

from the menu. All annotations will be listed as shown below.

P

All annotations El @

28 o nov. pro Criniger simplex Wallace, 1862, non Hartlaub, 1855

EI& there is some problematic with the validity of clivacea

: in ROPPELL, Atlas Reise nardl. Afr. Rept.: 12 (Fubnote)
& wrong coordinates

Table: CollectionSpecimen
Title: | Taxon
nom. nov. pra Criniger simplex: Wallace, 1862, non Hartlaub, 1855!

http:/Awww biologie uni-ulm.de/cgi-bin/guery_all/details pl %d=68270stufe="Awp="00sid=T
lang=epr=nix

&

Museum fur Naturcunde, Bedin

Source:

| &

Created by: dbo Date of creation: 1/4/2012 1.35 FM

Data for the annotations are stored in the table Annotation.
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GIS editor
N &

To use the GIS editor, click on the rIlbutton in the # & control to show the maps and

choose the appropriate option ( # GIS- edit) from the first drop down list in the maps control.
With this editor you can document locations different from a simple point, but any
geographical object (lines, areas, ...). If coordinates are available for your dataset the GIS
editor will load a map (Google Maps) as a backgroud). To insert the geographical object

defined for e.g. the locality click on the Fbutton. To set the format for point symbols use the
controls for the symbol, color, size and line thickness above the GIS editor. To redraw the

maps with new settings, click on the Gbutton.

With the GIS editor, you can edit the geographical informations for the collection event series
T', the collection event @, and an organism ﬁ Furthermore you can create distribution
maps Elfor any sample selection.

The GIS editor has several states that you need to handle your geographical objects. For a
detailed description see the GIS tutorial.
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Diversity GIS Editor - Tutorial

Introduction

The Diversity GIS Editor is a tool to create, visualize, edit and archive samples within a
geographical environment. It may be used as a stand-alone application or as a component of
the Diversity Workbench by other applications, e.g. DiversityCollection or
DiversitySamplingPlots.

In combination with a background map, equipped with world coordinates, collections of
Microsoft SQL Geometry Objects (points, lines and areas) may be displayed and edited in their
geographical context. The screen and world coordinates of the objects will be calculated and
shown in the status line. Color, thickness and transparency of the elements can be adjusted.
The working area which keeps the maps and objects may be shifted or zoomed.

The background map could either be loaded from a storage device or created with an online
map server tool provided by the editor. Other maps without world coordinates may be
adjusted to the background map easily by setting 3 pairs of reference points on the
background and the new map. The calculated world coordinates will be assigned and stored
when the new map is saved.

A GPS functionality has been integrated. If a GPS device is connected, the current position
will be displayed and - if an applicable background map is loaded - marked on the map.

The data transfer between application and GIS editor is made by interface function calls. In
that way geometry objects of a Diversity data base may be loaded to the editor, modified or
extended and sent back to the application, which then updates the data base.

5 | Diversity GIS Editor 2.0.0.0

W pl3 amplingPlotFage
) @ 15[ A Taxt | Exysghe galeopsidie
(OMap  (CIShift DFoirt  Color Chagrayse 1 Position X: 350 Position Y- 0.0

Oadapt (Line : U W longide 12682342 Letitade:  47.163225
(] OFEdit  ()hres [stroke[Z]Fll  DOpacity 100% Left / right mouse bution 1o set / clear object
- L o .-:’:' :

BG-Mag e, - T, e T s TS n ;
ME-1
RT-1a

®0
@]
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Diversity GIS Editor - Tutorial
Chapter 1: GIS Editor Layout

The layout of the Diversity GIS Editor could be divided into 3 regions:

e Control Panel
e Sample List
e Working Area

Control Panel

E‘ E E E E‘ E‘ I0: | A=c Text | Ery=iphe galecpsidis

(CIMap  (5Shit () Point  Caolor ] Positon X: 8620 PosiionY: 0.0
Odapt Oline —y mweuss v W logitide 12736150 Lofitude: 47163225
|I OEdit  (Olrea 2 L Stroke []Fill Opacity 100 % Left / night mouse button to set ! clear object

The Control Panel consists of the following elements:

e 7 buttons to load -J, save '.’-, delete )'(, print Sor add +samp|es, switch GPS .

and to open Lithe Settings window

e 2 text boxes for sample Identifier (ID) and Description (Text)

e 7 radio buttons to select the operation mode (Map, Shift, Adapt, Edit, Point, Line,
Area)

e 1 button to switch to a new object, if the current sample is composed of multiple
lines or areas
e 4 controls to adjust color and transparency of the samples (for stroke and fill) or to
zoom the working area
e Status lines with screen and world coordinates (if any) and an appropriate symbol
o=

Google| [JHlosa
, , =Hor
¢ A hint about the user interaction, which is possible or expected

Sample List

BG-Map &
)]
ME-1
&€
RT-1a
=]
Aszc

Bs)

The Sample List is the container for added maps or objects. Each entry is composed of the
following elements:

o Identifier of the sample
¢ Delete button to remove the sample
e Toggle button to hide or show the sample

The toggle button is illustrated with a small picture of the associated sample. Switching these
controls using the left mouse button will hide or show the corresponding sample. Using the
right mouse button will show the corresponding sample and hide all others, except the
background map. If the number of samples in the list do not fit into the window area, a scroll
bar will be displayed.
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Working Area

This is the drawing space containing loaded maps and objects. In Shift mode the area could
be moved or zoomed.
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Diversity GIS Editor - Tutorial
Chapter 2: GIS Editor Usage

The GIS Editor has 7 operation modes which are described in the following chapters:

e Map: Create an online map from the map server

Shift: Move the working area with the mouse or zoom it with the slider

Adapt: Calculate world coordinates for a new image using reference points of the
background map

Edit: Modify the current object and all visible samples of the Sample List

Point: Create a number of object markers on the background map

Line: Create a line string or a collection of line strings on the background map
Area: Create an area or a collection of areas on the background map

When starting the GIS Editor as a stand-alone application the start-up operating mode usually
is the Map mode. This is to remind the user that a background map with world coordinates is
necessary to work with geographic objects.

Chapter 2.1: Map Mode

¥ Diversity GIS Editer 2.0.0.0
¥

Wpls amplingPlotFage
E] [El 0 | Map Text | Moeerbaden
(ZMap  {)Shidt )
[Ij Adjust the map and press Add or Save. or Load to get 2 map from fle

Kate | Catet | myona | Gelange |

s

-
B

In Map mode the editor connects via Internet to the SNSB Google Maps service or
alternatively to the Open Street Maps service, regarding on the GIS-Editor Settings, and
displays an online map which can be moved, zoomed and switched as usual. The status area
Google D M

shows the o8 or respectively the '-' S symbol. The size of the map area adapts
to the size of the working area, even when resizing the window.

In case of Google the controls for moving, zooming, map type, the scale and the overview
window in the bottom right corner are displayed by default. The map can be adjusted to the
user's needs as follows:
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e Select map area: Press and hold left mouse button and move the mouse, or use the
Google shift control

e Zoom map: Turn the mouse wheel (if any), double click (left mouse button) on a
location or use the Google zoom control

e Switch map type: Use Google map type control

¢ Hide Google controls: Click right mouse button to hide, left mouse button to show them
again

e Hide overview window: Toggle arrow box in the bottom right corner of the window to
hide or show it

In case of Open Street Maps the pan and zoom control is displayed by default. It can be
switched off or on by clicking the left mouse button anywhere within the map area. The layer

switch control is hidden and can be opened by pressing the or closed again by pressing the
@button on the right side. The map can be adjusted to the user's needs as follows:

e Select map area: Press and hold left mouse button and move the mouse, or use the
OSM pan control

e Zoom map: Turn the mouse wheel (if any), double click (left mouse button) on a
location or use the OSM zoom control
Switch map type: Open the layer switch and select a layer
Hide or show pan and zoom control: Click left mouse button to toggle the control

B Diversity GIS Editor 2.0.0.0

Wl amplingPlotPage
Z E] T. E] El I0: | OsM Text | Dielen am Ammerzes
(DMap () Shift Lime Fosat
L. Adjust the map and press Add or Save. or Load to get 3 map from file
o ,t,__,_:f‘-—-\_‘v
4, ' | B N T
Iﬂ'.':" . F + # 'ﬂ
O | ] —%. & ]
% . I : ] | = . & .
(=] o Ll [ .l‘ + i
14 ‘.I__ I;' J‘ N
|I I,"_ ;' T irs 2 #°
] P
[ b { b4 b
L}
- \ b
™ o\ }1 E
f
. I Ile. ;." \‘\I J % Aidenned
- -t = \\ y, ;/
r} e « ‘_r F
i i
!f fp i \
F - .“ A
& By
i | ( :,"f %a .
b — o
! [ NS L %
J i e 8
4
iy Milterischer
i"_.J &Pﬁ'mb_h ) L\

If an appropriate area has been selected, just press the Add button +, then the area will be
scanned and added to the Sample List as a reference map. This may take a couple of
seconds, depending on size of the map area and processor power. A little image of the map
will appear on the toggle button in the Sample List. The Google controls should be switched
off before adding to get a neat map image.

The mode will be switched to Shift mode automatically and the status symbol will change to

' indicating that world coordinates are present. The screen and world coordinates will be
shown in the status lines if the mouse is moved over the map surface.

The maps are subject to the Mercator projection, which is the GIS Editor's precondition for
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every bitmap used as a reference map. While the screen coordinates are linear in horizontal
and vertical direction, the world coordinates are non linear in vertical direction.
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Diversity GIS Editor - Tutorial

Chapter 2: GIS Editor Usage
Chapter 2.2: Shift Mode

5 | Diversity GIS Editor 2.0.0.0

Wk amplrgPlotPage
E] [El ID: | EG-Map Text | Mogerboden
O Map (D5hit OPoint  Color y Position X:  657.0 Position ¥: 0.0

(O)adapt COline — : - Longitude 12736580  Lsitude  47.163225
[Ij (OEdit  ()frea []Stroke [ JFil Press laft mouss button to shift or uge slider to zoom working area
oMo i RS

(2 (am) ¥

This is the quasi default mode of the GIS Editor. The cursor changes to a move shape @
when touching the background map. The map is "frozen" and exists as an image sample on the
working area. Changing the map region or resolution is no longer possible. But the Shift Mode
provides 2 features:

e Move the working area
e Zoom the working area

Moving the working area

Press and hold the left mouse button and move the mouse to shift the working area within the
display window. This is useful when having loaded a map from a storage unit which is larger
than the GIS Editor's window, or in combination with zooming the working area.

Zooming the working area

Place the mouse cursor at the slider control, press and hold the left mouse button and move

the control left to zoom out or right to zoom in to the working area. The range of the zoomis
from factor 0.6 to 3.0. The current value is displayed beneath the zoom control. Double click
the slider control to reset the zoom to default value 1.0.

Enlarging the working area makes it more easy to place objects precisely. The relevant area
then could be selected by moving the zoomed working area. Downsizing the working area
gives an overview of large map regions.
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Please note that the resolution of the map itself does not change any more when zooming in.
But objects on the map are created in vector graphics, so the markers, lines or areas will
remain sharp and clear while zooming. And they will adapt there thickness smoothly to the
size.
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Diversity GIS Editor - Tutorial

Chapter 2: GIS Editor Usage
Chapter 2.3: Area Mode

This mode is used to create areas (polygons) on the background map. The cursor changes to
a cross line when touching the background map. Each click on the left mouse button sets a
new point of the polygon. Every click on the right mouse button clears the last point set. The
closed polygon defined by the points is displayed completely at any time. When holding the
left mouse button the point can be placed while the lines of the polygon are shown as a
"rubber band" display.

B | Miversity GIS Editor 2.0.0.0

Wl amplingPlotPage:
E] I0: | MB-1 Text | Examination Area
(JMap ()Shiit (JPoint Calor 1 Position X 204.0 Plosition f: EEEI.IJ
() Adapt ()Line - ) . Longitede: 12636845  Latitude: 145534
[II (OEdit  &)aes []Stroke [ JFil Opacty 100-% Left / right mouse button fo set/ clear point, ‘next=" to swilch area
BG-Mag i ey ™ \-ﬂtﬁk C T i<
Cm] NS P e
MB-1 J.

.......

To create more than one area for a sample, just click the button. This will finish the
current polygon and start another one. It could be repeated without limitation of the number
of polygons.
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AliceBlus
Antiguewhite
Aqua

Aguamanne

Setting the color

The areas are created as filled polygons, this means they have a border line (stroke) and a
filling. The color of stroke and filling can be set independently or simultaneously by clicking the
appropriate check boxes beneath the Color list box. Clicking on the list box will open a drop
down menu with the complete set of 141 predefined brushes. Use the scroll bar to navigate to
the preferred color and select it with the left mouse button.

Setting the transparency

Besides the color the transparency of the area could also be set for stroke and filling. In each
edit mode the slider control is used for that. The area stroke or filling changes smoothly from
invisible at the left till completely opaque on the right slider position. The value beneath the
slider control indicates the opaqueness in a range from 0% to 100%. The default settings are
100% for stroke and 25% for filling.

Before adding the polygon to the Sample List an Identifier (ID) and a Description (Text) should
be written to the text boxes in the control panel.

Clicking the Add button = will put the current area(s) as one sample into the Sample List. The
toggle button will show a small picture of the first area of the sample. The ID will be displayed
above the buttons. Furthermore a tool tip will be created for the sample holding the ID and
Description, which will pop up when moving the mouse over the toggle button or over the
polygon in the working area.
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Diversity GIS Editor - Tutorial

Chapter 2: GIS Editor Usage
Chapter 2.4: Line Mode

This mode is used to create line strings on the background map. The usage is adequate to
the Area Mode. The cursor changes to a cross line when touching the background map. The
points of the line strings can be set or cleared by clicking the mouse buttons. Clicking the

button will switch to the next line string for the sample.

M Diversity GIS Editor 2.0.0.0

Wphs amplirgPlotPage:
B ID: | AT-1a Text | Route 12
(OMap ()Shit (OPoint  Calor  ygppo ¥ 1 Poeition X:  413.0 Posttion Y- 0.0

O hdapt (CLine _ o d Longitude 12714782 Latiude:  47.163225
(+] OFEdit  C)Ares []Steke[JFll Opacity 100 % Left / right mouse butlon 1o set/ clear paint, ‘naxts’ 1o switch line

BiG-Mag i _
) N

RT-1a

®0]

- h-q.* " g -

Color and transparency can be set for the line strings using the appropriate controls, but only
for stroke, because the line strings do not have a filling. Thus checking the Fill box will have
no effect. After adding the lines to the sample list a small picture of the first line string will
appear on the toggle button.
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Diversity GIS Editor - Tutorial

Chapter 2: GIS Editor Usage
Chapter 2.5: Point Mode

This mode is used to create Points (object markers) on the background map. The usage is
similar to the Area Mode. The cursor changes to a cross line when touching the background
map. The object markers can be set by clicking the left mouse button, clicking the right

mouse button will clear the last markers one by one again. The button has no impact,
because each Point represents a complete object and needs not to be finished before creating
the next one.

M Diversity GIS Editor 2.0.0.0

Wphs amplirgPlotPage:

E] ID: | Asc Text | Erysiphe galecpsidis
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The shape of the object markers can be selected from a number of predefined Point symbols
and icons within the Settings window, e.g.:

Pin: /P Assel: ’7 Fish: @ Mollusc:

M
Cross: + Bird: iﬁ Fungus: , . yxomycet
X: x Bryophyt: 4 Insect: w Plant:
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Reptile:

Square: O Evertebrate: M ammal: Vertebrate:

Circle: ) Echinoderm: ¥ Lichen: !

Diamond:

Color can be set for the symbol markers using the appropriate controls. It depends on the
selected point symbol, whether it just has a stroke (e.g. "Cross") or also a filling (e.g. "Pin").
Transparency can be set for both, the symbol and icon markers. The stroke thickness and the
size of the markers can be set in the Settings menu. After adding the object markers to the
sample list a small picture of the collection will appear on the toggle button.
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Chapter 2.6: Edit Mode

This mode is used to modify all samples (objects and images) which are currently visible on
the working area. It applies to the elements of the Sample List as well as to the current
sample.

Changing the position or shape of objects (points, line strings, areas)

To change an object one has to move the vertices ("corner points") which are defining it. To
do so just move the mouse close to a vertex to localize it. As soon as the corner has been

grabbed the cursor changes its shape to a hand symbol '{b .

Now press the left mouse button and hold it, then move the mouse to change the position of
the vertex accordingly. The shape of the object or the marker will change in the same
manner. Release the mouse button when the preferred position has been set.

Note that areas and line strings cannot be moved in total while keeping their shapes!
Changing the position or shape of images (maps)

Images (e.g. maps) can be moved completely (keeping their aspect ratio), scaled in horizontal
and vertical direction and skewed within an affine transformation. Editing an image can be
divided into 4 stages by grabbing and moving the following corners:

1. Top-left: Moving the total image by keeping its aspect ratio

2. Bottom-right: Squeezing or stretching the image horizontally and vertically

3. Bottomr-left, top-right: Skewing the image in an affine way by keeping the corner
points top-left and bottom-right at its positions

4. Bottom-right again: Skewing the image in an affine way by keeping the corner points
top-left and bottom-left at its positions

Stages 1 to 4:

L

Changing color and transparency

Color and transparency can be set independently (or simultaneously) for the objects using the
appropriate controls and check boxes for Stroke or Fill. The setting will affect all visible
objects, so objects which should not be changed have to be switched off before with their
toggle buttons. The color of images could not be changed, of course, but the transparency
can be set if the Fill box is checked. The transparency of the background map cannot be
changed.
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Chapter 2.7: Adapt Mode

Essential for visualizing Geographical Objects is a background map with world coordinates. The
GIS Editor's Map mode offers a convenient way to create such a map, but it is restricted for
the use of Google or OSM maps which are present in the web and are providing world
coordinates. It would be nice to load scans of e.g. topographical or even historical maps into
the working area and use them as background maps, but the problemis how to assign world
coordinates to them.

The Adapt mode solves this in an easy way by executing the following steps. As a
precondition a background map having world coordinates (e.g. a Google map) must be present
which covers the area of interest of the new map to be referenced.

1. Load the new map image using the Load button 7. The image will be placed top left
inside the working area.
2. Select Adapt mode by checking the Adapt radio button. The cursor changes to a

pointer symbol V having a green border when touching the new image and having a
red one when touching the background map.

3. Now 3 reference points must be set alternately on background and new map to assign
the appropriate locations (e.g. distinctive landmarks like road crossings). The last point
can be modified as long as the map is not changed. The cursor always tells you what
reference point will be set, according to its color and the number of dots in the

middle: V V V V W W

Note: It is reasonable to select distant points close to the edges of the new map,
because this will give more accurate results.
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All points are sat. change kast position or click on ather map to adapt

4. When all reference points have been set and the cursor touches the alternate map, it

changes to the finished shape @ . The next click will place the new map into the
appropriate background map area.
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The adapted image has been transformed to fit into the current world coordinates of the
background map. Now the new map can be added to the sample list by pressing the Add

button #. When it is finally saved to disk by pressing the Save button L-’-'-, the new assigned

world coordinates will be saved, too, in an XML file with the same name (see Chapter 2.9:
Save Samples).

Sometimes it is difficult to place the new map and the reference map side by side, because
the window is too small, and zooming out would blur the details needed for setting the

reference points. If the new map covers the background map, the reference points can be set
anyway

e for the new map by making it opaque with the transparency slider

e for the background map by making the new map transparent (less than 10% opacity)
with the slider
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Note: The Fill box must be checked to change the transparency of the new map. The
background map's transparency cannot be changed.
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Chapter 2.7: Adapt Mode

Essential for visualizing Geographical Objects is a background map with world coordinates. The
GIS Editor's Map mode offers a convenient way to create such a map, but it is restricted for
the use of Google or OSM maps which are present in the web and are providing world
coordinates. It would be nice to load scans of e.g. topographical or even historical maps into
the working area and use them as background maps, but the problemis how to assign world
coordinates to them.

The Adapt mode solves this in an easy way by executing the following steps. As a
precondition a background map having world coordinates (e.g. a Google map) must be present
which covers the area of interest of the new map to be referenced.

1. Load the new map image using the Load button 7. The image will be placed top left
inside the working area.
2. Select Adapt mode by checking the Adapt radio button. The cursor changes to a

pointer symbol V having a green border when touching the new image and having a
red one when touching the background map.

3. Now 3 reference points must be set alternately on background and new map to assign
the appropriate locations (e.g. distinctive landmarks like road crossings). The last point
can be modified as long as the map is not changed. The cursor always tells you what
reference point will be set, according to its color and the number of dots in the

middle: V V V V W W

Note: It is reasonable to select distant points close to the edges of the new map,
because this will give more accurate results.
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All points are sat. change kast position or click on ather map to adapt

4. When all reference points have been set and the cursor touches the alternate map, it

changes to the finished shape @ . The next click will place the new map into the
appropriate background map area.
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The adapted image has been transformed to fit into the current world coordinates of the
background map. Now the new map can be added to the sample list by pressing the Add

button #. When it is finally saved to disk by pressing the Save button L-’-'-, the new assigned

world coordinates will be saved, too, in an XML file with the same name (see Chapter 2.9:
Save Samples).

Sometimes it is difficult to place the new map and the reference map side by side, because
the window is too small, and zooming out would blur the details needed for setting the

reference points. If the new map covers the background map, the reference points can be set
anyway

e for the new map by making it opaque with the transparency slider

e for the background map by making the new map transparent (less than 10% opacity)
with the slider
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Note: The Fill box must be checked to change the transparency of the new map. The
background map's transparency cannot be changed.
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Chapter 2.8: Load Samples

A background map is required before objects (areas, line strings, points) can be loaded. When
loading a shape file, the objects will be displayed at the background map according to their
coordinates and added to the Sample List automatically. The GIS Editor is able to read
MS-SQL Geo Object files (.shpl) as well as ArcView Shape Files (.shp), which are using
geographical or GauB-Kriiger coordinates.

When loading an image without world coordinates, it will be displayed top left in the working

]
area. If no background map is loaded yet, the Screen symbol !is shown in the status line,
followed by the screen coordinates of the current cursor position.

When loading an image with world coordinates and no background reference map exists, it will

be displayed top left in the working area. The World symbol is shown in the status line,
followed by the screen coordinates and the world coordinates of the current cursor position.

When loading an image with world coordinates having an existing reference map, it will be
embedded in the background map according to its coordinates. If the new image does not
overlap with the reference map, the image exists virtually in the coordinate system, but
possibly could not be seen because it is too far away from the reference map. In this case a
warning will be displayed:

Diversity Sampling P lots @

WARMIMNG!
Loaded image coordinates are outside the reference map area.
The image might nok be visible,

When loading an image it is displayed, but not yet added to the Sample List. The user has to

add it manually by pressing the Add button = . This is because the user should have the
opportunity to adapt the image to the background map to be stored later on with applicable
coordinates.
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Chapter 2.9: Save Samples

To save a background map which is currently displayed in Map mode just press the Save

button Einstead of the Add button ¥ A save file dialog will pop up to name the file, the

map and its coordinates will be saved and added to the sample list.

A background map is required before objects and images can be saved. Saving samples means

saving their type, attributes and world coordinates in files. When pressing the Save button a4
, it applies to all visible samples on the working area, except the background map. A current
sample will be added to the sample list before it is saved.

If objects are visible, a save file dialog will open and a name for the target file(s) must be set.
Objects (areas, line strings, points) will be saved in respect to the selected formats of the
GIS-Editor Settings:

e If MS-SQL is enabled, all visible objects will be collected and stored in one GIS Editor
shape file in ASCII text format (extension .shpl). The file contains the objects'
attributes and MS-SQL Geo Object definition strings. If altitude calculation is enabled in
the GIS-Editor Settings, these values are stored, too.

e If ArcView is enabled, for each object 3 ArcView compatible shape definition files in
binary format will be created: A shape file, an index file and a dBase file holding the
description (extensions .shp, .shx, .dbf).

If images are in the Sample List, they are already present on disk and will not be saved twice.
Instead for each image an XML file will be created with the calculated world coordinates of
the image and will be stored under the same location and name as the image. This does not
apply to the current background map.

If Save Working Area is enabled in the GIS-Editor Settings, a scan of the complete working
area including its objects is made and stored in an image file, which hame has been set in the
save file dialog.

To save only a part of the working area the Frame box must be checked in the GIS-Editor
Settings, too. Then a rectangular frame of the given dimensions is displayed, which defines
the part of the working area that will be saved. It can be dragged to the right position using
the left mouse button (click, hold and shift), and it can be resized by grabbing and moving the
corners of the frame.
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Chapter 2.10: Delete Samples

To delete a single object of the Sample List just press the small Delete button #left of the
Toggle button. The sample will be removed from the list and the working area, the other
sample entries will be rearranged.

Pressing the large Delete button #.in the Control Panel will remove all samples of the Sample
List, except the reference map. A warning is shown before:

Diversity Sampling Plots |E|
WARMIMNG!
This will delete all samples of the sample list, except the reference map!
[ you wank bo continue?
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Chapter 2.11: Print Samples

Pressing the Print button =2in the Control Panel will open a print dialog to select a printer and
adjust the settings. Then it will print the complete working area including all visible objects.
This feature is useful e.g. for documentations.
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Chapter 2.12: GPS Tracking

When pressing the GPS button *.in the Control Panel the hardware will be scanned for a GPS
device. All available serial ports are opened and checked if they are delivering valid GPS data.
This takes 2 seconds. Be sure that the correct baudrate for the GPS device has been set in
the Settings menu (standard rate: 9600).

If no device is detected the button will be released. If a device has been found the button
changes the color according to the numbers of satellites which have been fixed by the device:

Red Eup to 3 satellites, yellow "iup to 5 and green “1if 6 satellites or more are available.
The number of satellites, longitude, latitude and altitude delivered from the GPS device are
displayed in the info line of the Control Panel beneath the status.

The current position will be shown by a GPS marker Oir an appropriate background map has
been loaded. If GPS Track in the Settings window is checked, the movement of the position
will be drawn as a line string on the background map. The color and stroke thickness are
similar to the last adjustment for lines. When switching off the GPS button again, the track will
be added to the sample list automatically and could be saved for future documentation

purposes.

¥ Diversity GIS Editor 2,0.0.0
W plS amplingPlotPags
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Chapter 2.13: Settings

Pressing the Settings button lin the Control Panel will open a dialog to adjust these GIS
Editor settings which are not frequently changed:

¥& GIS Editor Settings

Save Shapes in following file farmats: Stroke Thickness:
M5 S0L GeoObjects (.shpl) Point
] arcview Shape File {.shp, .shx, .dbf) Line
Save Image coordinates in following file formats: Area
Poink:
Symbal P Pin
Working Area: Size
[] Save Working Area as a screen sheot {.png) Frame:
Width Height
GPS Track: GPS:
[] Track GPS data when acdiive Baudrate 9600
Altitude for GeoObjects: MapMods-Viewer:
|:| Get altitude from Geonames server
() Google Maps () Open Street Maps
[ ok | [ cancal | [ Info |

Setting the file formats for saving objects

At the moment 2 formats for object files are supported:

e MS-SQL Geo Objects (.shpl)
e ArcView shape files (.shp, .shx, .dbf)

Microsoft SQL Geo Objects are part of a standard for storing geometry and geography data in
an SQL database, as used by the Diversity modules. They are more or less a well defined text
string containing the geometrical type (e.g. Polygon, Line, Point) and the geographical
coordinates (longitude, latitude, optional altitude) of an object.

Together with the GIS Editor attributes (e.g. color, transparency) they are stored in a
proprietary GIS Editor shape file in ASCII text format. This file can easily be read and changed
using a text editor.

ArcView is a common Desktop GIS tool and saves its data in binary files. The GIS Editor can
create ArcView compatible files to store the samples, which then may be read from ArcView
GIS tools. 3 files are required for each type of shape: A data file with extension ".shp", an
index file with extension ".shx" and a description file in dBase format with extension ".dbf".

The advantage of the first format is the transparency and readability of the data file, which is
just one single text file. But storing huge samples is very time consuming. If the samples
consist of more than 10,000 points, an error message is displayed and they are not saved in
this format:
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Diversity Sampling Plots

W R MIMNG!
The shapes consist of 348976 poinks, Saving them would take too long,

Using the ArcView format makes the data files compatible with many applications. Huge
samples can be stored much faster. But each type of sample requires a separate set of output
files, because different types of objects within one file are not supported so far. So a sample
list containing 10 objects will produce 30 data files (file name with an appended index, which
is incremented for each sample). Furthermore the attributes like color, transparency and
stroke thickness will not be saved.

Currently there is just one format supported for storing image coordinates. They are written
into an XML file which is also used in DiversityMobile modules. Saving the coordinates in this
format is required for the GIS Editor, so it cannot be disabled.

Saving the working area

Selecting this box and later on pressing the Save button '.’-will additionally scan the working
area including all visible objects and save it as an image file under the name provided in the
save file dialog, see Save Samples. This is useful for documentations.

Note: There are copyright restrictions on maps or aerial images which are created with the
Google maps viewer. Please contact Google before using them for publications to grant a
license, or use Open Street Maps captures, which could be used freely under the Creative
Commons Attribution Share Alike license conditions.

When checking the "Frame" box just a rectangular part of the working area is saved. The pixel
size of the frame has to be defined in the adjacent "Width" and "Height" fields. This is
convenient if the resulting image should have well defined dimensions, e.g. fit the resolution of
a smartphone display. This feature is only active when the Save Working Area box is checked.
After closing the Settings window a rectangular frame of these dimensions is displayed on the
working area which defines the part to be saved.

GPS Track

When checking this box the movement of the GPS marker on the background map will be
tracked by a line string. After switching off the GPS button the line string will be added to the
sample list automatically.

Altitude for geo objects

This box applies to MS-SQL Geo Objects only. If checked, the appropriate altitude of the
object points (longitude, latitude) will be stored in the file, too. This is not recommended for
sample objects with a lot of points or vertices, because for every point the Geonames server

has to be contacted to request the associated altitude value. This could slow down the
saving procedure immensely.

Setting the stroke thickness

The stroke thickness for area, line strings and point symbols can be set by using the
appropriate slider. The value of the thickness is shown in the label box left of the slider.
Double clicking the slider will reset the thickness to its default value 1.

Setting the Point symbol

The symbol for the points can be selected from the drop down menu. The symbol size can be
set using the slider below the menu. The point symbol display will change accordingly.
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Setting the GPS baudrate

It is essential to set a suitable baudrate for a connected GPS device according to its
specification. The rate can be selected from the list of the drop down menu. If no GPS device
is available, Demo mode could be chosen to see the behaviour of the functionality.

Setting the Map Mode viewer

The radio buttons offer the choice of the viewer for creating a background map. Currently

Google Maps and Open Street Maps are provided.

GIS Editor Info

Clicking the Info button will display a window containing GIS Editor version and license
information.

I GIS-Editor Info

2

Wersion:

Institution:

Authors:
Copyright:

Licensa:

Disclzimer:

Diversity GIS-Editor

A tool to create, visualize, edit and archive samples
within a geographical map environment.,

2.0.0.0

The IT Canter of the Staatliche Naturwissenschaftliche
sammlungen Bayems

hittp:/'www.snsh.info/
Walfgang Reichert

© 2010 - 2011, Diversity GIS Editor

This program is free software; you can redistribute it
and/'or modify it under the terms of the GNU General
Public License as published by the Fres Software
Foundation; either version 2 of the License or later.

This program is distributed in the hope that it will be
useful, but WITHOUT ANY WARRANTY: without even
the implied warmanty of MERCHANTABILITY or FITNESS
FOR A PARTICULAR PURPOSE. For more details sse:

hittp:/fwww.gnu.org/licensefgpl.html

X

Saving the settings

Finally pressing the OK Button will save the settings, pressing the Cancel button will discard

them.
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Access to the data

To get access to the data, you have to take several hurdles. In DiversityCollection, you must

be a member of one of the user groups. You have only access to those data, that are listed in
the projects you have access to. For external users, data may be blocked by entries in the
data witholding reasons.

remote access

Collection event Collector

‘thh0|dlngRe
\Ow Qs
Q° %
o)Jec
X o &

¥ gro

Administrator
CollectionManager
DataManager
‘ Editor
d Requesier
StorageManager

Typ ist
User
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Availability of datasets

The data of certain parts of the database can be blocked for remote access. If you want to
prevent access for the whole dataset, enter your reason in the field Withholding reason in
the header (see below).

Acc Nao
M-0040397

Ernysiphe aguilegiae var. ranunculi (Grewv.) U, Braun

ID [Specimen £ Event] Vession  Withhold resson

135548 / 211558

N

< |3

If you want to block only the access to the data of the collection event or the collector
choose themin the tree and enter your reason for withholding the data in the corresponding
fields. The data will only be published if these fields are empty.

YWWfithhald. AL

Within the database a user has only access to the data of those projects for which he has
the permission. If a dataset belongs to a certain project, this is stored in the table
CollectionProject. To prevent a publication of the data these can be blocked for the whole
dataset (table CollectionSpecimen), for the locality and collection site informations (table

CollectionEvent) and for the collectors (table CollectionAgent) - see overview below - and for
all image tables: CollectionSpecimenlmage, CollectionEventIimage, CollectionEventSeriesImage

and CollectionImage.
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The access for the user to the data within the database are stored in the tables shown

below. The tables UserProxy and ProjectProxy are related to the Diversity Workbench modules

DiversityUsers and DiversityProjects respectively. See user administration for further details.
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Projects

Every collection specimen can be assigned to any number of projects. To assign a specimen
to a project click on the [ button. To remove it from a project, select the project from
the list and click on the # button.

Projects
BShzchiefoall
[ X | &%

If there are projects, to which you have no access to, these will be listed in a separate list at
the top as shown below.

Frojects

&P
FungalDMabankcoll
b B ol

Wiorkzhop

B 5 Mlichfungicall

O X * |

To transfer all selected specimen in an additional projects, choose Data -> ’Transfer -> al
To project... from the menu. A window will open, where you can select the project to which
the specimen should be added.

Data are stored in the table CollectionProject.

Details upon the projects within the Diversity Workbench are stored in the database
DiversityProjects. To open a project to see further information upon a project click on the oa
button. To edit details in the projects you need the application DiversityProjects.exe in
your application directory and access to the database DiversityProjects. To synchronize the
projects listed in DiversityProjects you can use the synchronize functionality in the user
administration window as shown below. If DiversityProjects is not available you can create a

new project with the Mbutton. If DiversityProjects is available, use the synchronize

Synchronize with DiversityProjects {'_’-:'5

functionality
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The ER-diagramm below shows all tables with direct relations to the project tables. For more
details the sections analysis, processing and image description.

UserProxy ProjectUser
% LoginMame e | ¥ LoginMame -
CombinediameCache 23 | ¥ ProjectlD -
UserURI
AgentURI
Queries ProjectAnalysis
CurrentProjectID @ AnalysisID N
RowGUID o | @ Projectld il
Settings
ProjectProcessing
PI‘DjECtPI‘D](‘f % ProcessingID -
¥ ProjectlD - | FO=L——0aq | § ProjectlD v
Project E
ImageDescriptionTemplate - Coll E{I.'tiﬂl‘lpl'ﬂj ot
% CollectionSpecmenID -
————3 | ¢ ProjectlD -
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User administration

The permissions of users in the database are set via user groups resp. roles in the database
and the access to the projects. To set the permissions choose Administration - User ...
from the menu. A window as shown below will open. Here, among other administration tasks,
you can change the permissions of the users. The first list shows the user accounts that are
available in the database but have no access to any of the projects. To synchronize this list
with the Diversity Workbench module DiversityUsers click on the ©* Synchronise with
DiveristyUsers button. To create a new SQL-Server user, click on the & button. To create
a new Windows user with access to the database resp. allow an existing user the access to
the database use the Microsoft SQL Server Management Studio (see the installation section
for further details). To permit access to a project click on the > button. To remove a user
from this list use the < button.

If the database provides a link to the module DivesityAgents, a corresponding field will appear
under the user list.

Click on the Z*button to set a link to the module DiversityAgents. The control will change as
shown below.

| =X

If you want to remove the link, click on the #button.

The area Permission of user shows the projects a user has access to and the roles of the
user within the database. To move users between the lists Projects that are available for a
user and Projects that are not avialable for a user use the >and < buttons. To create a new

project click on the M button. If you use the Diversity Workbench module DiversityProjects,
you can create a new project there and user the Synchronise with DiversityProjects oa
button. To change the roles of a user use the .aand w buttons. Underneath the project list
for a user you find the list of the Roles of the user. This list can be changed by using the and
buttons. Underneath the roles list you find the list with the roles available in the database. On
the left side of this list the permissions of the selected role are listed and on the right side the
users with this role (Role members) and the roles the inherit the rights of the selected role
(Included roles).
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The permissions of the roles resp. user groups are shown in the lower left part of the form.

The role User can see the data within the permitted projects, but can not change anything in
the main data, but add annotations.

The role Typist has the same rights as the role User and can edit a part of the user defined
data.

The role Requester has the same rights as the role User and in addition can place requests
for specimens.

The role StorageManager has the same rights as the role User and in addition can handle
transactions, i.e. shipments of specimen between collections.

The role Editor can change the user defined parts of the data.
The role DescriptionEditor can edit the descriptions for the application (see entity).
The role DataManager has the rights of the role Editor and can delete data and annotations.

The role CollectionManager has the rights of the role StorageManager and in addition can
edit the collections for which he has the permission.

The role Administrator can delete data, edit the contents of internal tables, change user
permissions etc.
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Security

A user can be in 8 groups with diverse rights in the database where certain higher groups
have all rights of lower groups in addition to special rights for this group, e.g. the group User
can only read the data of certain tables while Typist has the rights of User and additionally
can edit the data in certain tables - see overview below.

Summarzied overview of the permissions of the groups

Role Permissions in addition to lower role resp. user group Inculded rights
ﬁ;jmmlstrat Delete data, edit user permissions DataManager
CollectionM dmini . f collecti handling | S M
anager Administration of collections, handling loans etc. torageManager
eDrataManag Delete data, edit image descripton templates Editor

Editor Create new entries and delete details (not whole datasets) Typist
Requester Has the right to place requests for specimen

E’;(;t:rgeMa Administration of stored parts, handling loans etc. User

Typist Edit data User

User See the data of the data tables, add annotations

If you are an Administrator you can add a user to one of these groups

Any user may have access to several projects.
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Collection management

Collections are managed by fcollection managers (see Administration -> Transaction
management -> Collection managers ... in the menu), who organize the "@transfer of

specimen between collections and track the exchange balances 0 o Any transfer "%Elof
specimen is organized via transactions (see Administration -> Transaction management

-> Transaction ... in the menu). To be able to place are request for specimen from a
collection, you must be in the group of & requesters (see Administration -> Transaction
management -> Loan requesters ... in the menu) for this requested collection and a
collection manager for the requesting collection. An overview is given in the image below.

-

f o ding request ”

| :
Collection ’r%nnaannage-rﬁt
manar er - 2 Requester
"ﬁr Sending Io» 9

4

Inventary

Exchange halance
with other collections
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Collection

The organisms in a specimen can be stored in several collections. To see the place where a

specimen or parts of it are stored use the lower tree and click on the Eicon to select the
display according to the collections as shown below.

= Botanizche Stastzzammiung Muncher (k)
= t-Fungi
=14 Trichia persimilis P.Karst.
I Trichia persimiliz P K.arst.
=-[Z] Trichia persimiliz P.Karst.
I Trichia persimiliz P K.arst.

In the tree shown above select the collection Ellto display the datafields as shown below.

Collection
Marme: |
Acronyr: | M

Contack  |Botanische Staatzzammiung Mi.jnchen|%

[ezcrpt: | Botanizche Staatzzammlung Minchen

Location:

Owrer | Botanizche Staatszammlung Miinchen

To be able to edit the detais of a collection, you must be a collection manager of this
collection. The restrictions for the access for editing the collections are defined in the
collection manager part.

At the base of the fields you find the default collection, used for the creation of new
specimen parts. Specimen parts that are not created as a part of another part will be placed
in this collection. Use the #button to edit this entry.

Drefault collection for new specimen parts
B - b-Algae - Diatom collection of F.J \weinzierl - Dried vouchers - Box 2

If you need further information about a collection click on the Blbutton or choose
Administration - Collections... from the menu to open the window for the collection
administration (this menu entry is only available for collection managers). This will open a
window as shown below where you can edit the collections used in your database for which
you are a collection manager.
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Collection

H«DBEB X @ I Collection
Quety results 1 - 87 =M 0
M-Liyae M-Bryophytes '
M-Bryophiytes M-Fungi
M-Lichens
M-Lichens = M- ascularPlants
MEB e
ardes by _ M ame: |I-1-Fun|;|i |
Al Contact: [Trebel Dagmar o
Query conditions Descnphon: '
Colechion
Mame = ~
Acrorgm v %
Description = ~ | Location; |
Lresi 17 Divares: |Eutmischc Staatzzammlung Minchen
Contact - =

Digplay order: |3

The specimens stored in a selected collection are listed in the specimen list. You can hide /
show this list using the JZT/ button. To change to a specimen from this list click on the #
button.

To show the images related to a collection, click on the Elbutton. This will open the area for
the images as shown below. Use the [Cland #buttons to add respectively delete images of
your collection. For further details about image handling see the chapter Images.

Select a collection

m

T ETYHYEYY

Type:

Withhald reason:

_ o _ + MNotes:
1) Kb =] M e () mMae mB: | 40/ http:/fwww2 hu-berir

To view the history of a dataset, click on the Abutton. A window with the history will open.
For more details see the section History.

For details about handling the data see the data section. Data of the collections are stored in
the table Collection.
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Collection manager

Collection managers are users with the right to edit the transactions. To edit the collection
managers you must be in the administator group. Choose - Administration - Collection
managers “.from the menu to open the editing window for the collection managers as shown
below.

=

=% Admimstation of collection managers

Collechons admiriztrated by a collection
Collection managers manager Collectons
Beck_Andeas [Munchen t-Algae HOH -
Brauchler, Christian [Minchen] -Enyophyteas i ozteal Venleichsmaterial W
Ezzar, Hare-J sackim [Munchen) Farolirenplatz 2a
Melcher, Maitina [Bapeuth)] Faubachstabe 37
(bermaier, Henrigtte [Munchen) E.niochenklavier
Schuhwerk, Franz (Munchen) LD
Sebak, Ingrid [Murnchan) LE
‘Weazs, Markus Leihgabe.in Konstanz, E.Stefan
M W

Use the < and > buttons to edit the list of the collections for which the selected collection
manager can create and edit transactions.

For details about handling the collections see the transaction section. Data of the collections
are stored in the table CollectionManager.
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Collection requester

Collection requesters are users with the right to place requests for loans in other collections.
To edit the collection requesters you must be a collection manager for the requested
collection. Choose - Administration - %.Collection requesters from the menu to open the
editing window for the collection requesters as shown below. The list on the left contains all
users that are in the group Collection requesters. See user administration for further details.
Select a user in this list to edit the accessible collections for this requester.

@

& Administration of loan requester

Caollection requesters Calectons open for requests Calections
Mavozhilay, Yura (St Petersbiag WM ] Hesb. Fambald
Fiambold. Gerhard [B ayreuth) i

Schritthes, Maitin [Gresf swald) M-Fungi
W4 ascularPlants

5.-'-‘-.F'h-1

Inchude subcollechons
- H L)
= Miblgae
= ‘WerzierdColl
= Diried vouchers I

Use the < and > buttons to edit the list of the collections for which the selected requester
can place a request. If the option Include subcollections is choosen, the requester can send
requests for all subcollections of a collection. Otherwise the requests can only be sent for the
collections in the list. The subcollections are shown in the hierarchy underneath the list.

For details about handling the collections see the transaction section. Data of the collections
are stored in the table CollectionRequester.
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Transactions - Request %:%

To enter a request for a loan you must be in the user group resp. role
DiversityCollectionRequester (see user administration for further details). This is done by the
collection managers for their collections. To enable a user to place requests, choose
Administration - “.Loan requesters ... from the menu. A window as shown below will open.

=

& Administration of loan requester

Caollection requesters Calectons open for requests Calections

Mavozhilay, Yura (St Petersbiag WM ] Hesb. Fambald
Rambold, Gerhaid [B aweuth)
Schrittes, Martin [Gred sweald) M-Fungi

M ascularPlants

5.-5Fh-1

Inchude subcolechons

M ~
= M-Algae
= ‘WerzierdColl
= Dried vouchars w

As a collection manager you can give requesters access to the collections you manage. Click
on the < or > buttons to add or remove collections from the list for which a user can place a
request. If the option Include subcollections is choosen, a user can request for specimens
stored in subcollections of the administrating collection. To give you an overview of the
subcollections, the hierarchy of the collection is shown in the tree below the list.

If you are a collection manager and there are requests for your collections, the administration

menu will contain a *#Loan requests ... entry. Choose it to open a window listing the
requests for specimen in your collections.

If you have entered request for specimen in a foreign collection, the administration menu will

contain a "F‘I»My requests... entry. To inspect your request choose this entry from the menu
to open a window as shown below. The window will show your requests and loans from foreign
collections.

-:‘p Request

I

| ] » .Specimfmcun |oan

| 2= ¢ M-0024405 - 5

= | |M-0024404 - specimen
= J M-001 3568 - specimen
M-0025188 - specimen

Specimen returmed
b0 4206 - spe

M-001 4237 - specimen
4-0071 4004 - zpecimen

To enter a new request, click on the Clbutton. Use the #button to search for specimen in
the collection and the #button to remove unwanted specimen from your list.
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Transactions

Prerequisites

The transfer of a specimen between collections is handled with transactions. There are two
prerequisites to use transactions in DiversityCollection. You must be in the user group resp.
role DiversityCollectionManager (see user administration).

P DiversityCollectionadministrator
'f‘ DiversityCallectionCurakar

'?‘ DiversityCallectionEdikar

'2_" DiversityCollectionianager

R DiversityCollectionfequesker
'?‘ DiversityCollectionTypist

'2_" DiversityCollectionlUser

and the collections in which you have the right to handle transactions must have been
assigned to you as shown in the managers section.

Visibility of transactions

A specimen may be involved in diverse transactions between collections like loan, purchase,
gift or exchange. The transactions are shown in the tree for the parts of a specimen and

symbolized with an »@lcon For specimens that are still on loan an f&lcon as shown while a
returned loan is symbolized with an f&lcon (see image below).

= Botanizche Stastzzammiung Muncher (k)
= t-Fungi
== Arthrocladiella mougeotii
:H&.‘ 14112007 Loan to B. Hein - 2007
=17 Arthrocladiella mougeotn [Lév.] Yassilkov
WA 28.03.200%: Loan to D. Nagel
= Botanizcher G arten und Botanizches Museurn Berlin-Dahlern (B
Eﬁ{ Arthrocladiella mougeotii [Léy.] Yassilkoy
\@ Exchange with B

If you are a collection manager you can take a look at the details of a transaction. Select the

specimen part in the tree and then click on the '@button that will be shown in the details
next to the name of the transaction. This will open the window for the transactions as
described below.

Tranzaction \@
BSMlundellcoll Geschenk, H. Grofe-Brauckmann, Sesheim w

To edit the transactions choose Administration - Transactions from the menu. A window
will open as shown below. In the tree at the top the relations between the transactions are
shown. To create a transaction, dependent on another transaction, choose the superior
transaction in the tree and click on the [Clbutton in the panel right from the tree. With the
button you can create a copy of a transaction. To delete a specimen from the list click on

the Xbutton. To transfer all selected specimen in an existing transaction choose Data -> »

Transfer -> '@To transaction... from the menu and choose the transaction where the
specimen with all their partrs should be included. The data for the transactions are stored in
the tables Transaction and CollectionSpecimenTransaction.

To view the history of a dataset, click on the I button. A window with the history will open.
For more details see the section History.
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Data entry o

On this page you can edit the data of a transaction. Every transaction is linked to an

administrating collection (symbolized by the key ;{f), and can be edited exclusively by
collection managers of this collection. To appoint managers choose Administration -

Managers from the menu.

¥_ Administration of transactions

DB X A
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Logn Ske

Loanto 8, Hen

Laan ta Bsrcekns

Loanba D, Hagel
Myrormpsaten aus Costa Rica il
Pyt eaten @ e Bbaand
Fyeninyeeien aus Fuessond, Ki
Purchess from Barcel ons

oy

Tranzaciion

= Loan to B. Hein

ano:
20
2005
200s

Loan to B. Hein

ol EX =)

Request to Barcelona = - E— 18 " — I . - . . - N
Foseu szt b Eiarestana ) r?'-'-fﬂ"-l?".'-' i Sending | W Confimation | M Renndar | W Pailis iehn | W Retuin| 4 Piinting, specimen (gl | 3 Documants
Schnlller, W, WO0EETE2-0070G Toyges: [l0an - Admin. coll | H-Fungi v
Schnittier, M. WM-0070EE2-00707 T =
Sotm#ine 44 44 ARG A0 Tithe- |Loan to B, Hein L1
orde by | Trarmechr b Waneiial | spacimen % Matenak d=serphior: |Fleckian wd Moose aue dai Tiika
(v (Tw)® =] paera
Duery condiions el
el
Tt e Loan colection Loan Mr: Loan partner
Rame = Fiom: | M-Fungi ¥l= 458 i |
Tipe = = o Ta: B NI [Hen, Buaghiaid, . |2 )=
Begn - = b
Erd = = | o Begin; | 2310 2007 |v Units; |2 Categ: | KnpFlechtzn w
[ F301 203 v 3 essliaalon
Commeid * ™ End.. SAcbend: nveshigalon |H. Meer
Moles = = Commenl.
Faom E s
Numbes = = Ink. notes:
Patnes = =
Cellselion ..., Respons.: (B | I ]

The transactions can be organized in a hierarchy as shown in the image above if for example
you want to keep all loans to a certain institution together. To create a transaction a inferior
transaction, choose the superior transaction in the tree an click on the Clbutton in the panel
at the right side of the tree. To create of copy of a transaction, use the B2button and the #
button to delete it.

Depending on the type of the transaction additional tab pages will appear for creating

documents.

Tabs
Sending

Confirmation
Reminder

Partial return

Return

Printing

Documents

Transaction types

Loan

Loan

Loan

Loan

Loan

Loan

Loan

Borrow Excha
nge
Borrow Excha
nge
Borrow Excha
nge
Borrow

Borrow

Borrow Excha
nge

Borrow Excha
nge

Gift

Gift

Gift

Gift

Gift

Purchase

Purchase

Purchase

Purchase

Purchase

Request

Request

Request
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Excha
nge

Balance

Common notes

On the tab pages for generating documents you have to specify a xml-schema for your
document - click on the ‘Zbutton to choose one of the predifined schemas or create your
own schema. To edit the schema files (*.xslt) you can use a text editor or software like e.g.
EditiX. If you do not specify a schema (i.e. the field for the path of the schema is empty - see
below) for your form you will see the XML output created by the database as shown below.

% Transaction

H- OB > A | laresaclnn
G omnde: 1.4 @ Loan to B. Hen f D
M B,
005 - e=LE bt
G B Dts i | W Sevdng B Condimation| W Fleminder | U Potind retunn | 8 Petun| & Priting ] Documents
BEMero st ool — .
B sekreol Geschark, H, Gron™ | | Schenx [F=RNER- 1" ¥ 4 |
e by Trarsesion %] Fendd o collecion M-Furg E ! Baaingd 1o matedis] spacanay E =
G =]
Qumip cordiions <rEml wersion="1.0" encodng="utf 1&" 7=
Transaction -~ - =Transaction:s
Wae = = chate=5. Now. 2007 </Date =
Bagnn + = | bt =ParentTransacbonlh=d0-</ParentTransactionlb:=
_ TranssctonTypeoan </ TransachonTypa>
End - ~ f <
_ + . cTranzactionTitle > 2004 < TransactionTitle
-anne sAlepartingCategory=Kryf Flechten < ReportingCategary
Mo -~ cadministratingCollactioniD »3 fadministratingCollecbioniD =
B ciMatenalbescripbion>Mal. Descriplion .. </Malenalbescripbon >
Himbe 1= =MatenalCategory ~spedmen</MatenalCategory =
ciumberafinits =32 ofNumbarfUnits » o
Patlnzr = — - - - s mnnm an n o
w

To choose a schema click on the ‘Tbutton and select a schema from the list.

DiversityCollection contains several ready to use schemas in the folder Transaction -
Schemas.

B C:\Daten\DiversityWorkbench 2.0\Release\DiversityCollection\Transaction\Schemas

Datei  Bearbeitem  Ansicht  Baworiten Extras 7 ;,I.r
0 2urack = () I’r g Suchen | [f= Ordner BTk
Acvesse () ChDateniDiversity\Workbench 2, 0\Release\Diver sityColection' Transackionl Schemas w Wechsaln zu
Ordner ® Hame G || Txa =
= ) Release s _,#JBalan-:e.stt Z3KE  #5L Transform
L) 20061120 _.-;!"Cu:-nfirmekinn.xﬁt 10KE 5L Transform
) AfricanTypes (' Confirmation_DE, xslt AKE  K5L Transfarm
C3) Diversityigents 2 Cover.xslt Z3KB 5L Transform
= ) DiversityColection ' Inventary.xsk 7KE #5L Transform
® 3 alt ' Loan,xslt LKE 5L Transform
# |0 LebeFrinting _.','!I']C'ver\'iuw.xsl ZIKE  MSL TransForm
) LabetSchemataFuerProjekte o' partisReturm. ek 14KB  ¥SL Transform
= ) Transaction (2 Reminder xslt 14KE %S Transform
Schemas w ﬁ'RﬂtLrn.st: 13KB  ¥5L Transform =
< ) { 1 . . R )

Feel free to change these schemas to your own needs (editors are available e.g. from
http://www.altova.com/). Choose the schema you need and then click on the Elbutton to
create a document. To print the document, use the &ibutton. To store the current document

in the documents for later reference click on the Ebutton. An example for a document is
shown below.
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) MenTinger SIr 67 50638 Mincnen GEAMAKRY Fhane: 08
L= 2= - FAX: 08
End = = W E-mail. Irabei@ —
Commenl = *
Moz = ™

Bolanbsche Stastssammiung Minchen, Meszinger Str. 67

i 30638 Ninchen GEANANY
Number = ~
Failnar = ~ Oir. Burghard Hein
Colaction - Botan. Gierten u. Botan. Museum Bedin-Dahiam
- Fraie Unersitat Sarlin
° Karsgin-Luise-3trala 6-8
Colaciion v
Mumbar = ™ 0 - 14191 Berlin 3

Palnm = ™ | % * |

The specimens will be listed with their accession number, a optional label of the part and the
material category to ensure discrimination in case a specimen contains more then one part
(see image below).

-a-m =
bA-00713601 - b - micr. glide
-0025188 - zpecimen

=
.
& )
3 &
8 3

[2gelgnsSuEd

If a transaction entry has no address, resp. a transaction partner linked to an entry in the
module DiversityAgents, where addresses are stored, the program will try to find an address in
one of the superior transactions from the transaction partners found there. If no address
exists in these transactions, the program will try to get an address from the collections.
Therefore a transaction partner linked to DiversityAgents is only necessary if either there are
no addresses for the collections or you want to use a different address. The search path as

described is summarized in the image below.
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Address

Check addressesresp. .
: Hein, Burghard, Dr, |22
partners of transaction [Hein, Burghard. Dr. |55

Address found

No address found

&

Loan to B. Hein

Check superior 2003
204 |Hein, Burghard, Dir. |'_,—

transactions for
addresses ;ggg Address found

&

Mo address found

&

Check collection = Buotanizche Staatzzammiung - -
= Mg |Hem, Burghard, Dr. |_,—

foraddress
Address found

&

No address found
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Transactions - Sending %

In the sending tab page of the transaction window you can create the covering note for a
sent sample. To choose a schema click on the ‘Zbutton and select a schema from the list.
DiversityCollection contains several ready to use schemas in the folder Transaction -
Schemas.

To add a specimen to the list, you can use a mbarcode scanner. The code detected by the
scanner will be displayed in the field behind the MSymboI and entered in the list below. If no
scanner or barcode is available, use the combobox underneath, enter the first letters of the
accession number of the specimen and select your specimen from the drop down list. In case
your scanner is reading only parts of the barcode try to adjust the timer intervall - click on

the Fubutton to open a window as shown below.

Timer intervall |Z| |E| E|

Fleaze give a walue for the timer intervall of the zcanner in
millizeconds

| 300_ |

To restrict the selection of the specimens and parts of the specimens, you can check the
Restrict to collection ... and Restrict to material ... options. To remove a specimen from
the list, use the #button under the specimen list. If you want to see the details of a
specimen, choose it in the list and click on the #button. Click on the Elbutton to create the
document as shown below.

Y Administration of transactions

w3 [ By - 2005 i [32 ]
H < [ B X | | 32 2

Quen resadiz 110 Tan sachon

EEN - Lo to B Hein o

2004 e e

2005 004 H

2008 c

2008 oLl *

2008 ENE

Loan ta 3. Hain

Loan fo S celona
Loan ta . Nage

| TrareLo6n 8 Dot | W Sending | G Cosimation| W Femindee | g Pasialvetar | 8 Frovwn | 3 Saved documees
oidet By | Thresachon Lo Sobmmar LA\ abert Drveral ok beract 2 0ADveeiaty Colecliortben Debgh, T ransactions Scha | r: & ﬂ | ﬂ
[¥] [ =] (=] Fiestrica b coallection M-Fungi & Restric! 1o maleidl spacimen [ 23 hd
[ty conciinns
Transaction -
: i (RN - eanen
fame Botanische Staatssammiung Minchen ST - specimen
Type = = E a MO0135TT - moscmen
. MERZInger Sir 67 50633 Mincren GEAMAKRY Phane: DE
Bsgn =~ = i Fax: 08
End = = w E-mail Irabai
Commenl =~ ™
Ml = ™
- Holanbche Siaatssammiung Manchen, Mengingsr Sir. 67
G083 Minchen GEANANY
FMumber = ™
Pailngi = = Cr. Burghard Hein
Colection v Botan. Garten u. Botan. Museum Bedin-Dahbam
o Fraie Uniwersitat Barlin
Kansgin-_uisa-Stralla §-8
Cadachinn W
Mumbar = ~ 0 - 14191 Bedlin 2
Failnm = ~ b > ]
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Transactions - Confirmation %

On this page you can create an inquiry letter for a package sent, e.qg. if a parcel was sent to
a loan taker and no confirmation that the parcel reached its destination was returned so far.

With the ‘Zbutton, choose the schema you need. Click on the Elbutton to create a
document. To print the document, use the Sbutton. To store the current document in the
documents for later reference click on the [Ebutton.

S Diota ol | W Sending | p Conlimetion [, Reminder| Mg Patial istuin| W Retun| S Priing| (0 Documents

Sotantache Stastesammiung MOnchen, Menzinger Sir. 67
50633 Minchen GERMANY

Dr. Burghard Hein

Delan. Garten u. Botan. Museum Gedin-Uahlam
Freie Universitad Badin

H.onigan-Luise-Strate §-8

D - 14151 Bedin

Munchan, 13. Nav. 2007

The Botamsche Staalssammlung Manchen sent you as a loan the hefranum sgecimen(s) specdied in the
=i attachad i

Sehema: | CAD e Diversia/oikbanch 2 0\DivarsiCollectorhbin D ebughTizrsactionScnemas Canfimation sl =RIER: 1 " |

Spacinen

. . M-001 35710 - specimen

Botanische Staatssammlung Miinchen M M-001 3571 - 2pecimen

MO0 3572 - specimes

Menznger Str. 67 BOE38 Munchen GERMANY Phone- OBG 17861 265 0012573 - specimen

FAN- DBS 17851 193 E-%E}%Eg-aneqm

E P . . i - S ECamEr)

E-mat arMceguam.mn.da M-001 3576 - enecinen:
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Transactions - Reminder %

If a loan is due to return resp. a loan taker did not meet the deadline, you can create a
prompt note here.

With the ‘Zbutton, choose the schema you need. Click on the Elbutton to create a
document. To print the document, use the Sbutton. To store the current document in the
documents for later reference click on the [Ebutton.

In the upper right list the missing specimen and at the lower right list the returned specimen
are listed.

% Dizte eriy | Wi Sercding| & Confimation B Femids Mg Partialretur | W Flehun | o Prirting | 3 Documents

Schema | C\Dalen’\Decerstvenikbench 200 Relaaset\ Dy Collection T iansac on\S chemas\Senimda. sl 3 [£ & HI
A Specimen onloan
. o W-001 3571 - speri
Botanische Staatssammiung Minchen M Mmz.,w-ﬂn
M-O0N 3573 - specimen
Menzinger Sir 57 B0538 Winchen GERNARY Fhone: 085 17351 255 M-O3574 - specimen
Fasl 0Bs 178s1 183 M- 3575 - specimen
E-mai offics@bsm mwn de M-I013575 - specizmen
Bolnieche Ssapteaammiung Minchen, Nenzinger Sir 67
BOE3S Manchen GERMANY
Dir. Burghard Hain
Baten. Garten u. Botan. Museum Bedin-Dahlam
Fraie Universitit Berin
Eanigan-Luse-Strale 5-5
O - 14191 Bedin
Munchen, 14. Mov. 2007
The Botenische Staatssammlung Manchen is scknoadadging herewith tha return (complste return) of the
herarum specimen(s) { 7 fungi ] sent on loan to your institution. The spacimans armved in good ordar.
Murnber of specimens returnaed:
1 =8 & fntal -
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Transactions - Partial Return %

If parts of a loan were returned, create a letter of acknowledgment here.

With the ‘Zbutton, choose the schema you need. Click on the Elbutton to create a
document. To print the document, use the Sbutton. To store the current document in the
documents for later reference click on the [Ebutton.

%2 Details | Vi Sendng | W Comfimation | W, Reminder | W Partial retum | Wy Retum | T, Saved documents |

Date: 0E09.2011 =  Schema: C:\Daten'Subversion'trunk DiversityColection'bin'\Debug' Trar "2 E&ER r:.

D-0280& Goritz GERMANY -

Prof. Dr. Marco Thines

Biodwersitat und Klima Forschungszentrum
Senkenberg

Senckenberganlage 25 u

D - 60325 Frankfurt am Main

The is acknowledging herewith the retumn (complete retum) of the herbarium specimen(:
loan to your institubion. The specimens armved in good order

Mumber of specimens returmned

5 as a total
3 by latest partial shipment
Mumber of still cutstanding specimens: 5519

4 (L] [ 2

Specimen on loan

GLIW-FO24TED - harbarium she
GLM-FO26208 - herbarium she
GLM-FD34503 - herbarium she
GLM-FO37978 - herbanum she
GLM-FI33424 - harbariom she
GLM-FO38574 - herbanium she
GLM-FI40128 - herbarium she
GLM-FIL4E73 - heanium she
GLM-FO4E421 - herbarium she ~

Sentsp, ¥ A # =

GLM-FI 7281 - harbarium shests
GLM-FIN 7286 - herbarium sheets
GLM-F0N 7283 - herbarium sheets

Retumed spacimen

GLM-FO13883 - herbarium sheets

You have two option to enter returned specimen. Use the .aand wbuttons respectively to
move items between the lists or use a barcode scanner Fai- move the mouse cursor into the
field for the barcode detection, then scan the barcode. The specimen will be automatically
inserted into the list for the returned specimen. In case your scanner is reading only parts of
the barcode try to ajust the timer intervall - click on the Fibutton to open a window as
shown below. Here you can set the interval to a value that is compatible to your scanner. If
you want to see the details of a specimen, choose it in the list and click on the #button.

Timer intervall Z E'E'

Fleaze give a value for the timer intervall of the scanner in
millizeconds

300_ |
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Transactions - Return %

If a loan is returned, create a letter of acknowledgment here. With the 'ﬁbutton, choose the

schema you need. If all specimen were returned, click on the ¥ button. This take all
remaining specimen into the list of the returned specimens. With the date field you can define
a different date as the start if e.g. you starting to register the returned specimen some days
before. Click on the Elbutton to create a document. To print the document, use the =

button. To store the current document in the documents for later reference click on the &
button.

&% Details | u‘i Sendng | * Confimation | @ Rmmdu'| gy Partial retum -‘ Retum | 7 Saved documents
Schema: CODaten'Subversion runk DiverstyCollection®bin'Debug' Transaction Schemas \Retum Retum xsk = | E u

Specimen on loan
1

Botanische Staatssammliung Munchen

Sentsp. ¥ =]
M-0025181 - dried specime
Loan no. : 4 specimen(s) [ 4 lichens ] M-0102911 - ded specimen
M-0025181 Absconditella trivialis M-0013262 - died specimen
. M-023652 - dried specimen
M-0102911 Dimerella dilucida
M-0023652 Pachyphiale himalayensis = Astumed specimen
M-0013262

To transfer the items from the Specimen on loan list to the Sent specimen list, click on the

wbutton. After all documents are generated and saved, click on the Ebutton above the Sent
specimen list to write the changes into the database.
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Transactions - Printing / Inventory &

Besides the special pages for creating letters along with a loan this page provides the
possibility to print cover letters, inventories and the like. You can restrict the selected
specimen to the current collection, include the subcollections or all related collections - just
activate the corresponding checkboxes.

To add a specimen to the list, you can either use the combobox or a barcode scanner. To use
the barcode scanner, move your mouse cursor into the pink field right from the scanner. In
case your scanner is reading only parts of the barcode try to adjust the timer intervall - click
on the Fubutton to open a window where you can set the timer intervall to a different value.
To remove specimen from the list, select it and then click on the #button.

With the ‘Jbutton, choose the schema you need. Click on the Elbutton to create a preview
of the document. To print the document, use the &button. To store the current document in
the documents for later reference click on the Ebutton.

S8 Data sy | S8 Frinting | T Documerts
Sohemafile | CDalertDmsalbsfokbere 2080 eeratColkecioetbin'\Debugh Trarsachaon' S chem e rmeenlone sl = | r-_ E n ﬂ',
-

A Specmen

Botanische Staatssammiung Miinchen

W 400 - specimen

rugegangan am: 1o Jan. 2007 M- 4005 - specimen
K-01400305 - ;:cc!rn-:ﬂ
462 KryiFungi: The Fungal Collaction of Seth Lundell W-CNANEF - speimen

-0 4008 - specimen
W-NADEDS - epecimean

Geschenk M- A0 - specimean
W-0140377 - specimen

. W-0140312 - zpecimen
Irv.-Nr.: 6809 WA 40313 - specimen

W0 40314 - specime

I-1ﬂ 4%5 - EheCiEn

. f 1. : MM AETE - specimen
Zugang: Kry/Fungi: 452 Belege - The Fungal Collection of Seth Lundell NI - oo eciren
M-0140318 - zpecimen

M-0140313 - specimen

Geber: Helga Grosse-Brauckmann, Seeheim M0 - specinen
-0 40321 - zpecimean
Geschenk M- 4022 - specimman

MM A0ELT - zpecimen
W-07400524 - specimen
M-0140325 - specimen
MO A0E25 - specimen

Fulign cinerea (Schwein.) Margan P-0140301 WM 40327 - pecine
Albatrellus crstatus (Schaeff ) Kotl & Pouzar M-0140302 BN A0 - specamen
Amylocystis lappanicus (Romell) Bondartsev & Singer ex Singer M-0140303 - M-0140304 3 t:g}:gj%g o e

B AdSANAP LA P ATTDY i

|7| |recdvads subcolechors: |_| Irchude el ielaled colechers Mumber of spacimern 452 }( L
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Transactions - Documents =

This page stores all the documents created or received along with a transaction.

% Dhaka aniry -;_:;. Printing _.-." Dacumsntz

Botanische Staatszsammlung Miinchen
zugagangen am: 1. Jan. 2007

452 Kry'Fungi: The Fungal Collection of Sath Lundell

eschank

e -Klr . GEOY

Zugang: Kry/Fungi: 452 Belege - The Fungal Collection af Seth Lundell

l &idd mage fram dacumenk J

0O

To add a document, scan the document and create a screeshot of this document, then
create a new entry (click on the button) and insert the screenshot with the

Addi frarn d t
image TTom dekmeEn ]button. In the lower part you can enter any text related to the
document.
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Transactions - Balance +

The balance for the exchange between two collections.

With the ‘Zbutton, choose the schema you need. Click on the Elbutton to create a
document. To print the document, use the Sbutton. To store the current document in the

documents for later reference click on the [button. To include either the subcollections of
any related collections to the collections of the current transaction select the corresponding
checkboxes.

E [ata aniry e Balarce i Printing | =3 Documents

Dr. Burghard Hein

Botan. Garten u. Botan. Museum Berlin-Dahlem
Freie Uniersitit Berdin

Kanigin-Luise-Stralke 6-8

D - 14191 Berlin

Miinchen, 19. Mov. 2007

exchange balance per category

category recened sent halance
Kry/Fungi 0 666 656
Kry/Flachtan 200 0 -200
KrylAlgae 50 111 51

total balance 227

exchange details

received/sant category date specimen  inv-no description
sert Knffung 22062004 666 v

Schema file | CADalen Divesibbfokbench 2000 verspCollecion\ brhD ebug\ Transaction®S chemas\B alance wsh — |__| Q E
[[] Include subcoliechons of M-Fungi ] Inchede all colections related bo MEungi
[ Include subcoliechions of B-Lichens ] Inchade sl colections elsted to B-Lichens

exchange partner: =
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Maintenance

To open the maintenance form, Choose Administration -> #*Maintenance ... from the
menu. With the maintenance functions, you can update values cached from other modules or
external webservices. DiversityCollection can be linked with several other modules of the
Diversity Workbench. If you link a data source to another module, the URI of the dataset in
the other module together with one or several cached values will be stored in
DiversityCollection. Due to changes in the source modules these cached values may differ

from the original values. To get the actual values you can use the Msychronize functions for
. . [+l . . .

taxonomic names, family and orders, fpeople, exsiccatal series, geographical names and E

references. Further functions provided by maintenance are a search for llliduplicate accession

numbers, the insert of updated taxonomic names, the removal rg)'orohaned collection event
series and @collection events, the search for ﬂadditional geographical information based on
WGS84 coordinates and the rT‘conversion of coordinate systems.
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Maintenance - Taxonomic names

To synchronize the entries for the taxonomic names derived from the module
DiversityTaxonNames choose Administration -> Maintenance... from the menu. A window
as shown below will open. To synchronize the taxonomic names for entries linked to the
module DiversityTaxonNames choose the tab Collection <-> TaxonNames. There are two
ways to synchronize taxonomic names. You can either Synchronize taxonomic names
based on the link via an URI for entries where the link to a taxonomic database is allready
established or you can Synchronize taxonomic names missing a connection, where no

link is established and you can query for identical names in one of the databases.

Synchronize taxonomic names based on the link via an URI

The taxonomic names are stored in the field TaxonomicName in the table Identification. Select
a taxonomic database and a project that should be synchronized. Than start the query with a

Check far differences

click on the

|button.

F DiversityCollection v, 2.5.3.6 Server: BSM1  Porl: 5432  Lker: BOTSAMML 2 Zamweiss

Toassoeony dalahaie
Dz T moontamer_Fungl
Projct

ASk sl

[#] Irchide accession numbes

Choeza o and chwack
datasel in calzbase

Chiech For chifeneswass

1391 diffensmoes found

Spnchiones didebesss: | Remove urslsted swenks | Flemove unislled even: seiies

Surchioras te cached dala i dependent datsbazes with the cngingl souce

Swchionzs Eonamic rames: hased on the ink va an URL | Sppchiones Laesromee names msang a corescdion

Colecton < TawanMames | Famiy ard cider | Colection <+ Exsiceatae | Collection <-+ Gazsthesr | Cobechion > Fafersrces | Accessionblurber duplicabes

Taesoe amaCacke in
DirwerzilpT meonkames:

Enephe aguabegiae O, vai, aquiegiaz
Enphs sgulegis= 0T, wer. sgul=gss
Enezphe aqakgiae O vai, aquisgias
Ewsphe squlecis= OC, wa. sgulsgss
Enezphe aqubegiae 00 var aqulsgias
Ennphe sgulegiss 0, val. sgul=gss
Enephe aqubgiae 0T, vai, aquisgias
Ernphs sgulkegiss 0T, war. sgul=gss
Enezphe aquibegiae 0T vai, aquisgiae
Esphe aguleciss [T, var. sgulegas
Eneiphe aquikegiae 0T var aquisgine
Emphs sgulegiss 0T, wal. squlsgss
Engiphe aquikegiae 0T var, aguisgia:

E iz [T, = . iz

T asomomicH ame in DieepitpCollection
Evapha aquisgiaa var, apdagas
Cresphe sgulsgiss var, soquilsges
Ewaphe aquisgias var, agiegan
Emsphe sgulegiss var. soulsges
Ezpha aquiegias var aquegan
Csphe sgulsgiss war. souilsgas
Ezpha aquisgias var, aquirgan
Civsphe sguisgiss var, squlsges
Enziphe aquisgiaz var, aquirgae
Esphe sgulegiss v, squisgas
Emziphi aquisgias var, aouiegai
Civsphe aguisgiss va. soulsgas
Enaiphe aquisgias vor, aquiegae

Aooessiont umbe

CollecliorSp=cimaniD *

= 24

w0130 475

= 4400
0013320 %

SOTTEE .l
w0013 13

O LR
w2013 =5
001330 150
013304 1133
SO 1A
wA01FE 14623
=130 4633
ot = ] 1525

If you synchronize your data with a webservice as shown in the image below, you can specify

the taxonomic group as well.
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* DiversityCollection, Database: DiversityCollection Test v 2.5.5.8 Server: 141.04.65.107  Port: 5432 User; BOTS. .. E||E|E|
Syncteonie datebases i Ramove urvelated averts | (8 Aemove ureelated svar: series

Synchiarzie the cached data in dependent dalabases walh the anging zouics

Colection <-» TasonMames  Famiy and order | Colechon <> Exsiccalas | . Calechion ¢ Garslteer | LA Collechon <> Asfeiencss | M Secessiartlumbe duplicstes

Synichiorize laanome namez bated on the link viz an URI | Spchionize takanomic names missing a coana chicn

Taxonomy database Tasonomichlame in DieerskpColection Mame in | ndexFungonm He ™
|Inda|Fmgu|u11 w Albuigo candida [Pers. ] Euntze Abugo candida [Pears.) Roussel hiy
Frojact: Ascacatheiun sromalum (Els & Harkn | Esile fzcocorticum anomalum [Eliz & Haikn]J. Schial, ey
|E‘-I[lT.|hid1mml - Camarophpiiuz: ussocoracews [Bare & T MILLLE. . Camaophylus nssoconiacens (Berk. bJdozk, MillJ .. | ke
. Clinatiug anomais [Fi.| Fi. Cotinanus aramezles [Peis) Fi ki
TaroramizEoup A
|f|.|n-;|us o Hygracybe ruzzoconacea [Besk, BT K MILJF D0 Doy, Hygiocebe iussoconaces [Berk, &Jos o MIL)P.D O, | kel
Lepicka seminuda [Lazch) Gillet Legiata saminuda [Lazch) P Eummes kit
[ Irchsde accession rambers Mpceria crocala |Schiad | P, Keast Mycsns ciocals [Schead | P Eumm ke
Farele serofinus [Schrad ] Kiner Fanelz zemotimes [Pers.] Fidne bty
Fhicliola auieella [Batsch] Fi. Phioliota auivelz [Batzch] P. Kumm. ki
k
[ Ehech, oo Bimegers ] Pyencpones ornshanrus Flacg | Fr Ppenapaius cnnabainus [laeq | P Karst, kel
14 difersrces ba Indew ungaiim o o 5
Sphaerpaiz viss Sphasopss visci bk Schwain] 5acc bty
[ Shaat Ul:ljilﬂ ] Tarbirmmitha slvsls 1 1Naek T asbaneidha slisizs IFe | Maal bani :
{ ¥

The form will list all differences found. To update the database click on the

Start updats button. If you want to have a more detailed look on your data you have

to check the Include accession humber checkbox before starting the query. A button

Claze form and check.
datazet in databaze

will appear that will take you back to a single dataset in the database.
Synchronize taxonomic names missing a connection

Select a taxonomic database, a project and a taxonomic group to search for identical names.
Than start the query with a click on the Check for identical names button.

% DiversityCollection w. 2.5.3.6 Server: BSM1  Porf: 59432 User: BOTSAMML 2 Hmseiss

Spnchiones dalabens: | Remove uvslaied sverts | Flemove unislsled event seies
Surchioras b cached clala i cependent databesss with b cigingl souce

Colection <+ Tasonlames | Family arcl cicen | Colection < Ensiceatae | Collection - Gazstteer | Collection <> Raferences | Accessionturmber duplicsbe:
Sarchioniza Lo paimes bisad o e bnk v an LRI | Sprchionis teenome names missng a coonection

Taworony datahaie: TasoridamaCacks i Draisi Tasoallames Tavoromichlame i DivesiyColecion Accagzonblumber  ColkectionS peemenl
-ji'-ﬂsil,.-TmunHarrﬂ_Fbrd w | ¥ Ergsiphe lavaginose Fucks M-0015743 4551
Freject .Fl_l.bhphh sichabi Ll Braun & Bolay Ergsinbe 2obolzi L Braum b Bola MO0158413 | 1175
ASMeraced - Microzphass snivar. psmadsiE. 5. Ssimon Microapheers i var. yamadaiE 5. Salmon | M-C0166E5 13523
.Tmu-r-: - :I'.Ir.imnl,l.'l.'r'-.m Pz Didum cwdonine Fas: _M 0017370 _5.::!7\."-!
hrgut - .l:Ic'u'nh'in-u: Pazs. Didum wiolss Fazs M-0015355 11140
: Dt wintae Pass Didium vicdne Fass M O015355 11140
Sphasiotheca lansshs Hakn Sohasrolbecs laresns Hakn M-0071 3585 4552

Ik sccesaon numbaie Uincinule sephata van. cunsspona Ham Urciwda seplata var curdspoma Haia M CO1BRA EE Y

Clazs farm and chsck.
datasel in dalahase

Chsck for identical names

4 malehes lound

St upsdsbe:

The form will list all matches found. To insert the links to the database click on the
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Sl L geklls |button. If you want to have a more detailed look on your data you have

to check the Include accession nhumber checkbox before starting the query. A button

Cloze form and check.
datazet in databasze . ) . .
will appear that will take you back to a single dataset in the database.
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Maintenance - Family and Order

To synchronize the entries for the family and order of taxa derived from the module
DiversityTaxonNames choose Administration -> Maintenance from the menu. A window as
shown below will open. To synchronize the higher taxonomic entries for entries linked to the
module DiversityTaxonNames choose the tab Family and order. These are stored in the
fields FamilyCache and OrderCache in the table IdentificationUnit .

In the upper part you can synchronize your data with the entries in taxonomic databases like
DiversityTaxonNames_Fungi. Select a taxonomic database, a project and a taxonomic group,
then choose whether you want to synchronize the family or the order. If you want to inspect
single datasets you have to check the Include accession number checkbox. Then click on

Check for differences

the button to start the query.

%1 Syrchmeize datahases | Fub commands and nesds | B Famovs umslated sveris | %) Semove urrslslsd evem saas =

Synchnonzie the cached daia in dependant dotsbomes with the original sours
Callacson <> Taortlames  Famiy 2nd snder | & Calleclion <2 Ageria | Colection < Frsiceatas | @) Cobeclion < Gavettear | I Colection < Relamrces | [ Accassiontuambar dhpbcatss |

Synchmnires with datahases

Tasnacany dalahasa;

Doversty Taon®lames_Furg -
Tmwomomypeepect
Glkinames -
Frojeed:

GLKcol -

The form will list all differences found as shown below. To update the database click on the

Start update |button
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Syrichmonze the cached dats n dependent deisbases wih the ongnel soums

ﬁ Syrchronize detsbemes |B|.lsmnﬂh.mdbuﬂh | 3 hmmwm]l@mmmim|

Sy with

LasllderificationCache

Pleopsid.m chisephanum (Wakienh ) Zacf

Family

Cidler

Poauidrvemia furfurmona {1 ) Zopf

Rrizocamen geminglum Mot

| Codetion <> Taxanbamea | Famiy ard ovder | &, Calection < Agata | Cobection < Besiccatan | @ Colection < Gareseer | KA Coliecion <> Raferences | I Accessionbumoss dupicates |

&)

In the lower part you can synchronize your entries within the database. Choose a project, the
taxonomic group and if you want to check the family or the order and click on the

Check far differences |

Start update

on the

|button.

button to start the query. To import the higher taxa to the dataset click

Synchronize with available data

Frajecs:
BSMeyzcol

[ Inchude sccezsion numbers

I Chesck. for diferances ]
B1 diferences found

| Statupdae |

-
T axanomic gmoup:
|h.|n;|l.:i - |
() Famiy ) Ordes

LastiderthicalionCache Farrily

B e ———
Cladosponum spec. Mpcosphaersliac.
Cystothaca lanestiis [Harkn | Sace. Esiphsceas |
Erpsiphe adunca [Walr] Frovar adurca Erssiphaceas
Enriphe adunca f'ali] Fiovar adunca Herniradze
Erpziohe adunca var. regulaiz (ALY, Zhena &G GOL L. | Ensiphaceas
Enpsiphe adunca var, iequlans (A Y Fheng b G 0. L. |Homrdse
Ersiphe betas [Wanhal Welizien Enziphaceas
Erpsiphe betae [Wanhal Welizen Hominidae
Enziche cichoracaarum DT var. cicholaceaum Enzinhzceas
Ergsiphe cichoracaarum DC. var. cichoraceanm Homiridae
Enpsiphe cichotacsarum var. feche |5, Bumes| U Bra.. | Enzphaceas

If you want to have a more detailed look on your data you have to check the Include

accession number checkbox before starting the query. A button

Cloze form and check
datazet in databaze

appear that will take you back to a single dataset in the database.

will

B P

BSkerpecel w

[E S T T

|Iuru.|s e
35 Famiy 3 Ordes
[#] Irchude accession rumbers

Cloves Form srd check
dataant in databcss

1755 di¥farerces found

S

Listl cenificatiorCache Fzmip T G iorMumber | CollechionSoscimer
Mpcosphamellaeaa lungus H-0019344 aMm
Cladcenonum spac Mpcosphamalac. . lung -0 LR ME]
Cysioiscs laresns [Haikn | Sacc. Ervspheceas lungus KM-0M3ETE 3251
Erysiphe sdurcs [wial | Fr.owar sduncs Erysiphaceas Tunguas K-D0404457 135712
Erysipha adanca pwals | Fr. vr, adunca  Hemividaa | lungas DT RETaE:
Enephe adurca vai jagiass (R Zheng 85 00 L. Ervepheceas I K0S (135333
Emgsiphe sdurcs war isgulss (AL 7. Zheng 85,0, 0., Hominidss lungus K-DD4MEE 135333
Emnsiphe bzt [Wanaa) Welzien Emysiphaceaz lungus -0 404 11377
Engapha bataa [Yammal wWalizen Ergsiphacaag lenguz [SRINNETI = 455
Emgsiphe betss Y anha) Welizen Ervsipheceas Tungus K-001406EE 5307
Emsiphe betme WY ania] Welzien Erysiphaceas Tungas k4-D01 407 2985
Eniphe hesas [Hanna) wekzien Ergsiphaceas lungas 0T 0552
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Maintenance - identifications

If you want to add updated taxonomic names for specimen in the database, you can use the
bulk insert function. Choose the project, the taxonomic group and the taxonomic name, for
which the new identification should be added. As shown in the window below, you can enter
additional informations about this identification. By default, the [Only last identification]
option is checked, to prevent you from searching in older identifications. If you uncheck this
opton, the program will search for any identification, irrespective if it is the last or an older
identification.

If you want to check single datasets, check the [Include accession numbers] option. A

Cloze form and check
) datazet in database ) )
new button will appear that will enable you to close the window and turn

to a specimen selected in the table.

To search for Names, click on the [Test] button. The found names will be listed in the table
as shown below. To insert the new identification, click the [Start insert] button.

* DiversityCollection, Database: DiversityCollaction_Test v, 2.5.6.6 Server: 141.04.65.107  Port: 5432 User: BOTSAMMLE 2\nmweiss r: E E|
Syrchionize datshepes | Bulb commarcs and iniets {8 Remave sl stsd events @ Fismavs umislatsd even: ssiss E_
R - add ugdealad Laairg s name
S Oid_Pame Oid UR!  Hes Name Hewa LRI
EEE=] w |k m Anlhiacdadieda mougeoti [Lév | Vasakoy byl snsh inlo/ Tasorblamez:_Fung /2011506
.TEWDHEGEU:\I Aknoclaceda ouageals Adlbiacdackadly mougends [Lés | Vassakoy bl Mad snsh elod T zesorMames:_ Fung Z20TT5E
roa e vocladeda el Ailhiacdackalls mougends [Lese | Vamakoy  hip Al ensb elod/ T aorMames Fung SZ0171000
.:Ik wemfatan Sfvocladela maageoh fullnadadialls mouganls (e | Vamkoy b Al enchoelod/ TasorMames_Fung 2011505
[futhocladicls maugot L R — fulhvaclacdislle mougscli (Lé | Verskoy it snsb. o T ssorHsmes_Fung /2011508
TE’T’::‘ h mocaea ke varel ]2 (R[] ettt el Bl et Va5 ol e Funa 2011505
.'1":|nnaj-c|'|.=|m Ao laciels msuos ot Anhisclsdislls mougecti (L& Varikoy b/ snsk.rlod/ T asorM sres_Fung 72011508
I o leciela mouoeoti Anhiaclydislls mougeoti [Lév. | Vassikov  hisid snsk.rlod/ T asorM ares_Fung @2011508
derliization catsgow etrocl=ciels mouge ot Anhiacladislla mougeoti [Lés | Vessikor  higyid snshorlodTasorM ares Fung @2011508
w Ertnoclaciela mooeati Anttnaciadislla mougeoti (Lé | Vassbar  higedd snsh inlosTasorblares:_Fung 2011508
Diata of ths i Artnnclaciela moloeali At mougeoti [Lé | Vasabay  higld snsh inlodTasoeb ames:_Fung 2011506
_—|—| J— |"'| Suppl: | sftiociaela mougEal Adlhiociackalla mougenls [Lev | Vassakaoy  hip A ensh mlod TasorManmes_Fung G010
Fetarerce Akvocladeda ool Fulhiacdackalls mougends (L | Viasakoy  hip Al el o/ TasorM ames_Fung 2001715008
‘I IT' Sphocladela mougeoll Pulhradadidls mougsols (Lév | Vemakoy bt enck rlo/ TasorMames_Fung /2011508
Resporuiie dreclaciela mageati Authrociadislls mougecli (v Varikey i ensb.nlofTaworM ames_Fung 2011505
Tvulm IEI frhroclsciels mouceoli Anhraclsdislls mougeoli (L. Varakoy  hid'd snskorlof TasorM smes_Fung /2011505
| Ardroclciela mzageati Anhiaclydslls mougeoti (8. Vassikov b snsk.rlod TaworM ares_Fung /2011508
Aedroclaciels mouceoti Anhracladislls mougecti (Lév. | Vassikaoy  higesYid snsk.inlod TaxorM anes FungiZ2011508

Ertroclaciela mougeati Anhncladisl mougech [Lé | Vassbar  higx Y snshinlos TasorM ares_Fung /2011508

[ Only lss: idsrtifostion:

L Induds acoassion numbars

T sl

e

Eaitnzeil
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Maintenance - Accession number duplicates

The database will warn but not prevent you from entering an accession number several times
e.g. via an import. To check for duplicate accession numbers choose Administration ->
Maintenance from the menu. A window as shown below will open. On the tab page Il

Specimen . You can restrict the query to a project. To start the query with a click on the

Check for duplictes button.

|"

Saarch far duplcate
acoession numbens

Project
2I0T Alchencall

-

| Cneckfor dupicates
14 duplicates found

J

Closs form and check
dalasel in detshase

30 DiversityCollection, Databases DiversityCollection_Test v, 30.1.1

| %) Synchronize databases | Ml Specmen | [F] identiicatons | @ Collection events | %) Event serics 553
AccessionNumbar Collection SpecmeniD Project | 58
193679 B0 TAchencl
copy of 108185 153855 BIOTAichencoll
copy of 108185 153507 B0 TAIchencoll
M-0003343 154229 BIOTAichenesll
M-0038380 107846 B0 TAichencall
M-D0Z8380 181051 BIDTAichencall =
M-0033551 108196 B0 TAichencal
W-0034551 14877 BI0TAichencall
M-0039553 108177 B0 TAichencol
M-0039553 108205 BIOTAichencall
M-0039603 108178 B0 TAichencall d
M-0023502 108180 BIOTAichancall
M-0125335 141384 B0 TAIchencoll

-

The form will list all duplicates found as shown above. To switch to a dataset in the database,

select it in the table and click on the

Cloze form and check,
datazet in databaze

button.
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Maintenance - Exsiccatae

To synchronize the abbreviations of the titles of the exsiccatal series that are linked to the
module DiversityExsiccatae choose Administration -> Maintenance... from the menu. A
window as shown below will open. On the tab page Collection <-> Exsiccatae select the

project for which the titles should be synchronized. The title is stored in the field

ExsiccataAbbreviation in the table CollectionSpecimen. Select the project that should be

synchronized. Then start the query with a click on the

* DiversityCollection, Database: DiversityCollection_Test v, 2.5.1.6 Server: 141.04.65.107  Port: 5432
Syrchronee datsbmses

Spnchioneee tha cachad data in depandent dalabace: walh the oiging sowca

Check for differences

Collection <-» Tawonblames | Famlp and cider. Collection <> Ewsiceabe | Colaction <> Gaeslleer | Collaclion <> Relesnces

User: TestCditor

Ibutton.

- B

Panject: Erafbbresiation in Divesingf wicoatae
BSiamezcall |

Ananpmous, Soc. Fech 1352

Bondartzey, FungiExs. UASS
[#] Irclude accession numbers Brrigs & Cavara, Fung Parss Piants Calt, URiEss
[ R A — Brios & Cavara, Furd. Paizs Planbe Coll LN Ess,
delszel n delabare Bnom & Cavars, Fung. Peiss Pranbs ol Uil Ezs.
Briczi & Careara, Fung Pazs Prante Calt Ui Ess
[m Birins & Carvara. Fung. Paras Planba Colt. LliEss.
529 dllererices bourd Bnos & Cawara, Fung. Paiss Pearba Coll. U Ess.
Bnon & Cawara, Fung. Peiss Prarks Calt Ui Exs.

Stat vpdate Briesi & Cavaa, Fung Patas Piarte Calt LliEss

Brios & Cavara. Fund. Paiss: Phanba Colt UiliEss

Exsizoatsdbbravistion in DiversiyCallaclion
Anorgmioue. Soo Boch

Snorgmous, Soc Hoch,

Bordartsew, Fungi Exx. URSS [1-700]

Eoricasi & Cavara, Fung. Faras, Fiante Cok UGT Ess
Evicesi & Cavaia, Fung, Paras, Fiante Cok R Es
Eiosi & Cavers, Fung. Faras, Fiante Col Ubh £z
Enisi & Cavara, Fung Faras. Fiamte Cok UG Esz
Brvicesi : Cavara. Fung, Paras. Fiante Cok UGE Bz
Binesi & Cavaia, Fung Paras. Pianle Col UbE Esx
Buiosi & Cavars, Fung Paras. Piante Cok Uk Esx
Biiogi & Cavara, Fung Paras. Piante Cok LG Esz
Ervicezi f: Cawvana. Funo, Faras, Fiante Cok R Bz

Accezsinblumber O
D01 &6 1:

M-O0TE427 i
M-0019330 9
M0 507 q
M-001 7232 |
M-0071E330 LN
M-001E945 1
0013573 3
001 =50 5
M-0015150 5
M -001E5L4 A

0071 4204 fHis

The form will list all differences found. To update the database click on the

Start update

|button. If you want to have a more detailed look at your data you have

to check the "Include accession number" checkbox before starting the query. A button

Cloze form and check
datazet in databaze

will appear that will take you back to a single dataset in the database.
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Maintenance - Agents

To synchronize the names of collectors, determiators etc. that are linked to the module
DiversityAgents choose Administration -> Maintenance from the menu. A window as shown
below will open. On the tab page Collection <-> Agents select the project for which the
agents should be synchronized. There are 9 tables which may contain links to
DiversityAgents: Collection, CollectionAgent, CollectionEventLocalisation,
CollectionEventProperty, CollectionSpecimen, CollectionSpecimenProcessing, Identification,
IdentificationUnitAnalysis and Transaction. Choose one of these tables for the

synchronization. Then start the query with a click on the Check for difierences Ibutton. The

type name is written is defined by the default display type in the module DiversityAgents - for
more informations please see the documentation of DiversityAgents.

%1 Syrchrorize detebases | M Specmen | (£ demfinncns | @ Colection everes | (5 Evere senes |

Symchrongs the cached dala in dependen] dalsbesss with 1he onginal soucs
=" 2= TamorNames | Famiy and order | B Colacton «» Agerts | Collection <= Bxm Il Collaction < G |@r- TR —
Symichronize agenl names based on the link via an UAl | Synchronize agenl names missing & conmeclion

::p;ml . mﬂmaﬂmhm tama of the colectorin Accessonbmiber ol PRM—
% Hu O M Hu. Chi Ming M-D013627 13041
Tabia Tahbnchmer, ] B Fahbeuckrwr, Jeharn Baptin WAD018963 5611
CollecsonAgant s Tahbuckrer, 1 8. Fmeemarn, Joharn Baptist WO0135T0 BA50
Wieger, F. N, Meger, F. M-001 35T G350

|| Inchuds szossman numbams

Cloaa fom and check
dmaset in drabas

4 dfferences found

E—rr—

The form will list all differences found. To update the database click on the

start update button. If you want to have a more detailed look on one of the datasets
in the list data you have to check the "Include accession number" checkbox before starting

Cloze form and check

datazet in databaze ) . .
the query. A button will appear that will take you back to a single

dataset in the database.

Search for possible links

You can either update the cached names for entries that are linked to DiversityAgents as
described above or you can search for possible links based on the names as shown below. In
addition to the options described above you can choose the display type for the query to find
any possible match as names may be written like "Hertel, H.", "H. Hertel" etc.
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%1 Syrchrrize daabases [ Wi Spec

[Z] verifications: Cobinction avends | MY Evant e

‘Symchronze the cached dets in dependent datzbases with S ongral soums

| Cobisction c-» Taveniiames | Faméy and order | & Collection <= Agents | Collecson ¢-» Bescoatse | @ Collection <3 Gazetiear | B[]l Calection <> afanences

Synchmnize agent reames based on the lnk via an URI Synchmnice agent names missng a connscion |

Project: BgmmiMemes n Dvesnssyfgems

BSMenyaccl - B A

Table

[T — - Bran, Ul Braun, U
Buridra, | A Bunkina, | A

S Feige, G B Frige, G 8

Itedfiane, Giemblame. 0.9, Hesl, = Fotzie, O Fatzk. 0
Hertel, H Hesed, H
Kainz, C Hairz, C.
Lipen, W. [——

I Include accessan rumber Magnes, M Magnes, M.
Piplec, WL Pispek:, M.
[ Srhneder

Check for idsrrincdl names. Crimnler, B Seholer M

IO matches S ) Schuber, K Schubart K.

| Satupdae F— [ra——
e in PR
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Maintenance - References

To synchronize the titles of the references that are linked to the module DiversityReferences
choose Administration -> Maintenance from the menu. A window as shown below will open.
On the tab page Collection <-> References select the project for which the reference titles
should be synchronized. There are 3 tables which may contain links to DiversityReferences:
CollectionEvent, CollectionSpecimen and Identification. Choose one of these tables for the

Check far differences

synchronization. Then start the query with a click on the Ibutton.

* DiversityCollection, Database: DiversityCollection_Test w. 2.5.1.7 Server: 141, 04.65.107  Port: 5432  User: BOTSAMMLZZ, .. |_. _rl:l_ri
Gynchronee detshases |

Spmchioneie tha cachad data in depandent databaces wath the oiging souce
 Collession £+ TaganHames: | Famip and oder | Collaction < Ensiccataa | Colaction <3 Gaaalle:ar: Callection «-+ Relenences |

Pumject ReTescriation Cachein S i e e CollectioriGpecmer Gccessioniumbsr Rl
|F‘luld:nlmcﬂi£dl » |

3 Aldricty 1966 A& shudy of the ulrastuztuoral | Aldich T3EE & 2tudy of the ulrasing,. 121363 M DOEAEE3 Fitp /.
Takle

[ gertlication

[#] Ircdudie accession numbers

Check fon diffeiencas

1 difterenczs found

The form will list all differences found. To update the database click on the

Start update button. If you want to have a more detailed look on one of the datasets

in the list data you have to check the "Include accession number" checkbox before starting

Cloze formn and check,

datazet in databaze ) . .
the query. A button will appear that will take you back to a single
dataset in the database.
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Maintenance - collection event series

To delete collection event series with no relation to collection events or other event series,

choose the tab page @Event series. Click the List unrelated event series button to list
these series and the Delete unrelated event series button to delete them.

-

e DiversityCallection v 30 =
:j Gynchmnes delsbases | Ml Specizen | % Idenifications | . Colection everts '&\ Ewerit euiloe Hl
List SenesiD SenesPanmiD Descrption SenesCode  Holes Geograpity  DoteStyt DmeEnd CteCache -
e
— 3 TSRO0 Grischerdand 1950 fud
-ra2 Newe Evenl Senss Nul
-T31 -T933 Mewe EventSenss Nul
T340 New EventSenss Iul
3] everi 73T Iewr EventSeres Il
penra e 7336 et Evert Seras had
celechan 735 Pt Event Serias P
EYEnts of
other senss -Fa8 [ CverlSenss [l
-Taz -1315 Nevs EventSenes Tl
-T318 New EventSenss Il
7313 Republic Soush A Il
R 710 Mew EvantSaries b i
) - — o = .n . .
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Maintenance - Collection event

Collection events - unrelated events

Provided you have the proper rights, you can remove unlinked datasets in the tables
CollectionEvent and CollectionEventSeries. To delete events that are not linked to any data in
the database, use the tab page @ cCollection events - 7 Remove unrelated events. These
unrelated datasets may e.g. be derived from specimens that were transferred to another
collection event. Click on the [List unrelated events] button to list all events that are not
related to a specimen. The found collection events will be listed in the upper part of the form.
The lower parts show the localisations and the event properties related to these collection
events. These must be deleted first before you can delete the events related to these
datasets. Otherwise only the events with no relations to localisations or properties will be
deleted.

3= DiversityCollection  v. 30.1.1 —
% Synchronice detebases | M Specimen | [ icentiications | @ Colection averts | %) Event series =
Femave urrsieled svenls | Sa plsos and coumry | Add coordinates
L=t ColiectionEvertID  Version Senaell ColactoraEvanthlur  CollactionDate ColactionDay CobactionMonth Colect ~
|
evale F
121&51 4 B1,1959 1 a 1995
E‘é‘fj__ﬁ:" 126174 3 R/201980 20 8 1980
everts with 148123 1 463 28_40 11/ 247002 24 1 2002
e redalion o -
Epasamad 57733
157491
Daleta E—
urvelated TR0 -
ey . T
18350 - — . - -
N — ColiectionEvertlD  LocalisationSyatam  Location Lisceattion2 LecatonAcoumacy  LocationNoles DetamminglionDabe  Cletarn =
Delete 121851 4 BD
Lrebsed SR - P [P i
q ¥
I-.!I-::T:ﬁ wih CollechionEvertll  PropestylD Dby Toeet Property IR PropestyHemchyl  Property'Value Resporableblame  Fespo
ol redalion 1o [ 3 m bl Bale-Maumborge . Fifo Aadsnsbinl .. HaleMaumbuge
Dialeba 123174 ] Dubenisr Hesde hito:fdsnsbinf...  Dubensr Heide .
urvaialed - = .

Country, Place and Altitude via GeoNames

If your datasets contain WGS84 Coordinates, you can use the webservice www.geonames.org
to insert or update the country, the place or the altitude or your collection sites. Choose the

tab ﬂSet place and country, the project you want to update and an optional upper limit of
the datasets (recommended for slow connection lines). Click the Query GeoNames button to
start the query. According to the selected option (only if missing / when different / for all
entries) the retrieved data will be marked with colors as shown in the images below.

Whit
e

the dataset will be inserted or changed

B8 an error occured
According to the selected option this dataset will not be inserted or changed

Lello the dataset has been deselected an will not be inserted or changed

(nEree The dateset has been inserted or changed
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http://www.geonames.org

3t DiversityCollection, Database: DiversityCollection_Test v.3.01.1 o]
| % Synchrorize databases | Ml Specimen | [=] Idertifications | @ Collecton events | &) Event series | )
|}< Hﬁmeuwliadwm| %4 Set place and country | it M:Icwdrﬂa|

 your data contain WG5E4 coordinates, with the wabservice wew geonames org you can amend or replenish your geographical o
data with nformations about the courtry, geographical places and the alttude P

_ . . _ D/ avvewe o/ T
Project: 2APMmammaliacoll ~ [3F] Maximal number of resuls: 10 R T
Country | Placa I.ﬂi‘ul:‘ﬂl

~ only Fmissng @ when diferent () for all enines

0K CobectionEvent Cumert courtry xuﬂntw Emor

/15985 - OberschisiBheim Gemany

Set countries | 34 Close window and check dataset |

In the frist column, you can deselect a dataset for the update. To inspect a single dataset
from the list, selec it an click on the #Close window and check dataset button. To update
the dataset, click on the Set coutries button.

As for the coutries, the places will be listed as shown below.

3 DiverstyCollection, Database: DiverstyCollection_Test v, 3011 [ [ [
| 4§ Smehorizn detabases | I Specimen | ] idenifications @ Cobection everta | (B) Evpn sarios =
¥ Removs rrclicd cverea | %4 e place avd coury | H #dd coomdriates |
F your data comtain WG5S 34 coordnates, with the websarnce www georames omg you can amend or replenesh your geograshical dete with imomabiors sbout the country. geograshical o
planes and the albuce Peadhe
Project:  ESMachnitier * 4| Memeral number of resus: 1] ‘@I ED /v Qeg i
Courtry | Pace  Mitude
T oonty ¥ missng @ when dfleenl D for ol enliies
DK ColsctonEvert Curent placs Hew place Citance Cirectian Bocuraoy [rimies Ermor -
[ RSN - Bseory, Rapsordan Swilae Mudaratha Ralhewalda, Saerry awany B 2Em SE BES M m SOuCE we
¥ 81150002 - Limon Provines, Seeade | |km 74 ol Fanam ampaime, Coata RKica T3 89 m TEE 49 m
E
F | asnn? Sawnrwy, Saordan Switan. . | Sadt Waklon Hawalde, Samny, Gemany L8507 m Sk ABE 0T m Source: ws
[ F | #rasnn? Sarenrny, Samonian Switan. . | Sadt Wehlen Howaide, Samoy, Gemany 409542 m E --'-:-"Enﬂilm .Snm W [
[T 1529003 Prtamecs Prince Cor |Serasimon | S, Pnlamecs, Costa Rea 91222m NE [mzmm  [sowce wa |
| T 147242003 Priamns Powince Cor | Serastaon | Paws, Puntamras Costa s 213212m 8 [113213m  [Souce ws |
| F 15242002  Priameas Prowince Cor | Serastafion | Srena, Puplaeeas, Coa Fiea 91222m HE MEMm | Sowce ws | .
0 m L}
et paces M Close window and check: demmsst

To insert or update the selected datesets, click the Insert places button.
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31 Lollecte Jatabase: U —13 Lollecths ~ . 3
%) Synchronize detaneses | Wil Specmen | [ identfcanions | @ Colecton everts | () Eyent series | &5
[ 7 Remove unrsieted events | 4 5o place and courtry | fi Add coordinetes
i your data contain WES524 coordinales, with the wabsarsice weww geonames org you can amand or replenish your geographical data with informations aboul the
counry, geographical places and the attude '-{;.l:_;.l:!,l:'?-l'\::.
Project:  BSMichfungcal » ] Maomal number of resuis 0 Uuery Geallames b enierenci E\.:‘?:}.};
| Courtry | Place | Aeuce
O oriyfmizmng @ when dffersnt (D) for dll enines
OK  CaolectionEvert Cumeri aftibude New alfiude Accuracy  Nobes 1=
I | [ B111585 - Sosin, bslas Canaries, Ten. . 232 Source: ws geonemes.ong (Shuttle Radar Tapogrep
7] | 2041042003 - B¢ Region, ciy of Temuc._ | 310 fmhi) 2 [ | Sounce: we geenames.org (Shuttle Rader Tapograp
3 7] | #7/2/2002 - England, Ashdown Forest, . | 50.960741282614 - 314, | 370 Sourca: we.geonamea.on (Shuttle Radar Tapogrep
| | /52005 Minchen, Unteshachng | 517- 156 517 | Saurce: ws geonames org (Shutle Rader Tapogrp
12737 HS - Thile, X Ragion, prowines . | 203 F. X ] | -';F:h_r\ce ws geonemes org [Shuttle Fadar Tapogrep &
15501975 - NW-5Splebergen: Smsleed .. | 485 489 Sounce. vws geon ames. o [Shullls Rader Tapegrap
W] | 87777008 - Botanischer Garden Minchen | 502.526115581565 - 512 | 518 Sourca: we geonames.on (Shuttle Radar Topogrep
| | 201072003 - ¥ Fegion, ciy of Temuc | | _ .
& | 10/12/2008 - Regensburg, Universizts... | - 350 I3 Source: ws geonames org [Shutle Radar Tapograp
| &) | 24272000 - Expaen, Comurnt Wilan_ | [ 51 Eoure: we gacnames org (Shuitls Rader Tapogrn
1 m ¥
Irser aiteuces |#8 cse window and check dateset
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The image above shows the data for the altitude. After the update, all updated datasets will
be marked with a green color (see below).r localisations or properties will be deleted.

sratyCollechon, Databaze DwerstyCollecba o 3011 | o
) Synchronize detansses | Bl Specmen | 5 identfcations| @ Colecton sverls | ) Event aenes | )
| ¥ Remave unreialed everts | %4 St pinos and country | i Add conrdinates

H your dala contain WE5234 coordinates. with the wabeerdcs www paonames org you can amand or repknish your peagraphical data with infamatione aboul the
courrry, geogaphical places and the sttuds
. hifp -/ Aamw peonames o
Projct:  BSMichfungcol » ] Mmomal number of resiis 10 Guery Geallames
Country | Piace | Atkude
) oy fmimng @ when dfferet () for all evines
0K CalectionEvert Cumerl aftibudes New ahitude Accuracy  Nobss =
B 11/1985 - Spimn, leiae Canarine, Ten._ | 222 par, | Surce: we gecnames org (Shuttle Rader Tapogrep
T | 204102003 - X Region, city of Temue.. | 310/ (mMN) il Sourca. we.geonames.ong (Shuitle Rader Topogrep
| | 277272002 - England, Ashdown Forest, . (50.9607412826%4 - 1.4, | 370 Sourca: we geonames.ong (Shuttle Radar Topogrep
7| | /52009 - Minchen, Unishachng 517 517 | ' Saurcs: w3 geonames o (Shutic Fadar Tapogrp
¥ 1237HNS - Thile, X Region, prowinoes . | 203 23 Sounce: ws.geocnemes.ong [Shuttle Rader Tapogrep B
155771973 - NW-5Spilchergen: Smalerd .. 485 483 Sounce. ws geon emes.om (Shullle Fader Topograp
/| | 8/7/2008 - Botaniecher Ganen Minchen 516 518 | Sourca: we geonames.org (Shuttle Radar Tapograp
204102003 - ¥ Aegion, cfy of Temuc
10412/2009 - Regensburg, Uneerstats.., | 383 3E3 Saurce: ws gecnames.org (Shuttle Rader Tapogrep
247372000 - Espafing, Comuriat Velen... 510 510 Sourcs. we.geonemes.ong (Shuttle Rader Tapogrep -
‘| m "
Inse ateudss | ¥ Ccae window and check datasct
[F
Coordinates

If your data contain coordinates you can add additional coordinates in a different system for
those dataset, where entries of the additional coordinate system are missing. E.g. you can
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add WGS84 coordinates on the basis of Gauss Krueger coordinates. In the mAdd coordinates
tab choose the project you want to update and an optional upper limit of the datasets. Then
select the source coordinates and the coordinate system these should be converted into.
Click on the Start conversion button to start the conversion. Where a conversion is not
possible, the fields for the target system will be empty as shown below. Click the Insert
coordinates button to insert the new coordinates into you datasets.

3¢ DiversityCollection, Database: DiverstyCollection_Test v, 3011

Project: BSMeryscoll » 5] Mapdmal number of resutts:

j.j Synchronize datsbasss | M Specimen | E angl @ Collection events | Y Evert senies

=8 SO8 ==
&

J 7 Remove unrdlated events | %4 Set place and country B Add coordnates
Add missing coordinates &= calculated form edsting coordinates of & diferent type:
W0 | Convet WGSE4

w tp (Gausskniger

* Slntmmnim]

WE584 Latbude WGESE4 Longitude

3 43.083400726318359 1413301 7IEN 64

43.43527001953125 10.2716155382055564
45, TE341674B0ME8TS ZIE165714283916

43.4053573p0835044 117404527654 18457
43.189140315824213 11.478050:231533554
.43.1535&112‘1?553591 - 11.5005357 73663036
48163641 247558554 115005357 TI6E3086
43.16384 1247558594 - 11.5005357 73663036
9.5993070602417 -1. THEBEDAETINEE15
10.20165634 1552734 - -2 46754646301 26553
48157733917 236328 11.525714584 350586

a | 1

Gauezskniger H
5127617 4516815
5368273.07319164

5363091.14767296
5339147 55270485
5336323 76700331
5336323767003
5336323. 76700331

5335630 59262268

Gaussknger R
| 5435564 31664876
4372226.685T643

.MEDB-E'EI.SE 146158
4467298 50660228
-1452552.3645514»1
4402552 16460444
-MEEBH.HEMH

_445‘-5113 AT2IH35

»

| Inset coordintes |

—
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Maintenance - Gazetteer

To synchronize the entries derived from the module DiversityGazetteer choose

Administration -> Maintenance from the menu. A window as shown below will open. On the
tab page Collection <-> Gazetteer select the project for which the entries should be
synchronized. There are 3 targets for the synchronization: Place name in the field Locationl in
table CollectionEventlLocalisation, Country stored in the field CountryCache in the table

CollectionEvent and the Coordinates stored in the fields AveragelatitudeCache and

AveragelongitudeCache in the table CollectionEventlLocalisation. Select one of there targets

for the synchronization. To start the query, click on the

* DiversityCollection, Database: DiversityCallection_Test v. 2.5.1.7 Server: 141.84.65.107 Port: 5432 User: BOTSAMMLZZ:... [= BB

Syrchronee datshases

Projact

.l"ll.'ll.i.ie?d.flllc‘_'l.ﬂ w
Chiocae the pant th should be checked
Placa nama -

[ Irscducke aeession numbers:

Check. for differenoss

216 diferamices; lownd

Skl wpdais

Schiores tha cackad data in dapendent dalabase: wilh ha ongnal soucs

Check far differences

Uil besctioon < | asonBames | Famnlp and sides | Collschon << Exaccales Colechion <) Gazelleer | Callachon <> Relensnces

button.

Flace name in Diversips azetes Flace name in DivershCollecsion

Almsmn, Sawana, Liguia, [kl

Alazzmn. Savona. Liguia, el

aliahd & dei Larse, Harmavei, Eeimani
Algaver Mpen, Schwsben, GEmany
Algaver Apen, Schuaben, Ermany
Algaer dlpen. Scnmanan, Geimany
Elgaver Mpen, Scheabsn, Geimany
Algaver Apen, Schemben, Gemany

FAlezs i Alecs Sobhuishan Ramaann

Almzsio, Savons, Liguma, [bsls

Alagsin, Savona. Liowa kala

flleld arde Lera, Hannowser, Mig der...
Allgsuer &lp=n, Schwsben, spem, 0.

Allgauerslpen, Schwaben, Bapem. D

Allgauen Alpan, Schwaben. Sapem, D
Allgsuer Alp=n, Schassben, Sapem, ..

Allgauer &lpzn, Schwaben, Bapem, D

Allzoar flan Cebausbes Do T

Accesioetlumber  Latihude
M-002E455
M-O02EET
M-O0ZE1 63
M-O0ZE409
M-002E3ET
M-007EE40
M-O0Z86E0
M-00:2ER33

M-00ZERT
BN TS

The form will list all differences found. To update the database click on the

Start update

Claze form and check.
datazet in databaze

To check for countries that do not match entries in DiversityGazetteer choose Country from

the list as shown below.

|button. If you want to have a more detailed look on your data, you have
to check the Include accession number checkbox before starting the query. A button

will appear that will take you back to a single dataset in the database.

Page 220



Optional Project

Optional inclusion of the
accession number to
check single datasets

The new entry Tor
the country

Optional Mote about
the original content

- DiversityCollection, Database: DiversityCollection_Test wv. 2.5.3.9 ... E”'E”zl
Symctronize databas=s | Remove unrslated avents | Remove uniedabed event sanes |

Synchronze the cached data n dependent databazes vath the onginal zouce

| Callection < Tasoriames | Family snd order | Collection <> Exsiceatse | Coechon < Giazetleer | 4 b

Progect: Countiy in DiverstyColection fAinzahl A
| v (The World 103
Choosze the part the should be Arfarctica 1
|I:|:|u't|_|..- 3 | L4 Agentina
B H i 2
[] Inelude sccession rumbers enETiErEegavng
Guapana 1
[ Check. lor diferences ] — 1
Chanige the sebected county lo; FAZAKHSTAN [ASIATIC PART) 106
|ﬂ:ganlima » | FAZAKHSTAN EURDPEAM BART) 1A
Add anginal to notes: Maldawiz i
|1t Countiy: Aigeritin | Montenegio !
23 ditterences found Mubis 1
[ | Republic of South Afnca 3584
| 1|
St upoehs RUSSLA (ASIAN PART) 10
RUSSLA [EURDPEAN PART) 2383 b

Onginal content that
does not match any
entry in the country list
of DiversityGazettear

The number of the
occurences of an
entry

The image above summarizes the options for an update of the country. You can restrict your
query to one of the projects you have access to. If you want to check single datasets, check
the include accession numbers option before you start the query. To keep the old entry in
the Notes field check the Add original to notes option.
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Maintenance - Insert missing organisms in
specimen parts

To print a label for your samples you have to specify, which of the organisms in the specimen
should be shown on the label. If for any reason, the organisms where not included into the
parts as shown in the image below, you can do this for all datasets for a selected project.

=l M-0013570
EIGI Arthrocladiella mougeotii

e r Arthrocladiella mougeotii (Lév.) Vassilkow

Select the print tab, the project and click on the [Check for missing units in parts] button.
The missing entries will be listed as shown below. To insert them click on the corresponding

button.

| %] Synchronize databases | (€) Event seres | @ Colection events | Ml Specimen | [ identéications | & Pt =
crgS:r?m'Chnsf: ;n::ilr:r?en x;sb:_iun Last identification Storage location zﬂ:;;:; -

parts 2 M-0102302 bryophyte bryophyte dried specimen

Project: M-010230:2 Fagus syivatica L. bryoptyte dried specimen
BockCol M M-0102185 Trentepohiia Roth Trentepohiia Roth dried specimen =

| Check for missing units | M-0102300 beyophyte bryaphyte died specimen

M-0102300 Frandrus ecccedsior L bryophyte dried specimen

Insart missing units in M-0102250 fungus fungus dried specimen
pats * B
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Import and export

There are several import and export mechanisms:

Import of specimen scans: Import image data where the accession number is a part of the
file name can be imported together with default informations to the whole batch.

Import, export and reimport of tab-separated lists: Import data from foreign sources,
export data and reimport after external editing.

Export from Grid-Mode using the export function.

Export of XML data according to the ABCD schema 2.06.

Generation of labels.

Generation of inventary lists.

Synchronisation with mobile devices

]
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Import specimen scans

With this import routine, you can import new datasets along with new images into the
database. To achieve this the image files should be named corresponding to the accession
numbers of the datasets that should be imported (e.g. M-003145 in the example below) and
an optional trailing identifier (e.g. _20070711_122541 in the example below). The image below
shows an overview of the whole import process.

Extracting
accession rumber
Collection P M-003145 M-O02145 20070711 122041 df
- L
Material combining
irmage path ___J
CrriginalScans

To import images like scanned labels from specimens choose Data - Import - Specimen
scans... from the menu. A window for the import of images will be opened (see below).

Import scans of specimen

It ol mags = of specimer. The A= nemes shoald comespand W de socession manbe of the specimen, =g, M-00174400 gg
Inage souce
Cad=ct ihm images el should == S
beinportedion he datshase (9] O ol ananelimeges | HiNGchimlerd et |
Irupacal oo andd sscuniy chas
Overvios eriding Flsce mapss:in _— chezk tha Al Sepaaim o Chacks lor e l_
O gL = subfolde of largic i o of the imeges [ sccession raambes lT arces=on ki [=] chech i H [+ chach lengt | d |
OF. fuce. b Sours il Path in dalaege Emai App
3 H-003x 37 W03 37 _200707 301 70350 g W fpiciures. snsh nio B S M sehisfool wsbe M- DOC0F MO0 321 37_20. O
|| W-Dm17T45 WO TTAS_S0070604_1 30620 1pa M fpmhares snch o B S M oo tyafzn L vashy 000 24 W00 1 T745_210 O
O3S H OO T AL 13094 g Al et spsh RS M st Lesb i 08 D319 A O
[=] «-003x20 0033 30_A0070EDL 123852 pg st dpietores srshont B S M sehisfoaLtwsbabd D020 W00 337 2020, O
Y003 21 W03 2 _20070G04_1 31042 jpg g fpiciures. snsh nio DS M schisfoa L wsbe b DOC0F H-00 300 21_20. O
| w-Do3HI22 w0033 22_A0070604_131400 jpa M/ Fpmhures. srch nian B M eohisfoo L esbyM - D0ES 00337 22_210 O
MANETZE RN AR TR g Al et spsh iR EM s lesb - DEE A 03 23 O
[=] -0033 e 033 2d 0070730172436 pg ttp:d fpiciures. srshonfoB SM sehisfoobfesbebd - D00 H 00337 24 20 [
H-003x 25 W03 25_20070730 17502 ipa W fpiciures. snshnio DS M schisfoel sk b D00 H-00220 25_20.. O
[=] w0033 26 w0033 26_200707 3017200 4 g Hp:f piciures. anch mioeB S M cohisfoo L esby M D0EES W-O0 337 26_210. O
NIk RN R ISR M I R Al At st ndRE M b LW N W03 30 O
[=] w-00%x 38 003 38 AI0A0FA0 12704 pg wHpd fpetares srshontuB S M sehisfeo bbb DS/ MO0 33 28 20 [
H-003x 29 W-0033 20_20070730_1 71340 jpa g fpictores.snsh nisd DS M sehisfoel sk M- DOC0F H-00231 29_20.. O
[=] W-D03H 30 W33 30_200707 30171420 ipa g ‘pmiares. ansh mineB S M oo isfoo besby M- D0EES W-O0331 30_210. [ =
Catzbars ) .
Fararvestes for the ] .
impait in the database Lwah: wacs || [ Cobection dae | —|—[“'| Supl:
§ i [ Emression dabe: ™| Suppl:
Tes Innparn I - I_ —l | | B == L |
Collecdore | M-Furgi W | fdateniad _!N'Ei'fﬂﬂ ¥ Pumee  BSMschisfcal £ Image ype | lnDel |
Apoerd image: i ElPri _"I [ teeeby: |w | Tasnn gour [hngus ~
O memmnnts  coas 3] &) vamtn fnieins |
E Impen | e imegs rot vl bhe oniginel paih 25 cpeciisd sbos bt as UIAL B:&dJHLII'ﬂn:fu’pi:mwsh.nlw'BSMmanmM’ ] n
Logfis for vspait |

The fields marked with red are mandatory.

Image source
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To select the images you want to import in the database click on the ‘2 button. A dialog will
open, where you can select the images that you want to import into your database.

Suchen in: Iﬁ OriginalScans j o ch': _

B M-00314571 . 4F
B M-o031458
B M31451 .t

D ateiname: I"M-EIEIE'I 4572 LF 0037 3658k R -003 4Ej Offren I
D ateityp: I j Abbrechen |
P

Select the files and close the window to enter the selection of the images in the list in the
form.

Import options and security checks

If you want to replace datasets for images already in the database, check the Overwrite
existing images checkbox. If the images are located in a subfolder, that is named according
to the first characters of the accession number, check the Place images in subfolder of
length checkbox and specify the length of the name of the folder. If you want to check the
URIs of the images check the corresponding checkbox. The datasets will then only be
imported if the images are available on the web. If the filename next to the accession number
contains a trailing identifier, this must be separated by a unique character. Check the
corresponding box and enter the separating character. If you want to check whether the
accession numbers are correct you can check the start and the length of the accession
number by checking the appropriate checkboxes.

Image list

The list shows the image files selected for the import. To test if all files satisfy the specified
checks, click on the Test import button. If the file name passed all checks, the OK field for
the image will be checked after the test. Otherwise an explanation for not passing the checks
will be shown in the Error column.

The second column of the list shows the accession number extracted from the file name, the
second column the file name of the original image file and the path written in the database.
These paths may differ from the original if you select the option for setting a different
BaseURL. If a dataset for an image already exists in the database and you selected the
Append images option, the checkbox Append at the right end of the table will be checked.

Database

You can set several mandatory and optional values that will be written in the database for all
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imported data. The fields marked with red are mandatory. These are the collection in which
the specimens are located, the material categories of the specimens, the project, the content
type of the scans (e.g. label) and the taxonomic group of the main organismin the specimens.
If you want to refer to a web source for the labels instead of a local file you must give the
base URL as well. Optional fields are a place according to the DiversityGazetteer and the date
of the gathering event, the collector, the accession date, an identification, an exsiccatal
series and the type of the label. For explanation of the buttons see module related entries .

To test the import and whether the images are present in the database click on the

—lTESt meet | button. If everything is fine click on the — =% |j tton to start the
import.

Logdfile: To log the list of imported images and any errors during the import, check the Create
log file checkbox. This will create a log file with your name, the date and time of the import in
the directory where the image files are located.

The program will check, whether an accession number is already present in the database. It
will only import the data, if the option Append images if accession number is present is
checked. Otherwise these data will not be imported.

If the images will be provided by a webserver, check the appropriate checkbox and specify
the folder or click on the Q button of search for the website.

In tIn the overview below the mandatory fields are marked with red, the optional fields with
yellow.
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Import tab-separated lists

With this import routine, you can import data as tab-separated lists into the database.
Choose Data -> Import -> Import list... from the menu to open the window for the import.
In the window click on the ‘Zibutton to select the file with the data you want to import. Use
the proper [encoding] to ensure that all special characters will be transferred correctly. If

you change the encoding after opening the file, click on the button to reload the file with
the new encoding.

The content of the file will be shown in the upper part of the [Column mapping] tab page.
Use the [Data start in line] to set the area for the import. Preceeding lines will be ignored
and depicted with a | gray background as shown below. Every column in your file must be
either ignored of mapped to a column in the database. The lower part of the mapping section
shows your mapping, while the upper part contains the first lines of your file. You can either
use a prepared column mapping or create a new one. To import a previous column mapping,
click on the ‘= button and choose one of the XML-files.

Column mapping

For a column that should not be imported, choose the [ElSfdcolor from the group as shown for
the second column in the image below. These columns will be ignored for the analysis and the
import. For all other columns choose the [Table] and the [Column] your data correspond to.
If you want to import two different datasets in the same table, you have to change the
[Alias for table] to a unique value for this dataset.

If some columns should be transferred into one field, you have to choose a group for these
column as shown below for columns 3to 5, 6 to 9, ... . To do this, just choose a color from
the group combobox other than white or black. To save the current mapping, click on the (=]
button.
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To analyse the data in the file click on the [Analyse] button. During the analysis the program
may ask you to give additional information, like the taxonomic groups of the imported
organisms. In the upper part of the window you can add informations that should be imported
together with your data from the file. The available options depend on the structure of your
data.

The image below shows the tab page where you can define the relations between two
organisms. This might be necessary if e.g. your data contain informations of parasites and
hosts. The data tables that are related to an identification are listed with their aliases in the
lists for the identification tables. Use the ¥ and 4 buttons to move them between the lists.
Use the w buttons to change the sequence within a list. With the [Host] option © Host @
you define the host and the [Main] option defines which organism will be chosen as the first
to be printed e.g. on a label.

Callection evenl and gathenrg nfamabions 1 Specimen ad elaed rioimshios Chigarisrve and redabed infomations |
[ Datagsts corlain 7 oigansnn . Tabke IderhiicaionLini_] oo | Identiicstioilnl_2
Tawon, ginug |deriificannn tables |een tilication hables Tasor, gIoup
w||TS Cea W
1 ()
[
[wr] 3 Host {31 [w]

[ Hest-parasios of conespending relstion betveeen cigansms s2sp. wnils: b
[F T mama is dorage bealion,  Man mgavism (& Main {0

By default one collection event will be created for each dataset.
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(%) Separate colection events

- Collection event

Ml Collection specimen
& Collection event

Ml Collection specimen

If the events should be joined following the entries in the file, you can choose the second
option as shown below. The import will create a new event if there is any change in the data
related to the collection event, like the description of the locality, the altitude, the
coordinates etc.

(%) Group collection events

- & Collection event
[l Callection specimen
Ml Callection specimen

If all the dataset are belonging to one event series, e.g. to one expedition, you can choose
the option as shown below and enter the code and description of the event series in the
corresponding fields.

All collection events belong to an event series, e.g. an expedition
Code Dezcription Motes
Elbels Elbzandzteingebirge, 25.9. - 4.10.2006

If you want to use an existing event series, click on the @button and select a series from the
form. The code and description of the selected series will be shown as in the image below.

All collection events belong to an event series, e.g. an expedition

Code Dezcrption Motes

After your data where successfully analysed, the window will show you the result as shown in
the image below. During the analysis, the program will add missing tables and columns
necessary for the import. The first dataset will be shown in the form. If you want to check
more datasets, set the number of the last position you want to check and click on the
[Analyse] button. The data are arranged according to the tables in the database in which
they will be imported. The underlined fields belong the the primary keys of the respective
tables and are red if missing. These missing values will be generated during the import. If a
dataset contains no values and will therefore not be imported into the database, the colums
will be shown in blue. To import these entries in any case, choose the [import empty
values] option. To browse through the datasets in the preview use the 14 4 2 ¥ ki
buttons.
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- & Collectiondgent A
= 111
Calectysiumber: K001
Calectslarms K, Gid
CalechonSpecm=nl D
= @ CollectionEvent
= 1]
LocaitpDieseriptiors Geamany. Bavaria. Regenngsbezik Oberhiaricen. Obehaid direction Appendor. natural park Haasbierge. area Steineme: Knzuz Hanazerholz,
Calectorliate, 20,003 2005
CalectionEvert D
= Hi CollectionE ventLocalzation [Altitude]
= 111
Loceation1: 275
alechonE verd D
= ﬂ] Lollechont venlLocalksation |Coodmates]
111
Lecalanl:
ColectionE vend [- w

To import the data, click on the [Start import] button. If you want to import just a part of
the data, e.g. for a test, choose the [Import first ... lines] option.
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Export as tab-separated lists

You can export the content of the datasets listed in the specimen list into a tab-separated
list. Choose Data - Export - Export list... from the menu. A window as shown below will
open. To change the preset path of the export file use the ‘Zbutton.

Expaort list

C Db Diversighorkbench 2 M0 wversiyCollectiontbin'\DebughDresmpColectionE wport_ 20077 211104237 1
[ Setngs [ &dd coburers for reimpot 5] Inchade be SOL-Ouery Show fest 20 3| datesels  Dices by: -
Accedsion numban Average alituda Courp Tason Colechor -
Col=chorGpecimen CalechorE vercl ooabzation  CollechonE went Id=rhificationliril  Coll=ciordg=nt

Accesgortlumber  AveragedltiudeCacha CowuntryCache Last dereficationCacha Colectorzb ama

M-O03ET7E 1200 Hambia Aribonie Sedda, |

Iel-OO3ETTA 1200 Hambia Candalaredla Zadda, L

te-O036F /5 100 Nemibia Candelana concolar [Dicks. | Sken Jedda, L

M-D03ET7E 12 Hambia lichen  Zedda L

Il-OO3ET7T 1200 Hambia Candalaria Zadda, L

bd-OO3ET P E 120 Hembia Candslas Jadds, L

- DOFET 7S 12m Hambia Candzlaria Zodda. L

1-O03ETAD 1200 Mambia CaloolacaZedda, L.

M-O03ETE0 1200 Hembia furgus  Jeddas L

1003871 120 Hambia CalplcaZedda L.

003672 1200 Mamibia lichen  Zedda, L.

M-DOIETES 1200 Hambia lichen  Seddas, L

- D03ETE4 1200 Nambia Colama Zedda. L.

b -O03ETES a0 Membia HyssiumZedda, L.

M-0IETAE 1200 Hambia fungus  Sedda |

SOL-Dusy

SELECT DISTINCT TOAccessionMumber. T2 AveragedliudeCache. T3 CourpCache. T4 LasildentificationCache. T5 Collectorshlame FAOM CollectionSpecimen TO LEFT
OUTER JOIM Collectiore vert_ocalkeaton T2 0M TOColectonE venllD = T2 CollectionEwentlD SMD T2 LocaleaionSpestem D IN (4, 5 LEFT OUTER JOIM ColectionEvent T3 0N
10 CellectionE venlD = T3 CallecharEwerdD LEFT OUTER JOIM Iderbhzshonl rt T4 OM T0.ColeclonSpecmen|D = T4 ColeclionS pecmenlD LEFT OUTER JOIM e

To start the export click on the [Start export] button. A file will be created in your
application directory, containing the exported data. A preview of the data is shown in the
lower part of the form. If you check the include columns for reimport option, the header
will contain an additional line for table names which you can use for reimporting the data. If
you check the include the SQL-Query option, the Text of the command for selecting the
datasets will be attached at the end of your report. The form will show the first lines as set in
the Show first ... datasets (range: 1 - 99) as a preview. During the first export, the list for
the fields for sorting the results [Order by:] will be filled. So if you need sorted results just
restart the export after selecting the field after the first export.

To choose the fields you want to see in the export click on the button. A window
will open as shown below, where you can choose the fields you want to export.
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Choose the fields for =10l x|
=[] Specimen -

Accezzion number

-] Collection5 pecimen| D

- [] Accession date

-] Depasitar

-] Reference

--[] Qriginal nates

- [] Additional notes

-] Prablers

=[] Lakel

[ Twpe

- [ Tranzcription state

=[] Exsiczata

- [] Exsiccata sefies

- [] Exsiceata rumber

=[] Event
- [ Average altitude
- [l Avverane latitude LI
T able: Caollections pecimen ;I

Colurmn: Accezsiontumber

Aocezsion number of the specimen within the
collection, e.g. "'M-29834752"

[

Cancel | k. |

Please keep in mind, that only the datasets listed in the specimen list of the main form will
be exported. If for example you set the maximal number for the specimen list to 100, only
these datasets will be exported, even if the number of datasets related to your query will be
more than 100.

Please be aware, that you will get "cross joins" between the data in your database as in the
example shown below. If for example you start an export containing taxa and collectors and
you have 3 taxa and 2 collectors in a dataset this will result in 6 lines in the export: every
taxon combined with every collector (3 x 2 = 6). To evaluate the data you have to group the
results accordingly. The first line in the file corresponds to the description as shown in the
form above for the selection of the export fields. The second line shows the tables and the
third line the column within the database. The following lines contain the data. If you want to
avoid these cross joins and need only one line for each dataset, please use the export
funktion of the grid mode.

Accession number Taxon Collector
CollectionSpecimen IdentificationUnit CollectionAgen
AccessionNumber LastIdentificationCache CollectorsNam:¢
M-0013579 Arthrocladiella mougeotii (Lev.) Vassilkov Sandu, C.
M-0013579 Arthrocladiella mougeotii (Lev.) Vassilkov Savulescu, T.
M-0013579 Blumeria graminis (DC.) Speer Sandu, C.
M-0013579 Blumeria graminis (DC.) Speer Savulescu, T.
M-0013579 Lycium barbarum Sandu, C.
M-0013579 Lycium barbarum Savulescu, T.
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Reimport tab-separated lists

With this import routine, you can reimport data in tab-separated lists that had been exported
from the database. Choose Data -> Import -> Reimport list... from the menu to open the
window for the reimport. To reimport data, these must have been exported using the option
[add columns for reimport] to ensure correct header lines in your file. As the client provides
no possibility to change data on the basis of lists, you may export the respective data to a
tab-separated list, change your values and reimport the data.

In the window click on the ‘Zbutton to select the file with the data you want to import. Use
the proper [encoding] to ensure that all special characters will be transferred correctly. If

you change the encoding after opening the file, click on the button to reload the file with

the new encoding. The content of the file will be visible as shown below. For a reimport, the
data will always start in line 7, indicated by a gray background of the header lines.

3 Import list

Encodng: Uricods v Filename: |C\DatenDiversityWorkbench 2 D\DiversityCollection®in\DebugE sport\DiversityColection | |3
Presetting parameters for the impaort
DiversityColectionE spoet_ 20080215 161230 1

ColectionSpecm... |Average lattude CollectionEvendD  LocalisationSyste. . | Average longtude | Location 1 Location 2 i
ColectionSpecim... | ColectionEventl... CollectonEventl... CollectionEwvenil . | ColectionEvertl... |CollectionEventl.. CollectionEvenil
ColeclionSpecm... |Averagelattude,.,  CollectonEventD  LocalisationSyste... |Averagelongitud.., | Locationd Location2

TO T2 T2 T2 T2 T2 T2

168445 48,1381 204569 9 46532 46,832 48,133

168448 481381 20 482 9 46532 46 832 4913

169562 48138 204568 9 46532 46,832 48,133

169637 48,1381 25416 3 46 532 46,832 48,1381

167313 48133 2E415 3 46 832 4E.832 4313 W

— Ml CollectionSpecimen [T0 #
Analyse dats p [l ol

CollzchonSoecimenl D 168448

42 % M || o fi CollectionEventLocalisation [T2]
Upte:| 5 = =
AveragelatitudeCache: 48,1301
Tatat 5 CollectionE ventiD: 201 432
zationSysteml w

Import data; (=) Import all datalines () Impoitfiist 1 % | lines [ Import emply data

To analyse the data in the file click on the [Analyse] button. After a successful analysis, the
window will show you the result as shown in the image below. The first dataset will be shown
in the form. If you want to check more datasets, set the number of the last position you want
to check and click on the [Analyse] button. The data are presented according to the tables
in the database where they will be inserted. Underlined columns belong to the primary key of
the respective tables and are red if missing. These missing values will be generated during the
import. If a dataset contains no values and will therefore not be imported into the database
respectively updated, the colums will be shown in blue. To import these entries in any case,
choose the [import empty values] option. To browse through the datasets in the preview
use the I4 4 2 k Fklbuttons.

To import your data, click on the [Start import] button. If you want to import just a part of
the data, e.g. for a test, choose the [Import first ... lines] option.
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Export ABCD

In the current version only the main data from DiversityCollection will be exported to ABCD.

To export the data of the specimen selected in the specimen list following the ABCD schema
2.06 choose Data -> Export -> XML (ABCD Schema)... from the menu. A window as shown
below will open where you can set some additional parameters defined in ABCD resp. BioCASE.

XML Export E”El E|
Create an export file according to the schema ABCD 2.06
Technical contacts:  |webmaster@somewhens. nit

Contert contacts:

Oitheer provviders: |
Metadata
lcon URI: | hiip: /s botanischestastssammiung de/oralik bsiogo.jpg
Seape |FLr|gi |
Wersion: |2.? | Dienstag | 26, %
Dataset GUID: | dE9%e157-10e7-4012-8%0 395725261 | [ create GUID
Callection |H-Fur-;i o ol
Export fle: | C:A\DatertDiversitywiarkbench 2 0\DiversityCollection\bir\ Debug\miE sportABCD_26_08_2008ML =

Start expoat

To start the export click on the Start export button. The data will be exported into a file in
your application directory. Click on the ‘Zdbutton to inspect the exported data (see below).

... Browser
= la file £/ /C D aten/ DiversiwWorkbench 2 W DiversityCollectionAin/Debug <miE sportdBCD_ 26,08 2008 <ML

<?xml version="1.0" encoding="utf- 16" ?>
- <Datasetss
- <Dataset>
<DatasetCUID >d69fel97-10e7-401a-8%ae-c39b5f7a5abl </DatasetCUID >
«TechnicalContact>webmaster@somewhere.net</TechnicalContact=
- <Metadata>
<lconURL=http: / fwww.botanischestaatssammlung.de f grafik/bslogo.jpg </ IconURL>
<Scope=Fungi</Scope =
<Version>2.7, 26.08.2008 </Versionz
</Matadataz=
- <0DriginalSource =
<SourcelnstitutionCode =Botanische Staatssammliung
Miinchen </SourcelnstitutionCode >
<SourcelnstitutionIlD=Botanische Staatssammlung Miinchen </SourcelnsttutionlD =
</ OriginalSource
- <Units>
<Unit>
<UnitGUID=URN:catalog:M:M-Fungi: 2507 </UmntGUID =
<Sourcelnstitution]D >Botanische Staatssammiung
Miinchen </SourcelnstitutionlD>
<UnitiD =2507 </UnitiD =
<UnitIDMumeric >2507 </UnitIDNumenc >

H
75
£

=2
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Label

M &

If there is only one part in your specimen click on the printer symbol Din the ﬂbutton to
switch to the printing mode. If your specimen contains more then one part, choose the part of

the specimen for which the label should be generated and click on the @button in the right
N @

panel. The image area will switch to the label view ﬂ@and in the data area the details
related to the label will be accessible. The sequence is shown in the image below.

5 Print the labels

4

3 Specify the schema - === ,_;;.

1 Chose the part 4 Generate the labels
- MmN @ _ 2 Select the printing options
T i e L ke
Lo g Lyciml i

Additional information about a label are entered in the label section (see image below). The
data are stored in the table CollectionSpecimen.

A
Label =Y
Title: w
Trang.: |incomplete | Type: |typed »
M otes:

The organisms of a specimen are printed on a label according to the display order.

To print a label for a specimen you have to select a schema file. There are default schema
files available in the folder LabelPrinting/Schemas in your application directory. Click on the
‘2l button to open the directory. You will find several prepared schema files among which you
can choose resp. change them to your own needs or create new ones. The schema file
LabelTemplates.xslt provides templates for the other schema files. You may give a title for
the print in the field Title. From the Collection and MaterialCategory available for the selected
specimen choose one from the list (Coll./Mat.). To generate the label for the current
specimen click on the [ button. To generate labels for all specimens in your query click on

the [ button. If you need duplicates of your labels change the number in the duplicates box

3
to the desired value. You can print 1 - 99 duplicates of one label. If there are more than
20 specimens in the list, you get a warning whether you really want to create all these labels,
as this could be somewhat time consuming. The labels are generated as XML files with
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XSLT-schema files, transformed to HTML-files and depicted in a browser. To print the label
click on the & button.

Botanische Staatssammlung Minchen Mr. M-0013663
Blumeria graminis (DC.) Speer

LATVIA. Lettland, Prov. Vidzeme, Kr. Riga: Ogre auf dem Felde.

On Triticum =ativom .

1938/ 7/ 19 leg.: Smarods, J.
det.: Smarods, J.

M-0013663 ht
Schema file: | Label =sht N N R = u ]

Title: [] Regard stack for duplicates

Restrict to collection: M-Fungi [ ] Restrict to material: specimen [] )

If you want to print labels for duplicates that are stored in a different collection, the duplicate
should be a child of the original specimen as shown in the example below.

= Botanizche Staatssammlung Munchen (1]
= M-Fungi
=-=Z) Arthrocladiella mougeotii
‘? Arthrocladiella mougeati [Léwy. ] Waszilkow
' Lyzium barbarum
= Botanizcher Garten und Botanisches Museurn BerlinD ahlemn (8]
== Arthrocladiella mougeotii [Léy.) Yaszilkoy
‘T Arthrocladiella mougeati [Léy. ] W aszilkow
@ Lycium barbarum

= |!|.H| M-0013574
=--=] Arthrocladiella mougeotii
'T Arthrocladiella mougeati [Léwy. ] Waszilkoy
@ Lycium barbarum
EIEI Arthrocladiella mougeoti [Lév. ] Yassilkoy

------ 'T Arthrocladiella mougeati [Léw. ] W aszilkow

------ @ Lycium barbarum

IDepending on the schema you use, the label will be marked as duplicat and contain a
reference to the original specimen (see below).

ex Botanische Staatssammlung Miinchen

Duplicate of M-0013574

Arthrocladiella mougeotii (Lév.) Vassilkov

In Lycii barbari foliis, in pago Bollberg prope Halle
15.10.1870 leg. A. Bary

If you want to save the generated files for later printing click on the & button to do this.
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Note that the program will by default create a file Label.xml and in case a schema file is
specified a file Label.htm in the LabelPrinting directory that will be overwritten everytime
you generate a new label. So you have to save the file under a different name or in a different
directory to prevent the program to erase these data.

If you use Code 39 for your labels and want to print the barecodes on the labels you need

the font ] code3s.ttf , which is included in the DiversityCollection packet. Place this font in the
folder where your fonts are stored (e.g.: C:\WINNT\Fonts). If the font is not available, the
Barcode will appear as the accession humber between two "*' signs.

If you want to print labels for all the specimens in the specimen list you can restrict these to
the collection and the material category of the current specimen part (see image above).

If you do not select a schema filg, i.e. the textbox Schema file: is empty, you will see

the generated XML-file as shown in the image below. The XML file is the base for all label
types you want to generate. To create your own labels just design your own XSLT-schema
file. See e.g. http://www.w3.0rg/TR/xslt for further informations about schema files.

- <lLabelLIsT: -
- «<lLabel=
<Counter=1</Counter=
- =Collection=
<CollectionName =>BSPG-Hauptsammlung</CollectionName =
<CollectionOwner=Paleontologische Staatsammlung,
Miinchen </ CollectionOwnerz
</Collectionz
- =CollectionSpecimen:
<CollectionSpecimenID>194180</CollectionSpecimenID =
zfccessionMumber=BSPG-1988-VII-00001 </ AccessionNumber=
<MaterialCategory =specimen </MaterialCategory =
=StoragelLocation=Sigillaria</StoragelLocation>

</CollectionSpecimen= b

Schema file; o [N i PR = | |
Title: Fiegard stock for dupl. []

Corversion: | Mumneric bo roman w | Restrict to collection: BSPG-Hauptsammiung [ | Restict to material specimen [ | E)

If you want to reformat the accession number, you can choose among the options provided
by the program, e.g. conversion of arabic to roman numbers (BSPG-1988-007-00001 ->
BSPG-1988-VII-00001). Select the format from the combobox [Conversion] shown above.
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Customization of the application

DiversityCollection provides several ways to adapt the forms to your needs. There are special
adaptions for the main window and for the grid view. General adaptions are performed with
the context.
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Entities, contexts, usage and
languages

DiversityCollection can be used in diverse contexts like collection managemant, observations
or field mapping. To ensure that a user working in a certain area will see the descriptions
corresponding to his domain the Diversity Workbench provides the possibility to define
corresponding contexts.

To set the context and the language for the programm choose Administration - Customize

display ... Elfrom the menu. A window as shown below will open, where you can select the
language and the context that should be used. By default the language will be set according
the settings of your operation system, but you may change it here. The default language
within DiversityCollection is english. If you select a certain context, the tables in the lower
part of the form will show you the special setting within this context. These settings are
edited as described below.

Customize display

EEX

Customize the user interface of DiversityCollection

[ <]
M Collection specimen | &¥ Collection event | 27 Language and contest

Language: |Englisch | EI=
Context: | Obzervation -
IJzage:
E ity E ntityll zage Prezetyalue ~
Collections pecimen. D epogitar s ame inapplicable
Collections pecimen. LabelTitle read only w
Reprezentation:
E ity DizplayT ext Abbreviation D ezcription ~
Collectiondgent Obzerver The observer of the o...
Collectiondgent.... Obz.Mr. w

Cancel

For the documentation of the tables used for the storage of the entity related data please
see the section Entity tables.

To edit the entities choose Administration - Application description ... d4from the menu. A
window as shown below will open, where you can edit the entities defined for the programm.
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Entky  Reprasantation

< [ B | | DiversityCaollection. Transaction
Cuziy iezulis 1-932 Gircivp For the displep of the entby Mik=s skt the ety

CiversdyCalecion LocsisalionSyats &
CiversdyCalection LocsizatonSysle

DiversiyCalection LocaisabionS yste i ) ) .
o ynlectinn | rraiRaierSya Uzaga: How tha entity shoubd De ueed within 2 cailain conbed, 2.0 hidden, readonly

DiverstyCalection LocalsatonSysts Corb=st Uzags Hokes

DiverstyCalechion LocsizsbonSysts

DiverstyCalechon LocalsabonSysts b | Obzarvation ¥ | mapplcabls b l

DiverstyCalechon LocalsabonSysts £ prs L

DiverstyCalechon LocalsabonSysts
DiverstyCalechon Meesursmenting_
Lyverstylalechon Frocessing
Dfverztylalechon Frocessnghiaier i
CiverstyCalect on Fropeny

~al

=L alachon. Transachon .4 q - - . |Freert ress rapiesenl shon

oi Calection.Tr rro——— Fepresertation of an erbly i a cartain corvad in the sedecied language
T— Language Corileal Dreplapbat Mbbesy. | Dezciiplion Holes
ek Rl b L Gererdl T i T Traraaki iefuilabe, Geacha
. - aman W | Geer w | Trarsaction rarea.. | Traraakiionen sie 8, Geacharn..
|r T % 8] = " ) ’ I
Engish | Gereral | Trargaction Trarea.. | Trargaction: lie loan, bomow. gift. ox
Hu=my condibons
Entiy B w L

Ertly = = DiverskyColleclion

Group for the display of the entity

If in a user interface certain entities should be displayed in a group, enter the name of the
group here.

Usage

If nothing is defined for the usage of an entity, it will be handeled according to the rights of
the user. In ceratain context, an entity may be set to e.g. read only, inapplicable or not used.
In case of the later two possiblities the entity will not appear in the surface of the programm.
For example, transaction management (e.g. loan) will not be handeled with a mobile device, so
the corresponding entities will be set to "not used". Use the [Insert new usage] button to
insert a new usage for an entity. To edit the possible usages, choose Administration -
Usage ... from the menu.

e inapplicable: An entity that can not be applied in a certain context will not be shown in
an user interface, e.g. the depositors accession number in the context observation.

e preset: An entity will have a preset value, e.g. 'determination' for the identification
category in the context observation.

e read only: An entity can not be changed.

¢ hidden: An entity should be hidden from the user interface.
Context

The default context is General. So as a start, you will find all representations within this
context. Within the representation, when a certain context is missing, the programm will
search for a representation in the parent context until a represention is found. To edit the
context, choose Administration - Context ... from the menu. A window as shown below will
open where you can edit the context.
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@

& Edit context

Please edit the contests and click OF, to save pour changes and cloge the window
Code Descnption DisplayTest  DisplayOrder  DisplayEnable | Intemal PareniCode
Colectiontdanagement Management of scientfc .. | Collection ... [¥] General
Calectiont anagemerd Mobile | Managenent of scientfc .. | Collection ... [+ Colletliord anagedmernl
General General canbest General [#]
Obzervation Recoding obesrvabons Observabon [#] General
Obzervation Mobile Recoding obeervabons u... | Dbservabo... [+] Obzervation

(3 |:

Representation

An entity may have differing representations in different contexts. For example a collection
event may corrrespond to an observation or gathering in other contexts. Use the Entity and
Representation menu to fill in missing entries. If and only if an entity should get a different
title or description in the user interface, enter the values in the table. If nothing is defined in
a certain context, the program will walk up the tree defined with the parent code (see the
image above) to find valable values for the title or description of the entity. The highest entry
in the hierarchy is the context General with the language english. If you define deviating
values for the display text, the abbreviation or the description, you must at least enter values
in the highest entry (General, english) as a default value for all other entities.

Language

The default language used in DiversityCollection is english. So as a start, you will find all
descriptions etc. in english. All representations can be defined for any language. Use the
Representation menu to automatically fill in missing entries of a language. If there are changes
in the original description of tables or columns in the database, choose Representation -
Update descriptions according to database from the menu to import the updated
descriptions for the english version and context "General".

Entity

To insert missing entities, use the Entity menu. To insert all missing tables of a database,
choose Entity - Insert all missing tables ... from the menu. A window will open, listing the
missing tables. Use the [Exclude: ... ] field and [Requery] button to take certain tables from
the list, e.g. if you do not want to define entities for log tables, enter *_log and then click
[Requery]. You can repeat this until the list contains only tables you want to use.
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# Select tables |Z| |E| r‘s__(|

Pleaze zelect the tables vou want ta insert. This will inzert the
table together with the englizh dezcription

Analysis_log .
Analysis_log 28082007 175714 T
ApplicationContext_Enum

A pplicationE ntity

ApplicationE ntityD ezcription
Applicationk ntityR epresentation

ApplicationEntityU zage

ApplicationkE Aty zage_E num

ApplicationSearchS electionSings:

Collection_lag

Collectiondgent_lag

CollectionE vent_lag

CollectiohE wentimage_lag

CollectiohE wentLocalization_log

CollectionE wentProperty_log

CollectionE wentSeries_log

CollectionE vent5erieslmage_log W

Enclude: | “_log | Requery

You find corresponding functions for single tables and for entries in a table. The later function
is restricted to tables with a primary key with one column. A window will open, where you map
the columns provided for the entity documentation to columns in the table of which you want
to import the entries (see image below).

# Insert the primary key of a table EE

Azzign the columng in the table to the columng far the entity

Diizplay bext |Displa_l,lTe:-:t

Abbreviation | Code

vl
vl
Dezcription | Dezcription w |
==

This may be necessary if e.g. certain entries in a table should not be used in a certain context
or if you want to translate the contents into another language.
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Customize the main form

The main window can be customised in several parts. To change the visible parts in the
window select Administration - Customize display ... from the menu. A window as shown
below will open where you can select the groups that should be shown. In the first tab you
can change the visibility for the taxonomic groups and the material categories.

BE Customize display

Customize the dizplay of the main form of DiversityCollection

Ml Collection specimen & Collection event

T aronamic groups b aterial cateqaories
Chooze the takonomic groups that should be Chooze the material categaries that should be
vizible in the menu for creating new unitz in a vizible in the menu for u:_reating new parts for a
[ vinus FpECimen
[].# bacterium = medium
[]¥ alga 18 snunFI
[ g breophyte = drawing or photagraph
1@ plant FIrawmg
[15* lichen (&S] icones .
[T fungus [l phatodr. print
|:|]_!_[ zlime mould pthDgr. zlide
=) [«]#F wertebrate = []%% observation .
[w]re fizh [«]%€% humnan obzervation
d.- rnarmmal e machine observation
[v]# bid =-[C]ED specimen .
[ ]4 other =-[]ED preserved specimen
=[] #f everebrate 1% hfarl:uarium sheets
[v] &k mollusc ] ,ﬂ# wial
[]g arthropade =% I:Enes
] insect CI%F skl
[#]# echinoderm [ 157 complete skeleton

[]5% postcranial gkeleton

[ solitary bones

U pelt

=[] E living zpecimen
[+ culures

= ]EN other zpecimen
[ micr. zlide
VIR thin section
[« SEM table
1D TEM specimen
& DNA sample
w trace

In the second tab as shown below you can set the visibility of the localisation systems and
the collection site properties that are listed in the drop down menus for adding these items to
a collection event.
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FE Customize display |Z E|[Z|

Customize the display of the main form of DiversityCollection

Ml Callection specimen| & Collection event |

Localization Collection zite properties
Chooze the localization zystemns that hould f'm Chooze the collection site properties that
be vizible in the menu for creating new ghould be wvisible in the menu for creating
lozalizations far the collection event hew callection zite properties faor the
collection event
Alkitude [r M) [ ] Chronastratigraphy
=[] Coordinates [ ] European Mature Infarmation System [ELMIS)
[ ]Caord. PD [ ] Geagraphic regions
Coord. 'WGES584 Lithostratigraphy
[[] Gauss-Kriger coordinates
[ ] Greenwich Coordinates
[ ] Exposition
[ ]MTE [A CH. D]

Mamed area [DiversityG azetteer]

[]5lope

[] Top50 [deutsche Landesvermessung)
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Database

The database for DiversityCollection is based on Microsoft SQL-Server 2005.

Organisation of the data

The main tables of the database are CollectionEvent corresponding to the event of the
collection and CollectionSpecimen holding the specimens collected. Connected to these tables
you find tables for additional informations.

The image below shows the main tables of the database.

CelrianMarararisalringe
= 3
§ =

[

CalwrthmFes nFiopesTy

)

A kedlee Sad el ravcalknyg
I -

DrrrHre & e oolsidr £40i0 3 0H LA

oy
7 ke
T

i

[

o bamm ma g e
Sy dr p i, by e

T TR

In the graphic the tables of the database are marked according to their logical groups. The
central is the table CollectionSpecimen holding the data of the specimen like e.g. the
accession number. In the left part you find the tables containing data related to the collection
event, and in the right part tables related to the organisms and their identifications. Further
logical groups are collectors, projects and and transactiontransaction.

Further details: tables , application tables, access.
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Connections to the databases and services

The program will automatically try to connect to all the modules within the Diversity

Workbench. To edit these connections choose Connection -> *s#*Module connections ... from
the menu. A form as shown below will open, where you can edit these connections.

+;H' Connection administration E@ ﬁ
the moduls resp. databases

|- DiversityCollection
- DiversityCollection SMNK
- DiversityExsiccatae
=- DiversityGazetteer
o
i Server: bsm7 snsb info 5432
Windows authentication
‘.. Base URI = hitp://id snsh info/Gazettesr/
[=- Diversity Sampling Plots
- DiversitySamplingPlats SMNK
- DiversityScientificTerms
- DiversityReferences
= Diversity TaxonMNames
-- Diversity TaxonMames Athropoda
-- Index Fungomum
EI Catalogue of Life
.. Base URI = http:/ Awebservice catalogueoflife argAnnua
[#- Palasobiology Database

I

4 1L 2

To edit a connection, select it in the tree and click on the (Pbutton . To requery the
connections use the “’button. If you want to add a connection on a different Server, click on

the ¥ button and connect to the database you want to add to the list. Added databases will
be displayed in green . To remove a connection from the list, select this connection and click
on the #button. Webservices like Index Fungorum will be displayed in blue.
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Database - access
The database engine for DiversityCollection is Microsoft SQL-Server 2005.

If you are connected to a database this is indicated by the icon of the connection button A

in left upper corner. If you are not connected this will be indicated by the icon . To access
any database, you must specify the server where the database is located. For the
configuration of this connection choose Connection, Database... from the menu or click on
the (Fbutton.

If you want to use a database on a central server or remote computer, start the program oA

DiversityCollection.exe and in the main window click on the 2button or choose Connection
-> Database ... from the menu. A window as shown below will open. Here choose the option
Remote database and set the connection parameters as described below.

Database name, IP-address and Port

A dialog will open, to specify the name or IP-address and port number of the server and to
select the authentication mode. You can either choose Windows authentication (see left
image below) or SQL-Server authentication (see below - central middle image).

F Connection to database E@@ E Connection to database E@@

Fleaze zelect a zerver fram the list or type

®) Windows authentication

() SOL-Server authentication

Uzer

Pazsword
{(#) Restrict to DiversitCollection... ». 2.5

() Restrict to DiversityCollection. .
() Show all available databases

Connect to server |

Chonze databaze:

=R

Please select a server fram the list or type

() Windows authentication

(%) SOL-Server authentication

User E ditar

EEREEEETY

Pazszword

(%) Restrict to DiversityCollection... ». 2.5
) Restrict to DiversityCollection. .
) Show all available databases

Cornect to server |

Chooze databaze:

=R

the name ar the [P-address of the server Part the name ar the [P-address of the server Part
127.0.01 w1433 127.0.0.1 w1433
Login Lodin
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¥ Connection to database

EBX

Fleaze zelect a zerver fram the list or type
the name ar the [P-address of the server

Reset

DiversityCollection

=R

Chooze databaze:

Puort

b4

The standard port number for SQL-Server is 1433 and will be set as a default. If the database
server is configured using a port different from that port, you must give the port number in

the field Port. Click on the
connection informations are valid, you can choose a database from the server from the
combobox at the base of the window (see right image above). To restart the connecting

Connect ba server |

button to connect to the server. If the

process click on the

R ezet

X

Module connections

button.

The program will automatically try to get connect to Diversity Workbench databases and
webservices. For further details see the Connections section. To edit these
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Index

Analysis
AnalysisResult

AnalysisTaxonomicGroup

AnalysisValue

Collection

CollectionAgent

CollectionEvent

CollectionEventIimage

CollectionEventLocalisation

CollectionEventProperty

CollectionEventSeries

CollectionEventSeriesImage

CollectionExternalDatasource

CollectionImage

CollectionManager

CollectionProject

CollectionRequester

CollectionSpecimen

CollectionSpecimenImage

CollectionSpecimenPart

CollectionSpecimenProcessing

CollectionSpecimenRelation

CollectionSpecimenTransaction

ExternalRequestCredentials

Identification
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e IdentificationUnit

o IdentificationUnitAnalysis

o IdentificationUnitGeoAnalysis

e IdentificationUnitInPart

e LocalisationSystem

 Processing

e ProcessingMaterialCategory

e ProjectAnalysis

o ProjectProcessing

e Property

e PropertyValuelist

¢ Transaction

e TransactionDocument

Table Analysis
Analysis types used within the database

Column Data type Description
AnalysisID int Ik[Zyc;f the analysis (Primary
Analysis ID of the parent
AnalysisParentID int analy_5|s if it belongs to a .
certain type documented in
this table
DisplayText nvarchar (50) Name of the analysis as e.g.
shown in user interface
Description nvarchar (MAX) Description of the analysis
The measurement unit used
MeasurementUnit nvarchar (50) for the analysis, e.g. mm,
pmol, kg
Notes nvarchar (MAX) Notes concerning this analysis
. URI referring to an external
AnalysisURT varchar (253) documentation of the analysis
If the entry is only used for
8 g the hierarchical arrangement
OnlyHierarchy bit of the entries
Default value: (0)
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The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
Eogtreriee 2y PvErdner () Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table AnalysisResult
Value lists for analysis types with predefined values, e.g. "0, 1, 2, 3, ..." for

Red list category. Includes description etc. for the values in the list.

Column Data type Description
AnalysisID int ID of the analysis (Primary

key)

AnalysisResult

nvarchar (255)

The categorized value of the
analysis

Description

nvarchar (500)

Description of enumerated
object, displayed in the user
interface

DisplayText

nvarchar (50)

Short abbreviated description
of the object, displayed in the
user interface

DisplayOrder

smallint

The order in which the entries
are displayed. The order may
be changed at any time, but
all values must be unique.

Notes

nvarchar (500)

Internal development notes
about usage, definition, etc.
of an enumerated object

LoglnsertedBy

nvarchar (50)

Name of user who first
entered (typed or imported)
the data.

Default value: user_name()

LogInsertedWhen

smalldatetime

Date and time when the data
were first entered (typed or
imported) into this database.
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of user who last
updated the data.
Default value: user_name()

LogUpdatedWhen

smalldatetime

Date and time when the data
were last updated.
Default value: getdate()
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Table AnalysisTaxonomicGroup

The types of analysis that are available for a taxonomic group

Column Data type Description
. . Analysis ID, foreign key of
AnalysisID Int table Analysis.
Taxonomic group the organism
identified by this unit belongs
TaxonomicGroup nvarchar (50) to. Groups listed in table
CollTaxonomicGroup_Enum (=
foreign key)
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table AnalysisValue
Value lists for analysis types with predefined values, e.g. "0, 1, 2, 3, ..." for
Red list category. Includes description etc. for the values in the list.
Column Data type Description
AnalysisID int Ikac;f the analysis (Primary
AnalysisValue nvarchar (255) The ca_tegorized value of the
analysis
Description of enumerated
Description nvarchar (500) object, displayed in the user
interface
Short abbreviated description
DisplayText nvarchar (50) of the object, displayed in the
user interface
The order in which the entries
. . are displayed. The order may
DisplayOrder smallint be changed at any time, but
all values must be unique.
Internal development notes
Notes nvarchar (500) about usage, definition, etc.
of an enumerated object
Name of user who first
entered (typed or imported)
LoglnsertedBy nvarchar (50) the data.
Default value: user_name()
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LoglnsertedWhen

smalldatetime

Date and time when the data
were first entered (typed or
imported) into this database.
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of user who last
updated the data.
Default value: user_name()

LogUpdatedWhen

smalldatetime

Date and time when the data
were last updated.
Default value: getdate()

Table Collection
The collections where the

specimen are stored

Column Data type Description

CollectionID int Unique_ referen;e ID for the
collection (= Primary key)
For a subcollection within
another collection:

Celleaten Zarerials) int CollectionID of the collection

to which the subcollection
belongs. Empty for an
independent collection

CollectionName

nvarchar (255)

Name of the collection (e. g.
'Herbarium Kew"') or
subcollection (e. g. 'cone
collection’, 'alcohol
preservations'). This text
should be kept relatively
short, use Description for
additional information

CollectionAcronym

nvarchar (10)

A unique code for the
Collection, e.g. the herbarium
code from Index Herbariorum

AdministrativeContactName

nvarchar (500)

The name of the person or
organisation responsible for
this collection

AdministrativeContactAgentUR
I

varchar (255)

The URI of the person or
organisation responsible for
the Collection e.g. as provided
by the module DiversityAgents

A short description of the

Description nvarchar (MAX) collection
Optionally location of the
collection, e.g. the number
Location nvarchar (255) within a file systemor a

description of the room(s)
housing the (sub)collection

CollectionOwner

nvarchar (255)

The owner of the collection as
e.g. printed on a label, should
be given if CollectionParentID

is null
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The order in which the entries
are displayed. The order may

DisplayOrder smallint be changed at any time, but
all values must be unique.
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LepfelisElelsy INELEEL (S0) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table CollectionAgent
The collector(s) of collection specimens
Column Data type Description
Refers to ID of
CollectionSpecimenID int CollectionEvent (= Foreign key

and part of primary key)

CollectorsName

nvarchar (255)

Name of the Collector

CollectorsAgentURI

varchar (255)

The URI of the Agent, e.g. as
stored within the module
DiversityAgents

CollectorsSequence

datetime

The order of collectors in a
team. Automatically set by
the database system
Default value: getdate()

CollectorsNumber

nvarchar (50)

Number assigned to a
specimen or a batch of
specimens by the collector
during the collection event (=
'field number")

Notes

nvarchar (MAX)

Notes about the collector,
e.g. if the name is uncertain

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
LogUpdatedWhen datetime Vhue 2t (e e s

dataset was updated
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Default value: getdate()

Who was the last to update

LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionEvent

The collection event where the specimen was collected

Column

Data type

Description

CollectionEventID

int

Unique ID for the collection
event (= Primary key)

Version

int

The version of the dataset.
Automatically set by the
system.

Default value: (1)

SeriesID

int

The ID of the related
expedition. Relates to the PK
of the table
CollectionExpedition (Foreign
key).

CollectorsEventNumber

nvarchar (50)

Number assigned to a
collection event by the
collector (= 'field number")

CollectionDate

datetime

The date of the event
calulated from the entries in
CollectionDay, -Month and
-Year.

CollectionDay

tinyint

The day of the date of the
event or when the collection
event started

CollectionMonth

tinyint

The month of the date of the
event or when the collection
event started

CollectionYear

smallint

The year of the date of the
event or when the collection
event started

CollectionDateSupplement

nvarchar (100)

Verbal or additional collection
date information, e.g. 'end of
summer 1985', 'first quarter’,
'1888-1892'. The end date if
the collection event comprises
a period. The time of the
event if necessary.

CollectionDateCategory

nvarchar (50)

Category of the date of the
identification e.g. "system",
"estimated" (= foreign key,
see in table
CollEventDateCategory_Enum)

CollectionTime

varchar (50)

The time of the event or
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when the collection event
started

CollectionTimeSpan

varchar (50)

The time span e.g. in seconds
of the collection event

LocalityDescription

nvarchar (MAX)

Locality description of the

locality, exactly as written on
the original label (i.e. without
corrections during data entry)

HabitatDescription

nvarchar (MAX)

Geo-ecological description of
the locality, exactly as
written on the original label
(i.e. without corrections
during data entry)

ReferenceTitle

nvarchar (255)

The title of the publication
where the collection event
was published. Note this is
only a cached value where
ReferenceURI is present

ReferenceURI

varchar (255)

URI (e.g. LSID) of the source
publication where the
collection event is published,
may e.g. refer to the module
DiversityReferences

ReferenceDetails

nvarchar (50)

The exact location within the
reference, e.g. pages, plates

CollectingMethod

nvarchar (MAX)

Description of the method
used for collecting the
samples, e.g. traps, moist
chambers, drag net

Notes about the collection

Notes nvarchar (MAX)

event

The country where the
CountryCache nvarchar (50) collection event took place.

Cached value derived from an
entry in CollectionGeography

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()
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Table CollectionEventImage

The images showing the site of the collection event

Column

Data type

Description

CollectionEventID

int

Unique ID for the collection
event (= Primary key)

The complete URI address of
the image. This is only a

URI varchar (255) cached value if ResourcelD is
available referring to the
module DiversityResources
The URI of the resource (e.g.

ResourceURI varchar (255) see module
DiversityResources)

ImageType nvarchar (50) Type of the image, e.g. map
ImageMetadata -

ImageMetadata xrml (MAX) CollectionEventImage
Notes to this image

Notes nvarchar (MAX) concerning the collection

event

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table CollectionEventLocalisation
The geographic localisation of a collection event
Column Data type Description
Refers to the ID of
CollectionEventID int CollectionEvent (= Foreign key
and part of primary key)
Refers to the ID of
LocalisationSystemID int LocalisationSystem (= Foreign

key and part of primary key)

Location1

nvarchar (255)

Either a named location
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selected from a thesaurus (e.
g. 'Germany, Bavaria,
Kleindingharting') or altitude
range or other values (e. g.
100-200 m)

Location?2

nvarchar (255)

Corresponding value to
Locationl e.g. ID or URI of
gazetteer or thesaurus

LocationAccuracy

nvarchar (50)

The accuracy of the
determination of this locality

LocationNotes

nvarchar (MAX)

Notes on the location

DeterminationDate

smalldatetime

Date of the determination of
the geographical localisation

DistanceTolocation

varchar (50)

Distance from the specified
place to the real location of
the collection event (m)

DirectionTolLocation

varchar (50)

Direction from the specified
place to the real location of
the collection event (Degrees
rel. to north)

ResponsibleName

nvarchar (255)

The name of the agent
(person or organization)
responsible for this entry.
Default value:
[dbo].[CurrentUserName]()

URI of the person or
organisation responsible for

ResponsibleAgentURI varchar (255) the data (see e.g. module
DiversityAgents)
The geography of the
Geography geography localisation
AverageAltitudeCache float Calculated aIti_tude_ as parsed
from the location fields
AveragelatitudeCache float Calculated Iati_tudg as parsed
from the location fields
. Calculated longitude as parsed
AveragelongitudeCache float from the location fields
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()
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Table CollectionEventProperty

A property of a collection site, e.g. exposition, slope, vegetation. May refer
to Diversity Workbench module DiversityScientificTerms

Column Data type Description
Refers to the ID of
CollectionEventID int CollectionEvent (= Foreign key
and part of primary key)
The ID of the descriptor of
PropertyID int the collection event, foreign
key, see table Descriptor
DisplayText nvarchar (255) The text for_ the prop_erty as
shown e.g. in a user interface
URI referring to an external
PropertyURI varchar (255) datasource e.g.

DiversityTerminology

PropertyHierarchyCache

nvarchar (MAX)

A cached text of the
complete name of the
descriptor including superior
categories if present

PropertyValue

nvarchar (255)

The value of a captured
feature e.g. temperature, pH,
vegetation etc. If there is a
range this is the lower or first
value

ResponsibleName

nvarchar (255)

The name of the agent
(person or organization)
responsible for this entry.

URI of the person or
organisation responsible for

ResponsibleAgentURI varchar (255) the data (see e.g. module
DiversityAgents)
Notes nvarchar (MAX) Notes about the property of

the colletion site.

AverageValueCache

float

For numeric values - a cached
average value according to
the

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()
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Table CollectionEventSeries

The series whithin which collection events take place

Column Data type Description
SeriesID int Primar_y_ key. Thg ID for this
= expedition (= Primary key)
SeriesParentID int Ul ID. .Of the superior
expedition
The description of the
Description nvarchar (MAX) expedition as it will be printed
on e.g. the label
SeriesCode nvarchar (50) Ul user defined code for an
expedition
The geography of the
Geography geography collection event series
according to WGS84
Notes nvarchar (MAX) Notes about this expedition
DateStart datetime The date _and time when the
event series started.
DateEnd datetime The date _and time when the
event series ended
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()

Table CollectionEventSeriesImage

The images showing the site of the collection event series

Column

Data type

Description

SeriesID

int

Unique ID for the collection
event series (= Foreign key
and part of primary key)

varchar (255)

The complete URI address of
the image. This is only a
cached value if ResourcelD is
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available referring to the
module DiversityResources

The URI of the resource (e.g.

ResourceURI varchar (255) see module
DiversityResources)

ImageType nvarchar (50) Type of the image, e.g. map
Notes to this image

Notes nvarchar (MAX) concerning the collection

event

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
Lezfeieaseley VELEEL (S0 Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionExternalDatasource

CollectionExternalDatasource document the sources of the names.

Column Data type Description
An ID to identify an external
data collection of collection
ExternalDatasourcelID int specimen (primary key, the ID

has no meaning outside of the
DiversityWorkbench system)

ExternalDatasourceName

nvarchar (255)

The name of the data
collection that has been
integrated or can be linked to
for further analysis

ExternalDatasourceVersion

nvarchar (255)

The version of this data

collection (either official

version number, or dates
when the collection was
integrated)

Rights

nvarchar (500)

A description of copyright
agreements or permission to
use data from the external
database

ExternalDatasourceAuthors

nvarchar (200)

The persons or institutions
responsible for the external
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database

ExternalDatasourceURI

nvarchar (300)

The URI of the database
provider resp. the external
database

ExternalDatasourcelnstitution

nvarchar (300)

The institution responsible for
the external database

InternalNotes

nvarchar (1500)

Additional notes concerning
this data collection

ExternalAttribute_NamelD

nvarchar (255)

The table and field name in
the external data collection to
which CollectionExternallD
refers

For selection in e.g. picklists:
of several equal names only

PreferredSequence tinyint the name from the source
with the lowest preferred
sequence will be provided.
If this source should be

Disabled bit disabled for selection of
names e.g. in picklists

RowGUID uniqueidentifier Default value:
newsequentialid()

Table CollectionImage

The images showing the collection

Column Data type Description
Refers to the ID of Collection

CollectionID int (= Foreign key and part of

primary key)

The complete URI address of

URI varchar (255) the image.
ImageType nvarchar (50) Type of the image, e.g. label
Notes nvarchar (MAX) Notes about the collection

image

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

LoglnsertedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LoglnsertedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()
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RowGUID

uniqueidentifier

RowGUID - CollectionImage
Default value:
newsequentialid()

Table CollectionManager

Managers within DiversityCollection, responsible of specimen transactions

Column Data type Description
A login name which the user
LoginName nvarchar (50) uses for access the

DivesityWorkbench, Microsoft
domains, etc..

AdministratingCollectionID

int

ID for the collection for which
the Manager has the right to
administrate the transaction.
Corresponds to
AdministratingCollectionID in
table Transaction.

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table CollectionProject
The projects within which the collection specimen were placed

Column

Data type

Description

CollectionSpecimenID

int

Refers to the ID of
CollectionSpecimen (= Foreign
key and part of primary key)

ProjectID

int

ID of the project to which the
specimen belongs (Projects
are defined in
DiversityProjects)

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()
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Table CollectionRequester

Requesters within DiversityCollection, responsible of specimen transactions

Column Data type Description
A login name which the user
LoginName nvarchar (50) uses for access to the

DivesityWorkbench, Microsoft
domains, etc..

ID for the collection for which
the Requester has the right to
request specimen.

AdministratingCollectionID |int Corresponds to
AdministratingCollectionID in
table Transaction.

If the subcollections of the

IncludeSubcollections bit administrating collection are

accessible for a request

RowGUID

uniqueidentifier

RowGUID -
CollectionRequester
Default value:
newsequentialid()

Table CollectionSpecimen
The data directly attributed to the collection specimen

Column Data type Description
Unique reference ID for the
CollectionSpecimenID int collection specimen record
(primary key)
, . The version of the dataset
Version Int Default value: (1)
Refers to the ID of
CollectionEventID int CollectionEvent (= Foreign key
and part of primary key)
ID of the Collection as stored
CollectionID int in table Collection (= foreign

key, see table Collection)

AccessionNumber

nvarchar (50)

Accession number of the
specimen within the
collection, e.g. "M-29834752"

AccessionDate

datetime

The date of the accession
calculated from the entries in
AccessionDay, -Month and
-Year

AccessionDay

tinyint

The day of the date when the
specimen was acquired in the
collection

AccessionMonth

tinyint

The month of the date when
the specimen was acquired in
the collection
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AccessionYear

smallint

The year of the date when
the specimen was acquired in
the collection

AccessionDateSupplement

nvarchar (255)

Verbal or additional accession
date information, e.g. 'end of
summer 1985’, 'first quarter’,

'1888-1892"

AccessionDateCategory

nvarchar (50)

Category of the date of the
identification e.g. "system",
"estimated" (= foreign key,
see in table
xColl_DateCategory_Enum)

DepositorsName

nvarchar (255)

The name of the depositor(s)
(person or organization
responsible for deposition).
Where entire collections are
deposited, this should also
contain the collection name
(e.g. 'Herbarium P. Débbler")

DepositorsAgentURI

varchar (255)

The URI of the depositor(s)
(person or organization
responsible for deposition)

DepositorsAccessionNumber

nvarchar (50)

Accession number of the
specimen within the previous
or original collection, e.g.
'D-23948'

The title of the label e.g. for

LabelTitle nvarchar (255) printing labels.
Printed, typewritten,
LabelType nvarchar (50) typewritten with handwriting

added, entirely in handwriting,
etc.

LabelTranscriptionState

nvarchar (50)

The state of the transcription
of a label into the database:
'Not started’, 'incomplete’,
‘complete’

LabelTranscriptionNotes

nvarchar (255)

User defined notes concerning
the transcription of the label
into the database

ExsiccataURI

varchar (255)

If specimen is an exsiccata:
The URI of the Exsiccata
series, e.g. as stored within
the DiversityExsiccata module

ExsiccataAbbreviation

nvarchar (255)

If specimen is an exsiccata:
Standard abbreviation of the
exsiccata (not necessarily a
unique identifier; editors or
publication places may change
over time)

OriginalNotes

nvarchar (MAX)

Notes found on the label of
the specimen, by the original
collector or from a later
revision

AdditionalNotes

nvarchar (MAX)

Additional notes made by the
editor of the specimen record,
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e. g. 'doubtful
identification/locality’

ReferenceTitle

nvarchar (255)

The title of the publication
where the specimen was
published. Note this is only a
cached value where
ReferenceURI is present

ReferenceURI

varchar (255)

URI (e.g. LSID) of reference
where specimen is published,
e.g. referring to the module

DiversityReferences

ReferenceDetails

nvarchar (50)

The exact location within the
reference, e.g. pages, plates

Problems

nvarchar (255)

Description of a problem that
occurred during data editing.
Typically these entries should
be deleted after help has
been obtained. Do not enter
scientific problems here; use
AdditionalNotes for such
permanent problems!

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

InternalNotes

nvarchar (MAX)

Internal notes that should not
be published e.g. on websites

ExternalDatasourcelD

int

An ID to identify an external
data collection of collection
specimen (primary key, the ID
has no meaning outside of the
DiversityWorkbench system)

Externalldentifier

nvarchar (100)

The identifier of the external
specimen as defined in the
external datasource

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
Lezfeieaseley VELEEL (S0 Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionSpecimenImage

The images of a collection specimen or of an identification unit within this
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specimen

Column Data type Description
Refers to the ID of
CollectionSpecimenID int CollectionSpecimen (= Foreign

key and part of primary key)

The complete URI address of
the image. This is only a

URI varchar (255) cached value if ResourcelD is
available referring to the
module DiversityResources
The URI of the image, e.g. as

ResourceURI varchar (255) stored in the module

DiversityResources.

SpecimenPartID

int

Optional: If the dataset is not
related to a part of a
specimen, the ID of a related
part (= foreign key)

IdentificationUnitID

int

If image refers to only on out
of several identification units
for a specimen, refers to the
ID of an IdentificationUnit for
a CollectionSpecimen (=
foreign key)

ImageType

nvarchar (50)

Type of the image, e.g. label

Notes

nvarchar (MAX)

Notes about the specimen
image

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogeremiEilEy PYECEET (S0 Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionSpecimenPart

Parts of a collection specimen. Includes a possible hierarchy of the parts

Column

Data type

Description

CollectionSpecimenID

int

Refers to the ID of
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CollectionSpecimen (= Foreign
key and part of primary key)

ID for a part of a specimen

SpecimenPartID int (part of primary key)
Default value: (1)
SpecimenPartID of the

DerivedFromSpecimenPartID int specimen from which the

current specimen is derived
from

PreparationMethod

nvarchar (MAX)

The method used for the
preparation of the part of the
specimen, e.g. the inoculation
method for cultures

PreparationDate

datetime

The date and time when the
part was preparated e.g when
it was separated from the
source object

AccessionNumber

nvarchar (50)

Accession number of the part
of the specimen within the
collection if it is different from
the accession number of the
specimen as stored in the
table CollectionSpecimen, e.g.
"M-29834752"

The label for a part of a
specimen, e.g. if duplicats of

PartSublabel nvarchar (50) .
a specimen have a separate
number
ID of the Collection as stored
CollectionID int in table Collection (= foreign

key, see table Collection)

MaterialCategory

nvarchar (50)

Material category of
specimen. Examples:
'herbarium sheets', 'drawings’,
'microscopic slides' etc. (=
foreign key, see table
CollMaterialCategory_Enum)
Default value: N'specimen’

Storagelocation

nvarchar (255)

A code identifying the place
where the specimen is stored
within the collection.
Frequently the accepted
scientific name is used as
storage location code.

Number of stock units if the
specimen is stored in

Stock tinyint .

separated units e.g. several

boxes or vessels (max. 255)
Netes nvarchar (MAX) Notes concerning the storage

of the sample

The time when this dataset
LogCreatedWhen datetime was created

Default value: getdate()
LogCreatedBy nvarchar (50) Who created this dataset

Default value: user_name()

Page 270



The last time when this

LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionSpecimenProcessing

The processing that was applied to a collection specimen

Column

Data type

Description

CollectionSpecimenlID

int

Refers to ID of
CollectionSpecimen (= Foreign
key and part of primary key)

ProcessingDate

datetime

Date and time of the start of
the processing
Default value: getdate()

ProcessingID

int

ID of the processing. Refers
to ProcessingID in table
Processing (foreign key)
Default value: (1)

Protocoll

nvarchar (100)

The label of the processing
protocoll

SpecimenPartID

int

Optional: If the dataset is
related to a part of a
specimen, the ID of a related
part (= foreign key, see table
CollectionSpecimenPart)

ProcessingDuration

varchar (50)

The duration of the
processing including the unit
(e.g. 5 min) or the end of the
processing starting at the
processingDate (e.g.
23.05.2008)

ResponsibleName

nvarchar (255)

Name of the person or
institution responsible for the
determination

Default value:
[dbo].[CurrentUserName]()

URI of the person or
institution responsible for the

ResponsibleAgentURI varchar (255) determination (= foreign key)
as stored in the module
DiversityAgents.
Notes nvarchar (MAX) Notes about the processing
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
LogCreatedBy nvarchar (50) Who created this dataset
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Default value: user_name()

The last time when this

LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionSpecimenRelation

The relations of a collection specimen to other collection specimen

Column Data type Description
Unique reference ID for the
CollectionSpecimenID int collection specimen record

(primary key)

RelatedSpecimenURI

varchar (255)

URI of the related specimen

RelatedSpecimenDisplayText

varchar (255)

The name of a related
specimen as shown e.g. in a
user interface

RelationType

nvarchar (50)

Type of the relation between
the specimen (= foreign key,
see table
CollRelationType_Enum)

RelatedSpecimenCollectionID

int

ID of the Collection as stored
in table Collection (= foreign
key, see table Collection)

RelatedSpecimenDescription

nvarchar (MAX)

Description of the related
specimen

Notes

nvarchar (MAX)

Notes on the relation to the
specimen

IsInternalRelationCache

bit

If the relation represents a
connection between specimen
in this database

Default value: (1)

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()
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Table CollectionSpecimenTransaction

The transactions in which a specimen was involved

Column

Data type

Description

CollectionSpecimenID

int

Refers to ID of
CollectionSpecimen (= Foreign
key and part of primary key)

TransactionID

int

Unique ID for the transaction
(= Foreign key and part of
primary key)

SpecimenPartID

int

Optional: If the dataset is
related to a part of a
specimen, the ID of a related
part (= foreign key, see table
CollectionSpecimenPart)

IsOnLoan

bit

True if a specimen is on loan

LoglnsertedBy

nvarchar (50)

Name of user who first
entered (typed or imported)
the data.

Default value: user_name()

LoglnsertedWhen

smalldatetime

Date and time when the data
were first entered (typed or
imported) into this database.
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of user who last
updated the data.
Default value: user_name()

LogUpdatedWhen

smalldatetime

Date and time when the data
were last updated.
Default value: getdate()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table ExternalRequestCredentials

External requestors with the permission to create a request for a loan

Column

Data type

Description

RequesterLogin

nvarchar (50)

Login of the person
responsible for the loan
requests in the collection

The ID of the collection which
gets the request for a loan.

AdministratingCollectionID |int Corresponds to the
AdministratingCollectionID in
table Transaction.

RequestingCollectionID int The ID of the collection for

which the requester has the
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permission to create a request

RowGUID

uniqueidentifier

RowGUID -
ExternalRequestCredentials
Default value:
newsequentialid()

Table Identification

The identifications of the organisms within a specimen

Column

Data type

Description

CollectionSpecimenID

int

Refers to the ID of
CollectionSpecimen (= Foreign
key and part of primary key)

IdentificationUnitID

int

Refers to the ID of
IdentficationUnit (= foreign
key and part of primary key)

IdentificationSequence

smallint

The sequence of the
identifications. The last
identification (having the
highest sequence) is regarded
as valid

Default value: (1)

IdentificationDate

datetime

The date of the identification
calculated from the entries in
IdentificationDay, -Month and
-Year

IdentificationDay

tinyint

The day of the identification
event

IdentificationMonth

tinyint

The month of the
identification event

IdentificationYear

smallint

The year of the identification
event. The year may be
empty if only the day or
month are known.

IdentificationDateSupplement

nvarchar (255)

Verbal or additional
identification date information,
e.g. 'end of summer 1985',
'first quarter', '1888-1892'

IdentificationDateCategory

nvarchar (50)

Category of the date of the
identification e.g. "system",
"estimated" (= foreign key,
see in table
CollDateCategory_Enum)

VernacularTerm

nvarchar (255)

Name or term other than a
taxonomic (= scientific) name,
e.g. 'pine', 'limestone’,
'conifer', 'hardwood'

Valid name of the species
(including the taxonomic

TaxonomicName nvarchar (255) author where available.
Example: 'Rosa canina L.'
NameURI varchar (255) The URI of the taxonomic
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name, e.g. as provided by the
module DiversityTaxonNames.

IdentificationCategory

nvarchar (50)

Category of the identification
e.g. 'determination’,
'confirmation’, 'absence' (=
foreign key, see table
CollIdentificationCategory_Enu
m)

IdentificationQualifier

nvarchar (50)

Qualification of the
identification e.g. "cf."," aff.",
"sp. nov." (=foreign key, see
table
CollIdentificationQualifier_Enu
m)

If identification unit is type of
a taxonomic name: holotype,

TypeStatus nvarchar (50) syntype, etc. (= foreign key,
see table
CollTypeStatus_Enum)

TypeNotes nvarchar (MAX) Notes concerning the

typification of this specimen

ReferenceTitle

nvarchar (255)

Publications or authoritative
opinions of scientist used
during the identification
process. Example: enter
'Schmeil-Fitschen 1995’ if this
field flora was used.

The URI of the reference e.g.

ReferenceURI varchar (255) as provided by the module
DiversityReferences
User defined notes, e.g. the
Notes nvarchar (MAX) reason for a re-determination

/ change of the name, etc.

ResponsibleName

nvarchar (255)

Name of the person or
institution responsible for the
determination

ResponsibleAgentURI

varchar (255)

URI of the person or
institution responsible for the
determination (= foreign key)
as stored in the module
DiversityAgents.

LogCreatedWhen

datetime

Date and time when the
dataset was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Login of the user who created
the dataset
Default value: user_name()

LogUpdatedWhen

datetime

Date and time when the
dataset was changed
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Login of the user who
changed the dataset
Default value: user_name()

RowGUID

uniqueidentifier
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Default value:
newsequentialid()

ReferenceDetails

nvarchar (50)

The exact location within the
reference, e.g. pages, plates

Table IdentificationUnit

Organism that is present in or on a collection specimen

Column

Data type

Description

CollectionSpecimenID

int

Refers to the ID of
CollectionSpecimen (= Foreign
key and part of primary key)

IdentificationUnitID

int

ID of the identification unit (=
part of Primary key). Usually
one of possibly several
organisms present on the
collection specimen. Example:
parasite with hyperparasite on
plant leaf = 3 units,

LastIdentificationCache

nvarchar (255)

The last identification as
entered in table Identification

FamilyCache

nvarchar (255)

A cached value of the family
of the taxon of the last
identification. Can be set by
the editor if NameURI in table
Identification is NULL,
otherwise set by the system.

OrderCache

nvarchar (255)

A cached value of the order
of the taxon of the last
identification. Can be set by
the editor if NameURI in table
Identification is NULL,
otherwise set by the system.

TaxonomicGroup

nvarchar (50)

Taxonomic group the organism
identified by this unit belongs
to. Groups listed in table
CollTaxonomicGroup_Enum (=
foreign key)

OnlyObserved

bit

True if the organism was only
observed rather than
collected. It is therefore not
present on the preserved
specimen. Example: Tree
under which the collected
mycorrhizal fungus grew.
Default value: (0)

RelatedUnitID

int

The IdentificationUnitID of the
organism or substrate, on
which this organism is growing
(= foreign key)

RelationType

nvarchar (50)

The relation of an unit to its
substrate, e.g. parasitism,
symbiosis etc. as stored in
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CollRelationType_Enum (=
foreign key)

ColonisedSubstratePart

nvarchar (255)

If a substrate association
exists: part of the substrate
that is affected in the
interaction (e.g. 'leaves' if a
fungus is growing on the
leaves of an infected plant)

Examples: 'II, III' for spore
generations of rusts or 'seed’,

LifeStage nvarchar (255) 'seedling' etc. for higher
plants
The gender of the

el IRETELED (L) identification unit, e.g. 'male’
The number of units of this

NumberOfUnits smallint identification unit, e.g. 400

beetle in a bottle

ExsiccataNumber

nvarchar (50)

If specimen is an exsiccata:
Number of current specimen
within the exsiccata series

Exsiccataldentification

smallint

Refers to the
IdentificationSequence in
Identification (= foreign key).
The name under which the
collection specimen resp. this
unit is published within an
exsiccata.

UnitIdentifier

nvarchar (50)

An identifier for the
identification of the unit e.g.
a number painted on a tree
within an experimental plot

UnitDescription

nvarchar (50)

Description of the unit, esp. if
not the an organism but parts
or remnants of it were present
or observed, e.g. a nest of an
insect or a song of a bird

Circumstances

nvarchar (50)

Circumstances of the
occurence of the organism

DisplayOrder

smallint

The sequence in which the
units within this specimen will
appear on e.g. a label where
the first unit may be printed in
the header and others in the
text below. 0 means the unit
should not appear on a label.
Default value: (1)

Notes

nvarchar (MAX)

Further information on the
identification unit or
interaction, e. g. infection
symptoms like 'producing galls'

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()
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The last time when this

LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table IdentificationUnitAnalysis

The analysis values taken from an identification unit

Column Data type Description
Refers to the ID of
CollectionSpecimenID int CollectionSpecimen (= Foreign
key and part of primary key)
Refers to the ID of
IdentificationUnitID int IdentficationUnit (= foreign
key and part of primary key)
AnalvsisID int Analysis ID, foreign key of

table Analysis.

AnalysisNumber

nvarchar (50)

Number of the analysis

AnalysisResult

nvarchar (MAX)

The result of the analysis

ExternalAnalysisURI

varchar (255)

An URI for an analysis as
defined in an external
datasoure

ResponsibleName

nvarchar (255)

Name of the person or
institution responsible for the
determination

Default value:
[dbo].[CurrentUserName]()

ResponsibleAgentURI

varchar (255)

URI of the person or
institution responsible for the
determination (= foreign key)
as stored in the module
DiversityAgents.

AnalysisDate

nvarchar (50)

The date of the analysis

SpecimenPartID

int

ID of the part of a specimen
(optional, Foreign key) if the
analysis was done with a part
of the specimen (see table
CollectionSpecimenPart).

Notes nvarchar (MAX) Notes concerning this analysis

The time when this dataset
LogCreatedWhen datetime was created

Default value: getdate()

Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
LogUpdatedWhen datetime Ul ISt s Snen iz

dataset was updated
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Default value: getdate()

Who was the last to update

LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table IdentificationUnitGeoAnalysis
Column Data type Description
Refers to the ID of
CollectionSpecimenID int CollectionSpecimen (= Foreign
key and part of primary key)
Refers to the ID of
IdentificationUnitID int IdentficationUnit (= foreign
key and part of primary key)
AnalysisDate datetime The date of the analysis
The geography of the
Geoaraph eoaraph identification unit according to
grapny geograpny WGS84, e.g. a point (latitide,
longitude and altitude)
Geometry geometry (MAX) The geometry of the

identifiction unit, e.g. an area

ResponsibleName

nvarchar (255)

Name of the person or
institution responsible for the
determination

URI of the person or
institution responsible for the

ResponsibleAgentURI varchar (255) determination (= foreign key)
as stored in the module
DiversityAgents.
Notes nvarchar (MAX) Notes concerning this analysis
LogCreatedWhen datetime Ivgi ggt\ggen this dataset
LogCreatedBy nvarchar (50) Who created this dataset
. The last time when this
LogUpdatedWhen datetime dataset was updated
LogUpdatedBy nvarchar (50) X;I\?sod\z?:sterle et it Wipalaie
RowGUID -
RowGUID uniqueidentifier IdentificationUnitGeoAnalysis

Default value:
newsequentialid()

Table IdentificationUnitInPart
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The list of the organisms that are found in a part of the specimen

Column

Data type

Description

CollectionSpecimenlID

int

Refers to the ID of
CollectionSpecimen (= Foreign
key and part of primary key)

IdentificationUnitID

int

ID of the identification unit (=
part of Primary key). Usually
one of possibly several
organisms present on the
collection specimen. Example:
parasite with hyperparasite on
plant leaf = 3 units,

SpecimenPartID

int

ID of the part of a specimen
(optional, Foreign key) if the
identification unit is located
on a part of the specimen
(see table
CollectionSpecimenPart).

DisplayOrder

smallint

The sequence in which the
units within this part will
appear on e.g. a label where
the first unit may be printed in
the header and others in the
text below. 0 means the unit
should not appear on a label.
Default value: (1)

Description

nvarchar (500)

A description of the unit, esp.
if not a whole unit but e.q.
parts of it are stored in the
collection, e.g. a nest of a
bird

LoglnsertedBy

nvarchar (50)

Name of user who first
entered (typed or imported)
the data.

Default value: user_name()

LoglnsertedWhen

smalldatetime

Date and time when the data
were first entered (typed or
imported) into this database.
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of user who last
updated the data.
Default value: user_name()

LogUpdatedWhen

smalldatetime

Date and time when the data
were last updated.
Default value: getdate()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table LocalisationSystem
The geographic localisation systems, e.g. coordinates
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Column Data type Description

LocalisationSystemID int Unique ID for the localisation
system (= Primary key)

LocalisationSystemParentID int LocalisationSystemID of the

superior LocalisationSystem

LocalisationSystemName

nvarchar (100)

Name of the system used for
the determination of the place
of the collection, e. g.
Gauss-Kriger, MTB, GIS

DefaultAccuracyOfLocalisation

nvarchar (50)

The default for the accuracy
of values that can be reached
with this method

DefaultMeasurementUnit

nvarchar (50)

The default measurement unit
for the localisation system,
e.g. m, geograpic coordinates

ParsingMethodName

nvarchar (50)

Internal value, specifying a
programming method used for
parsing text in fields
Locationl/Location2 in table
CollectionLocalisation

DisplayText

nvarchar (50)

Short abbreviated description
of the localisation system as
displayed in the user interface

DisplayEnable

bit

Specifies if this item is
enabled to be used within the
database.
LocalisationSystems can be
disabled to avoid seeing them,
but to keep the definition for
the future.

DisplayOrder

smallint

The order in which the entries
are displayed. The order may
be changed at any time, but
all values must be unique.

Description

nvarchar (255)

Description of the localisation
method

DisplayTextLocation1

nvarchar (50)

Short abbreviated description
of the attribute Location1l in
the table CollectionGeography
as displayed in the user
interface

DescriptionLocationl1

nvarchar (255)

Description of the attribute
Locationl in the table
CollectionGeography as
displayed in the user interface

DisplayTextLocation2

nvarchar (50)

Short abbreviated description
of the attribute Location2 in
the table CollectionGeography
as displayed in the user
interface

DescriptionLocation2

nvarchar (255)

Description of the attribute
Location2 in the table
CollectionGeography as
displayed in the user interface
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RowGUID uniqueidentifier Default value:
newsequentialid()

Table Processing

The processings of the specimen

Column Data type Description

ProcessingID int ID of the processing (Primary

rrocessingib key)

ProcessingParentID int The ID of the superior type of

the processing

The display text of the

DisplayText nvarchar (50) processing as shown e.g. in a
user interface

Description nvarchar (MAX) Description of the processing

Notes nvarchar (MAX) Notes about the processing

ProcessingURI

varchar (255)

An URI for a processing as
defined in an external
datasource

OnlyHierarchy

bit

If the entry is only used for
the hierarchical arrangement
of the entries

Default value: (0)

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table ProcessingMaterialCategory

The processings that are possible for a certain material category

Column Data type Description
ID of the processing. Refers
ProcessingID int to ProcessinglD in table

Processing (foreign key)
Default value: (1)
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MaterialCategory

nvarchar (50)

Material category of
specimen. Examples:
'herbarium sheets', 'drawings’,
'microscopic slides' etc.
Default value: N'specimen’

The last time when this

LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table ProjectAnalysis
The types of analysis available within a project
Column Data type Description
AnalvsisID int Ika(;f the analysis (Primary
ID of the project to which the
. . specimen belongs (Projects
ProjectlD Int are defined in
DiversityProjects)
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogeremielEy TR (210 Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table ProjectProcessing
The types of processing available within a project
Column Data type Description
ProcessingID int ID of the Processing (Primary
rrocessing™® key)
ProiectID int ID of the project to which the

specimen belongs (Projects

Page 283



are defined in
DiversityProjects)

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
Lezfeieaseley VELEEL (S0 Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table Property

The list of the properties that can be specified for the collection site

Column Data type Description
t . Unique ID for the localisation
PropertyID Int system (= Primary key)
PropertyParentID int LocaIi_sationSy_stel_'nID of the
superior LocalisationSystem
Name of the system used for
PropertyName nvarchar (100) the determination of the place

of the collection, e. g.
Gauss-Krluger, MTB, GIS

DefaultAccuracyOfProperty

nvarchar (50)

The default for the accuracy
of values that can be reached
with this method

DefaultMeasurementUnit

nvarchar (50)

ParsingMethodName

nvarchar (50)

Internal value, specifying a
programming method used for
parsing text in fields
Locationl/Location2 in table
CollectionLocalisation

DisplayText

nvarchar (50)

Short abbreviated description
of the localisation system as
displayed in the user interface

DisplayEnabled

bit

Specifies if this item s
enabled to be used within the
database.
LocalisationSystems can be
disabled to avoid seeing them,
but to keep the definition for
the future.

DisplayOrder

smallint

The order in which the entries
are displayed. The order may
be changed at any time, but
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all values must be unique.

Description of the localisation

Description nvarchar (255) method

RowGUID uniqueidentifier Default value:
newsequentialid()

Table PropertyValuelist

Column Data type Description
The ID of the descriptor of

PropertyID int the collection event, foreign
key, see table Descriptor

DisplayText nvarchar (255) U2 B2 for_ e prop_erty as
shown e.g. in a user interface
URI referring to an external

PropertyURI varchar (255) datasource e.g.
DiversityTerminology

Notes nvarchar (MAX) e ab(_)ut the property of
the colletion site.
RowGUID - PropertyValuelList

RowGUID uniqueidentifier Default value:
newsequentialid()

Table Transaction

Transactions like loan, borrow, gift, exchange etc. of specimen if they are
e.g. permanently or temporary transfered from one collection to another

Column Data type Description
TransactionID int Uniqge ID for the transaction
(= Primary key)
The ID of a preceeding
ParentTransactionID int transaction of a superior

transaction if transactions are
organized in a hierarchy

TransactionType

nvarchar (50)

Type of the transaction e.g.
gift in or out, exchange in or
out, purchase in or out
Default value: N'exchange'

TransactionTitle

nvarchar (200)

The title of the transaction as
e.g. shown in an user
interface

ReportingCategory

nvarchar (50)

A group defined for the
transaction, e. g. a taxonomic
group as used for exchange
balancing

AdministratingCollectionID

int

ID of the collection thas is
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responsible for the
administration of the
transaction.

MaterialDescription

nvarchar (MAX)

ID of the project to which the
transaction belongs (Projects
are defined in
DiversityProjects)

Default value: "

MaterialCategory

nvarchar (50)

Material category of
specimen. Examples:
'herbarium sheets', 'drawings’',
'microscopic slides' etc.
Default value: N'specimen'’

MaterialCollectors

nvarchar (MAX)

The collectors of the material

FromCollectionID

int

The ID of the collection from
which the specimen were
transfered, e.g. the donating
collection of a gift

FromTransactionPartnerName

nvarchar (255)

Name of the person or
institution from which the
specimen were transfered,
e.g. the donator of a gift

FromTransactionPartnerAgent
URI

varchar (255)

The URI of the transaction
partner (see e.g. module
DiversityAgents)

FromTransactionNumber

nvarchar (50)

Number or code by which a
transaction may be recorded
by the administration of the
source of the specimen, e.g.
the donating collection of a
gift

ToCollectionID

int

The ID of the collection to
which the specimen were
transfered, e.g. the receiver
of a gift

ToTransactionPartnerName

nvarchar (255)

Name of the person or
institution to which the
specimen were transfered,
e.g. the receiver of a gift

ToTransactionPartnerAgentUR
I

varchar (255)

The URI of the transaction
partner (see e.g. module
DiversityAgents)

ToTransactionNumber

nvarchar (50)

Number or code by which a
transaction may be recorded
by the administration of the
destination of the specimen,
e.g. the receiving collection of
a gift

NumberOfUnits

smallint

The number of units that were
(initially) included in the
transaction

Investigator

nvarchar (50)

The investigator for whose
study a transacted material
was sent
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TransactionComment

nvarchar (MAX)

Comments about the
exchanged material addressed
to the transaction partner

Date when the transaction

BeginDate datetime started
End of the transaction period,
AgreedEndDate datetime e.g. if the time for borrowing
the specimen is restricted
Actual end of the transaction
ActualEndDate datetime when e.g. the borrowed

specimen were returned to
the owner

InternalNotes

nvarchar (MAX)

Internal notes about this
transaction, not to be
published e.g. on a web page

ResponsibleName

nvarchar (255)

The person responsible for
this transaction

ResponsibleAgentURI

varchar (255)

The URI of the person, team
or organisation responsible for
the data (see e.g. module
DiversityAgents)

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table TransactionDocument

The history of transactions resp. the documents connected to the

transactions

Column Data type Description
Unique ID for the Transaction,

TransactionID int refers to ’_cable Transaction (=
Part of primary key and
foreign key)

Date daiiaiTe The date of the event of a

transaction

TransactionText

nvarchar (MAX)

The text of a transaction
document

TransactionDocument

image (2147483647)

A scanned document
connected to this transaction
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event

InternalNotes

nvarchar (MAX)

Internal notes about this
transaction event

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()
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Database - Project related tables

Informations concerning the projects and related tables are stored in the tables shown in the

diagram below.

UserProxy ProjectUser
% LoginMame e | ¥ LoaginMame -
CombinediameCache —————— 3 | ¥ ProjectID -
UserURI
AgentlRI
Queries _ ProjectAnalysis
CurrentProjectID 2 AnalysisID "
RowGUID ———oxd | § ProjectlD il
Settings
ProjectProcessing
PI‘DjECtPI‘DX’f % ProcessingID -
% ProjectlD o | [N x| § ProjectlD 8
Project E
ImageDescriptionTemplate i . .
g P P CollectionProject
% CollectionSpecmenID -
% | ¥ ProjectlD -
Index

e CollectionProject

e ProjectAnalysis

e ProjectProcessing

e ProjectProxy

» ProjectUser
o UserProxy

Table CollectionProject
The projects within which the collection specimen were placed

Column Data type |Description
CollectionSpecimenID |int Refers to the ID of CollectionSpecimen (= Foreign
key and part of primary key)
3 n ID of the project to which the specimen belongs
ProjectID Int (Projects are defined in DiversityProjects)
: The time when this dataset was created
LogCreatedWhen datetime Default value: getdate()
Who created this dataset
HegelElelsy BT (50 Default value: user_name()
LogUpdatedWhen datetime The last time when this dataset was updated
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Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update this dataset
Default value: user_name()

Table ProjectAnalysis

The types of analysis available within a project

Column Data type Description
AnalvsisID int IkIZyc;f the analysis (Primary
ID of the project to which the
. . specimen belongs (Projects
ProjectID e are defined in
DiversityProjects)
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LoguraiEeEy a0 Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table ProjectProxy
The projects available within the database
Column Data type Description
ID of the project to which the
. . specimen belongs (Projects
ProjectID int are defined in
DiversityProjects)
The name or title of the
Project nvarchar (50) project as shown in a user

interface (Projects are defined
in DiversityProjects)

Table ProjectUser

The projects available for a user

Column

Data type

Description
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A login name which the user
uses for access the

LoginName nvarchar (50) DivesityWorkbench, Microsoft
domains, etc..
ID of the project to which the
ProiectID int specimen belongs (Projects

are defined in
DiversityProjects)

Table UserProxy

The users with access to the database

Column Data type Description
A login name which the user
LoginName nvarchar (50) uses for access the

DivesityWorkbench, Microsoft
domains, etc..

CombinedNameCache

nvarchar (255)

The short name of the user,
e.g. P. Smith
Default value: NULL

UserURI

varchar (255)

URI of a user in a remote
module, e.g. refering to
UserInfo.UserID in database
DiversityUsers
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Database - Entity tables

Informations concerning the entities are stored in the tables shown in the diagram below.

Entityl anguageCode_[=>—

— ?
7
7

Entity

DisplayGroup

Makes

¥ Enkiky L

Obsolete v

EntityPepresentation

Enkiky L
Language_ode
EntityConktext

DisplayTexk

Abbreviation

Description

Mokes w

EntityContext_Enum

Table Entity

= §

7

Entitylsage

Enkitsy ~
EntityConktext
EnkitvUsage

Presetyalue o

EntityUsage_Enum

The entities in an application e.g. the tables and columns in a database

Column Data type Description
The name of the entity, e.g. Table.Column.Content
Entity warcnar (500 [ e e s
"DiversityWorkbench.Message.Connection.NoAccess", PK
DisplayGroup nvarchar (50) ;fr(I)D&\g?rtsri\tg/\rl‘vaor:llébgpa?eegtglle; should be displayed in a
Notes nvarchar (MAX) | Notes about the entity
Obsolete bit True if an entity is obsplle.te. Qbsolete entities may be
kept to ensure compatibility with older modules
LogCreatedWhen |datetime The time when this dataset was created
LogCreatedBy nvarchar (50) Who created this dataset
LogUpdatedWhen [datetime The last time when this dataset was updated
LogUpdatedBy nvarchar (50) Who was the last to update this dataset

Table EntityRepresentation

The description of the entity in a certain context in different languages
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Column Data type Description

varchar (500) 'IIE'Eteitr;/ame of the entity. Foreign key, relates to table

LanguageCode |nvarchar (50) ISO 639: 2-letter codes for the language of the content

Entity

The context for the representation, e.g. "Exchange with
EntityContext nvarchar (50) ABCD", "collection management" or "observation" as
defined in table EntityContext_Enum

DisplayText nvarchar (50) |The text for the entity as shown e.g. in a user interface
Abbreviation nvarchar (20) ;I;R(Zr?g?geviation for the entity as shown e.g. in a user
Description nvarchar (MAX) [The description of the entity

Notes nvarchar (MAX) | Notes about the representation of the entity
LogCreatedWhen |[datetime The time when this dataset was created

LogCreatedBy nvarchar (50) Who created this dataset

LogUpdatedWhen |datetime The last time when this dataset was updated

LogUpdatedBy nvarchar (50) Who was the last to update this dataset

Table EntityUsage
The usage of an entity in a certain context, e.g. hidden, readonly

Column Data type Description

The name of the entity.
Entity varchar (500) Foreign key, relates to table
Entity

The context for the
representation, e.g.
"Exchange with ABCD",
"collection management" or
"observation" as defined in
table EntityContext_Enum

EntityContext nvarchar (50)

How the entity should be used
within a certain context, e.g.
"hidden" as defined in table
EntityUsage_Enum

EntityUsage nvarchar (50)

If a value is preset the value
resp. SQL statement for the
value, e.g. 'determination' for
identifications when using a
mobile device during an
expedition

PresetValue nvarchar (500)

Notes nvarchar (MAX) Z:Eii;s/ about the usage of the

The time when this dataset

LogCreatedWhen datetime
was created

LogCreatedBy nvarchar (50) Who created this dataset

The last time when this

LogUpdatedWhen datetime dataset was updated

Who was the last to update

LogUpdatedBy nvarchar (50) this dataset
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History

To inspect the history of a dataset click on the button. A window will open, showing all

former states of the data in the tables with the current dataset at the top. The database

DiversityCollection handles 2 different histories - one for the collection specimen and one for

the collection event. The version shown in the header of the main window refers to these
Specimen  Ewvent  Version

histories 199354 224423 5 3 | The first number refers to the version of the specimen. If an

event was defined a second number is shown, referring to the version of the collection event,
e.g. 5 3 means version 5 of the specimen and version 3 of the collection event.

If you want to restore an old version of a dataset, choose the corresponding line in the table
and click on the Restore data as in selected line button.

I~ ™
1 History of M-0013570 (SpecimeniD: 6950) =
Restore data 2= in selected line

CaliectionProgect | Collection Specimenimage | Collection Specimen Fart |':|'="I1iﬁ':ﬂ1":'r'|-hl Identfication | ldentification LintinFar A

. I | Lestidentificat| FamilyCache | OrderCache | TexonomicGr OnlyObserve RelatedUnitlD| RelationType | ColonisedSub| LifeSiage -
| ¥ Arthrocladeell Erysiphaceze (null) fungus [ 11010 Parasitic {obli {null) (il =
Arthrocladeell Erysiphaceze (null) plant u (rull) Parasitic {obli (null) (il
Lycium Erysiphaceae (null) plant u (rully Parasitic (obli {null) (nwlll)
Lyeium (inwlll) mul) plant [ (mull) (null) [l (il i
[, O g P~ | B e | " [ — 4aman P -y | - — ) Foms BN

| & Fif ¥

The version will be set automatically. If a dataset is changed the version will be increased if
the last changes were done by a different user or the last change is more than 24 hours ago
(for further details see topic Logging ).
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Backup

If you need to backup your database, you have to use the functionality provided by
SQL-Server. To do this, you need administration rights in the database you want to create a
backup. Open the Enterprise Manager for SQL-Server, choose the database and detach it
from the server as shown in the image below.

\
| Diversit; Meue Datenbank. ..
| || Diversit;  Meus Abfrage Marne
iversi Skript Far Datenbank als  »
j E!VEG!E\' P [ Datenbankdiagrarme
" | Tremen..
; 1 Trennen. ..
| | Diversit: - |

After detaching the database, you can store a copy of the ..._Data.MDF File to keep it as a
backup.

After storing the backup you have to attach the database.

Meue Datenbank. ..

Shoitgen |

Datenbank wiederherstellen. ..

Dateien und Dakeigruppen wisderherstellen, ..

Aktualisieren

A dialog will appear where you have to select the original database file in your directory.
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Logging

Changes within the database will be documented for each dataset together with the time and

the responsible user in the columns shown in the image below.

i | bbb o o v bm iy al
_L|.I.|| o dEy = e 50T Foorez o e b Tiest o e d §bvpcd o epoeteC) Chie data Thee o U opees oo (0n D] ncim, voomch iy Lo ST o s i Lhee poc e O ncsped s D, _l
" |Lesireztadtinen =na dabatins [mhes 3 e e Feoor o e “irst 2nbasesd kg e o g 2] I chis spstem
gy by rr-mrch 0] Fonres o 1y b Lok upcished b ddstm, Thin e Bom oo sber dor ik ] neme, vaeieh e b Farsnk o e pacemn repons oa,
—|umip ik wnad dabatess el m e e an t palatsal. =

All main tables have a corresponding logging table. If you change or delete a dataset the
orignial dataset will be stored in this logging table together with informations about who has

done the changes and when it happend.

Data Data_Log
gl I
B DisplayText i DisplayText
B LogInsertedvwhen i LogInsertedWwhen
B LogInsertedBy i LogInsertedBy
B LogUpdatedwhen i LogUpdatediwhen
LogUpdatedBy i LogUpdatedBy
i LogState
e LogDate
e LogUser
| LogID
i SOL Server Enterprise Manager - [Konsolenstamm'Microsoft s i [m] B
| %8 konsole  Fenster 2 |_|_|- = E”
J Yaorgang Ansicht  Extras J = o= | | g | X
L | s ;
J‘)‘F 15:\|E()’mﬁa
Skrukfur I Tabellen 143 Elemente
|-k DiversityColleckion ;I Mame -
265 Diagramime =] callectionPraject o
Tabellen J CDIIectiDnPrDject_LDg
- Sichten [E] callectionSpecimen

%l Gespeicherte Prozeduren

Collectionspecimen_Log
Collection3pecimenImage
Collection3pecimenImage_Log

I —

sl
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Version

For information about the version of the client application choose Help, Info...

DiversityWorkbench

,?6 DiversityCollection

M anagement sustem for collections and obzervations
Werzsiom: 2536

Inztitution:  Staatliche M atunwizzenschaftliche Sammlungen Bayermns,
IT Centre
hittp: A A, ghizh, infos

Authors: Markus Weiss
Copyright: 2 19399 - 2008, Diversity ‘Warkbench

License: This program iz free software: you can redistribute it
and/or modify it under the terms of the GMU General
Public Licenze as publizhed by the Free Saoftware
Foundation,

Digclaimer: Thiz program iz distributed in the hope that it will be
uzeful, but WITHOUT ANY WARBAMTY; without even
the implied warranty of MERCHANTABILITY ar FITMESS
FOR & PARTICULAR PURPOSE. For more details see:

hittp: & A, grin.orgdicenses/apl. html

The current version in the example above is 2.5.3.6. As an administrator, you can set the

versions of the database and the client. Choose Administration - Versions from the menu.

A form as shown below will open, giving you an overview of the version settings.

#= Setting the version of client and database

Current wersion M ew wersion
Client: 02.05.05.08 02.05.05.03 [ Set client version ]
[ratabaze: 0z.05.03 02.05.03 [ Set DB version ]

Yerzsionz as stared in client
Client: 02.05.05.08

[ atabaze: 020503
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Database - Application tables

Informations concerning the predefined queries for the users are stored in the table
ApplicationSearchSelectionStrings.

Table ApplicationSearchSelectionStrings
Selection strings for customized queries for users

Column

Data type

Description

UserName

varchar (50)

The name of the user who created this SQL string
Default value: user_name()

SQLStringIdentifier

varchar (50)

The identifier for the selection string as shown in
user interface

The main table from which the datasets should be

ItemTable varchar (50) selected
Default value: 'TaxonName'
SQLString varchar (MAX) |SQL string for selecting datasets from the database
Description nvarchar (MAX) Description of the resultset and the purpose of the
query
. The time when this dataset was created
LogCreatedWhen datetime Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
. The last time when this dataset was updated
Leglpakizatiiine R Default value: getdate() P
LogUpdatedBy nvarchar (50) Who was the last to update this dataset

Default value: user_name()
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Diversity Workbench

The Diversity Workbench is composed of components for building and managing biodiversity
information, each of which focuses on a particular domain. Each component can provide
services to the other components. DiversityCollection can link data to the

modules DiversityProjects, DiversityResources, DiversityExsiccatae, DiversityGazetteer,
DiversityScientificTerms, DiversityTaxonNames, DiversityAgents,

DiversityUsers and DiversityReferences as illustrated in the image below.

l.-.-\. '_1|
o
|y

Biodiversitatsdaten

Administration

The modules communicate with each other to provide their services for the other modules.
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Modules

The Diversity Workbench is a set of components for building and managing biodiversity
information, each of which focuses on a particular domain.

Dive

f:gz Administration of the agents, i.e. people and institutions which should be documented with e.g. their addresses
nts
Dive

rsity

Coll Administration of the scientific collections and specimens within these collections

ecti

on

Dive

rsity

Des Administration of descriptive data

cript

ions

Dive

rsity

Exsi Administration of exsiccatal series

ccat

ae

Dive

rsity A data collection to enable the linking of geographical records with the Getty Thesaurus of Geographical Names (TGN), the Gern
Gaze geographical names.

tteer

Dive
rsity
Scie
ntifi
cTer
ms

Data collections of scientific terms from foreign sources like vegetation, stratigraphy, soil science etc.

Dive

;Srléjy Administration of projects within the Diversity Workbench
ects

Dive

rsity

Refe Administration of references

renc

es

Dive

rsity

Res Administration of resources like images, etc.
ourc
es
Dive
rsity
Tax
onN
ame
s

Administration of taxonomic names, their synonyms and hierarchical position

Dive
rsity
User
S

Administration of the users and their permissions within the Diversity Workbench

Each module provides services for the other modules. To use the service of a module, you
need access to the database of the module and optionally the module application placed in
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your application directory.

In the graphic below the connections to other modules within DiversityCollection are indicated.

H
P b T A Eel -
™ 8 vam T Frami
—d bamiBeel [
et abio Bramiim
e [
rmsenarmid - |i-_\.-u|
[CFTC R [T er— N
e 13 B Ak
e B e, ot
S e - I T —
"

al sk
IR il

||:nlln.-u|i.n|-:1f.--r
|ccb oo ot entrceseyery

Ted v ol

e Hearbond ik nderd

|w1-umin'rw;|-=
Dherskyhgens ChearsiyGazabmer CivarsibyFrojects DivarsityExsocataa OhersitySdantificTerms  Dhershy@efaranms  DivarsityRasocurcas Divarsity Teaaonhismas

In the form a connection to a module of Diversity Workbench is a set of components for
building and managing biodiversity information, each of which focuses on a particular domain.

Page 302



Module related entry

The Diversity Workbench is a set of components for building and managing biodiversity
information, each of which focuses on a particular domain. Each module provides services for
the other modules. To use the service of a module, you need access to the database of the
module and optionally the module application placed in your application directory. Entries
related to an external module have a standard interface in the main form. There are 2

states of this interface:

1 - the value is only set in the local database with no connection to the remote module

Tax name: |3|Melash:uma argyrophylium Schrank & Mart. ex DC. |*.|

In this state, you can either type the value or select it from the values that are already
available in the database. To get a list of the available values type the beginning of the value

(you may use wildcards) and click on the IE[ button. If you want to set a relation to the

remote module, click on the % button. A window will open where you may select an
entry from the foreign database.

@ DiversityTakonMames  (DiversityTanonMames_Plants)  Server: 127.0.0.1 —1Oj x|
_,j (- oper: DiversityT axonMames _"I
— Query conditions ﬂ Query rezullz 1 - 100 of 1361 D
Tawonomic name Melastoma arborezcens Aokl ﬂ 417394
Mame = = melasto Melzsioma arborescens Seber ex Pros]
Rark | j Melzzioma srboreum Schitcd T axonomic name
elastoma arboreum Schitd . Medzstoma argyropbpdum Schrank & Mart ex DC
Ielxztoma arboraum Vel
Authors - Melastoma arboreum Yell, Basionym
Bazauth ~ Melsstome srgenteum Desr R ank
Comb.auth, = ~ Melastoma argentewm Desr o s
— Melasioma argentewn Poir. ex Stewd.
Revision Welasioma argenteum S Publication
Leyel | :J Melastoma argentecm Sw Prodr. [DC.] 3 181.. . . 1828
Ielxziomn argenteum S .
— Froject Melastama srgyrabum Pres) Validity a
Project |MeiLi$t ﬂ Ielx=stoma argyrophylum Scheank & War Walid name
Melastoma argyrophyliom Schrank & Ma Hierarchy
Melasioma argyrophylium Schrank & Mar Welastoma Bum, ex L.
Melasioma aristatum Marl, ex DC Melastomataceas
Melastoma aromaticum anl Myt ales
Ielezioma arficulata Dess. Magnaoliopsida
Iela=tama articulsium Desr, Magroliooiyls
Metastoma aricutaium Mauwdn
Melsstoma arvenze Well. Synonym
Melsziomn ssoera L. ll

LSynonpmy type
arder by: T I -

. Accepted name
Taonomic M ame j Medastoma argyropbplum Schrank & Mart e« DC

Drndl 14

2 - the value is related to the remote module

T ax name: |Melast|:|ma argyrophwlium 5 chrank, & Mart, ex DC. |€| }(l

If the value has a relation to the remote module, the interface will appear as shown above. To
release the connection to the remote module click on the #button. If you need further
information about the value, click on the % button. This will open a form, showing an
overview of the related value.
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#& DiversityTaxonNames (DivErsil:rTa:-:unHames_PIant-sE;:: =10l x|

open Diversity T akont ames '*

D

417384

Taxonomic name
belaztoma argurophylium Schrank & kart. ex DC.

B azionpm
Rank
2.
Publication
Prodr. [DIC.) 3: 181.. .. 1828
Yalidity
YWalid name
Hierarchy
Melaztoma Burm. ex L.
elastomataceas
kuyrtales

b agnoliopzida

b agnoliophyta
Synonym

Synonymy type

Accepted name
belaztoma argurophwlium Schrank & Mart, ex DC.

If the client application of the module is available you can inspect the details of the entry.
To start the client application of the remote module, just click on the % button.

3 - relation to a webservice

Some modules provide the possibility to link your data to an external webservice. For
example DiversityTaxonNames gives you access to the taxonomic names of IndexFungorum.
To establish a connection to an external webservice, click on the % button. As with the link
to modules within the Diversity Workbench a window will open where you can choose from
either Diversity Workbench modules or external Webservices. See Webservice for further

details
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Resources

Images for specimen and the collection event can either be stored in DiversityCollection with
their file path or in more detail in the module DiversityResources. For directly changing to

DiversityResources click on the “* button.

For direct access to the resources in this module, you need the application
DiversityResources.exe in your application directory, the database DiversityResources and a
valid account in the database DiversityUsers. For more information see the Diversity

Workbench Portal.
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Reference

Details about References are stored in the module DiversityReferences. You can choose one of

the entries in this module from the picklist. To directly change to DiversityReferences click on

For access to the references from other modules, you need the application
DiversityReferences.exe in your application directory. To use the application
DiversityReferences.exe you need access to the database DiversityReferences. For more
information see the Diversity Workbench Portal.
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Webservice - foreign sources

Some modules within the Diversity Workbench provide the possibility to link your data to an
external webservice. For example DiversityTaxonNames gives you access to the taxonomic
names of IndexFungorum. To establish a connection to an external webservice, click on the

o button. A window will open where you can choose from either Diversity Workbench
modules or external Webservices. The currently provided webservices are:

Index Fungorum

The Palaeontology Database

The Catalogue of Life
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Index Fungorum - webservice

Some modules within the Diversity Workbench provide the possibility to link your data to an
external webservice. For example DiversityTaxonNames gives you access to the taxonomic
names of IndexFungorum. To establish a connection to this webservice, click on the oA
button. A window will open where you can choose IndexFungorum from the Database list (see
below).

=

#= Index Fungorum: www.indexfungorum.org

Database: IndexFungonm v
it /. incesf /MHames o ke
HAME OF FUNGUS
Query results 37 Amanita muscaria
Amainda muscara (L) Lam, -
Amania muscaria a eu-umbrina R, Schulz AUTHORS
Amania muscaria b hercynica R, Schulz (L) Larn.
Amaniga muscaria o sudedica R, Schulz PU B Ll 5 H E D |_| 5 'I' HEFEHEHEE
Amainia muscaria f. aureola (Kalchbr.) J E. Lange Saccardo's Syl fung. - 13; %1: 906: X1 49
Amania muscaria . eu-umbring Schulz
Amania muscaria . formosa (Pers) Gonn. & Rabenh. SPECIFIC EPITHET
Amania muscaria . gussowi (Yeseli) Meville & Poumarat MMUsCaria
Amainita muscaria f. muscaria (L.) Lam.
Amania muscaria f.sp. ameticana E.-J. Gilbert VOLUME 1
Amanida muscaria subsp. americana (J E. Lange) Singer
Amania muscaria subsp. flavivolvata Singer PAGE
Amanda muscaria subsp. muscaria (L) Lam. 111
Amania muscaria subsp. umbrina Schulz
Amanita muscaria var. alba Peck YEAR OF PUBLICATION
Amanda muscaria var. americana J.E. Lange 1783
Amanda muscaria var. auredla Kalchir, ~ - .
Amanida muscaria var, flavivalvata (Singer) Dav. T. Jenkins SANCTIONING AUTHI I;:
Amanda muscaria var. formosa (Pers.) Bertill, W '
RECORD NUMBER
order b}‘ _DISI:IH:HT ﬂ!d ' 161267
[v) mex resuts: | 50 [(T)(%J (=] sasionyM RECORD NUMBER
Quety conditions 375287
Change ta bagiorym
Mame |Amanita musc | Agaricus muscarius L. 3
. il
Index Fungorum Partnership
Acknowledgements
Help with searching
Search Authors of Fungal Names
Search Index Fungorum
Index FUNQOrum  imcorant anncuncement
Record Details:
Amanita muscaria (L.) Lam., Encycl. Méth. Bot. (Pans) 1: 111 (1783)
W

oo | o

Enter the query restriction for the name in the Name field in Query conditions. The maximal

number of records you get can be set in the max. results field mat fesuls: I 50 (choose a low
number if you have a slow connection to the internet). Then click on the search button Tto
start the query. In the list of the left upper part the results of the query will be listed. In the
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right part of the window additional information is shown as provided by the webservice. For
certain entries buttons will appear, as e.g. shown above for the basionym and the current
name of a scientific name. Click on these buttons if you want to change to one of these
related datasets from the webservice. If available, the informations provided on the
corresponding website is shown in the lower part. To take the link from the webservice into
your database choose one of the entries and click OK. The entry will change as shown below.

—— bt "
T ax.name: |><anthn:nr|a parietina f. excrescens ||.“_W }(I “’.I

Htip
If you double-click on the link area = a window will open, providing you with the retrieval
information of the webservice.

URI of Xanthoria parietina f. excrescens x|

hitkp: v indesxfungorum, org) TEFWebService/Fungus, asmi/MameBykeyRDFMamelsid=416173

To get the whole information related to this entry as provided by the webservice, click on the

“* button. A window will open as shown below where the informations of the webservice are
listed, If available, the lower part will show the corresponding informations of a website.

#= Index Fungorum: www.indexfungorum.org

HAME OF FUNGUS
Amanka muzcana
AUTHORS
[L.] Lam.
PUBLISHED LIST HEFEREMNLE
Saccardo’s SPl fang s 13:MI0: 906; =1 49
SPECIFIC EPITHET
miEC Al
VOLUME
1
W
ndex F Partnershi A
Acknowled gements
Help with searching
Search Authors of Fungal Names
E;Er;h [r'd;x Fungorum
Index Fungorum Imoortare Announcement
Record Details:
Amanita muscaria (L.) Lam., Encycl, Meth, Bot. (Panis) 1: 111 (1783) w

If you want to remove the link to the webservice, click on the the x button. This will only
remove the relation to the webservice, not the cached name.
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Catalogue of Life - webservice

Diversity Workbench provide the possibility to link your data to an external webservice. The
webservice provided by the Catalogue of Life is possible through the
module DiversityTaxonNames. To establish a connection to this external webservice, click on

the % button. A window will open where you can choose this webservice (see below).

#= Catalogue of Life: webservice, catalogueoflife.org

Datahase: |Catalogued e >
httpe £dvavesy ctaloqueofif cegfsearch sciertfic php B Salvclinus alpinu, #
Quensrazuk: 120 & resk
5 i
Sakelnus agassizi -~
Sabvelirug abus 17553582
= fame
Salvelrus alprus s Salvelingg alpinus
Salveinus apnus ervthinus = rank
Sakelnus anastuviensls Spacies
Sabelinus andissed o o bt
Salvelirus boganidas _
Sabelrus coki 3 accepled nams
B souice_databass
ardar b |_DisployT et w FizhBase
B onlre iecouics
E] E] e/ femams fiztibasa ong/SummanySpecies Summane php 1D =247
Queny condiions B sowce
Hame salbwelnus =- caal_souics
Cataloows of Lite, 2008 Annual Checkls: b
Salvelinus alpinus alpinus Advertising in __ A
Charr FishBase &

WU can sporaos this pags

Salvelinus alpinus alpinus (Lamaeus, 173%)
Family: Salmonidae (Salmonds), subfamily: Salmoninae i”‘"’ GulgllEn b st E

Order: Salmomiformes (salmons)

In the field Name in Query conditions enter you search string and click on the ¥button to
start the query. In the list of the left upper part the results of the query will be listed. In the
right part of the window additional information is shown as provided by the webservice. If
available, the lower part of the window will show the webpage of the related information.

Page 310


http://www.catalogueoflife.org/search.php

= Salvelinus alpinus
= result
id
narme
rarik.
name_ztatuz
gQenLs
FpECiEs
author
<additional_dataz </ additional_data:
digtribution
zource_databaze
onlinge_rezource
references
clazzification
= taxon
=-id
1
= name
Anirnalia
rank.
Ll
= taxon
=-id
£95
= name
Chordata
= rank
Phuglurm

- E- - - E-E

- - -

Higher taxa and for synonyms the accepted name will be shown as e.g. shown above. To
inspect one of these entries, click on the linked entry of the ID - in the example above id: 695
. To take the link from the webservice into your database choose one of the entries in the list
and click OK. The entry will change as shown below.

T am rame: |Salvelinus alpiniz —

frtip
to

If you double-click on the link area
information of the webservice.

a window will open, providing you with the retrieval

URI of Salvelinus alpinus

http: [ fwebservice. cakalogueafiife. orgfannual-checklistf 2008  search, phprid=1795392

To get the information related to an entry as provided by the webservice, click on the oa
button. A window will open as shown below where the informations of the webservice are
listed in the upper part. If available, additional informations provided on a corresponding
website will be shown in the lower part.
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#= C " peoflife.org

= Sakvelinus alpinus -~
=l st

=i name_glalus
accephzd name
=}- QEfLE
Sakelins
= - Epecies
apinus
=} author
|Lrnaeus, 1758)
Laddtional_datar«</additiona_data:
=l dstnbufion
Europs - Inland waters; Formes U55R - Inland water:; Lake Bakal; Palearctic; Russian Fedearation
=t source_dalabase

FighBase bt

Species Catalogue of Life: 2008 Annual Checklist
2006 indexing l'.hugwurld's kr.1‘uwn species

Browse ¥
(@ search k
F 1nfa

Infraspecies details

FishBase

Accepted scientific Salvelinus alpinus erythrinus (Georgi, L775) (accepted name) I
name:
Synonym: Salme erythrinue Georgi, 1775 (synanym) ]

|=

If you want to remove the link to the webservice, click on the # button. This will only remove
the relation to the webservice, not the cached name.
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The Palaeontolgy Database - webservice

Diversity Workbench provide the possibility to link your data to an external webservice. The
webservice provided by the Palaeontology Database is possible through the
module DiversityTaxonNames. To establish a connection to this external webservice, click on

the % button. A window will open where you can choose this webservice (see below).

# The Palaeobiology Database: mfnpales. paleodatabase. de

Dstahase: |Palz=c0B b
bl Afminpaleo peleodatabase de/cg-binfoidae pl? = Tyrannosaurus rex ~
I:Iul-:‘.l imsuky 22 (=1 ezt
= id
Tyrannophantes A
TyrannoeaUrpus Sag3z
TyrannoEaUrus it~ T1CM Y
TyrannEarLE heksar Tyrannesauns sy
Tarbospurus bebsar = rank
TyrannoEaUrus imperiosus Species
Ty FENNOEAITLE Fax — .
Tyrannossrus lenpngensis B
TyrannssaUrtidea SEELT
TYIAINOSAUIE [Lanchusanensis B =l o i i
L [ hitp #/pd eadbuaing fegHbind bridoe. pi? action=check T akonlnlobampfzon_r=G4333%amp ic_ed_uze
oecder by |_DizplayText w <orbne_tesoureer<online_resouce:r
= sowce_dsalshese
T = a
D [i] |E] The Paleabology Databaze
Gueny condibors = souce_database_wl e
Mame |branno biars {insloodh nen

The Pc:leoblology Database

| Home | Download |.H.r|a|v?e |.H.I:mur | Log in

Tyrannosaurus rex (tyrant lizard king) Search sgein

2 anl M 3rma AuiFher & ank Mama A ithar | s

Lancsl LE
4|

In the field Name in Query conditions enter you search string and click on the ¥button to
start the query. In the list of the left upper part the results of the query will be listed. In the
right part of the window additional information is shown as provided by the webservice. The
lower part of the window will show the webpage of the related information.
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= Tarbozauruz bataar
=) resulk
=-id
E3705
= name
Twannogzaurus bataar
= rank.
Species
=) name_ztatuz
ZPNCNYm
= ul
http: # palecdb. orgdcoi-bindbridge. plfaction=check T axonlnfofamp;taxkon_no=6370582
<online_resources < fonline_resources
= zource_databaze
The Paleohiology D atabaze
= zource_database_wil
http: #/palendb.arg
=~ accepted_name
=-id
7254
= name
Tarbozaurus bataar
[=- rank
Speciez
=) name_ztatus
accepted name
(= wrl
http: #fpalecdb. orgdcgi-bindbridge. pl? actioh=check T axonlnfodamp taxon_no=572F
<ohline_resources < fonline_resources:
= zource_database
The Paleobiology D atabaze
= zource_databasze il
http: #/palendb. arg

For synonyms, the accepted name will be shown as well as e.g. shown above. To change to
the accepted name, click on the linked entry of the ID - in the example above id: 57254. To
take the link from the webservice into your database choose one of the entries in the list and
click OK. The entry will change as shown below.

T ax name: |Tar|:u:usaurus bataar |—

g
torw

If you double-click on the link area
information of the webservice.

a window will open, providing you with the retrieval

LRI of Tarbosaurus bataar

http: fimfnpalen, paleodatabase ., defcgi-bin/bridge, plfaction=get T axonomy kLR d=57 254

To get the information related to an entry as provided by the webservice, click on the a
button. A window will open as shown below where the informations of the webservice are
listed in the upper part. If available, additional informations provided on a corresponding
website will be shown in the lower part.
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minpaleo. paleodatabase. de

= Tyrannosaurus iex
=l rasuk
=-d
plix ]
=} risire
Tranreog s rex
1are
Species
=i name_glalus
accepted name
=}- QEfLE
Tyrannosaurs
=LrrEe
e
=} autiar
Dzbom 1905
Laddtional_commers: </ additiona_commentss
|

Fitped ¥ palendb. org/ogidbinbndge. pl Paction =check T axonl rfckamp;tason_no=5433 3ampis_real_uzer=0
= source_dalabase
The Palkabiokgy Database

= source_dalabase ur

The Paleobiology Dafabase

| Home | Search | Download | Analyze | About | Log in

Tyrannosaurus rex (tyrant lizard king) Search agan
Rank Mame Author Rank Name Author
kingdom Metazoa Haackel 1874 - Romerida Gauthier et al. 1988
- Eumatazoa Butschli 1910 - Diapsida (Osbarn 1203)
- Triplablastica Lankaster 1877 - Eosuchia {Broom 1924)
— Nephrozoa Jondelius at al. 2002 - MNeodiapsida Benton 1985
— Deuterostomia Grobben 1908 - Archosauromorpha {Huene 1946)

|~

w
*

If you want to remove the link to the webservice, click on the # button. This will only remove

the relation to the webservice, not the cached name.
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