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Connection Edit F1Grid Query Data Administration

FEH> D®RX @E
Query results 1-92

B

2 - Physical unit type

3 - Physical unit status

4 - Physical unit ID

5 - Physical unit origin 1D

6 - Physical unit preceding ID

7 - Physical unit external 10

& - Unit operational agent name

9 - Unit operation workflow segment
10 - Storage container-internal positio
11 - Storage container 1D

12 - Storage shelf number

13 - Storage rack ID

14 - Storage device name and D

15 - Storage room name

16 - GBOL2TP12_environmental oper
17 - GBOL2TP12_host tree individual
18 - GBOL2TP12_host tree organ

19 - GBOL2TP12_environmental sam)
20 - GBOL2TP12_environmental sam|
21 - GBOL2TP12_nucleic acids extrac
22 - GBOLZ2TP12_nucleic acids extrac
23 - GBOL2TP12_PCR amplification
24 - GBOL2TP12_PCR amplicon purif
25 - GBOL2TP12_Index PCR amplificz
26 - GBOL2TP12_Index PCR amplicot
27 - GBOL2TP12_microarray name
28 - GBOL2TP12_microarray manufa
29 - GBOL2TP12_microarray develop
30 - GBOL2TP12_microarray format
31 - GBOL2TP12_microarray design i
32 - GBOL2TP12_microarray design i
33 - GBOL2TP12_microarray design |
34 - GBOL2TP12_microarray design |
35 - GBOL2TP12_microarray design |
36 - GBOL2TP12_microarray device i
37 - Halotolerant-fungi_environmental
38 - Halotolerant-fungi_environmental
39 - Halotolerant-fungi_cultivation cuft
40 - Halotolerant-fungi_cultivation cult
41 - Halotolerant-fungi_cultivation cult
42 - Halotolerant-fungi_cultivation cult
43 - Halotolerant-fungi_microbial_culti
44 - Hoehengradient_environmental o
45 - Hoehengradient_soil borehole nu

||46 - Hoehengradient_soil horizon type v

order by: .Sequence numbt ~ | R s =

% Descriptor

Project name

Descriptor: |Projectname

Main atiributes ' Categorical states Descriptortree  Modifier/Frequency Resource links

Ma:

1059003

Abbrey.: |Projectname

Details: |MName of project at UBT Mycology

Motes:

Natural language support

Wording: |

befare: |

after: |

Descriptor type

[] Exclusive
[] Mandatory

_? :v. 2| :ﬁ ; E Edit descriptors -

Descriptor settings

Statistical measurement scale Nominal Prefis

State collection model

Repeatability |Standard

Availabilty

v| Jiriirrium |-1.790000E+308

|Slandard

v| Maximur | 1,790000E+308

Assigned to more than one project
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% Descriptor

47 - Hoehengradient_environmental sample replicate number
48 - Hoehengradient_environmental sampling

49 - Hoehengradient_nucleic acids extraction

50 - Hoehengradient_nucleic acids extract purification
51 - Hoehengradient_PCR amplification

52 - Hoehengradient_PCR amplicon purification

53 - Hoehengradient_Index PCR amplification

54 - Hoehengradient_Index PCR amplicon purification
55 - LambweValley_environmental operation location
56 - LambweValley_soil borehole number

57 - LambweValley_soil horizon type

58 - LambweValley_environmental sample replicate number
59 - LambweValley_environmental sampling

60 - LambweValley_nucleic acids extraction

61 - LambweValley_nucleic acids extract purification
62 - LambweValley PCR amplification

63 - LambweValley PCR amplicon purification

64 - LambweValley_Index PCR amplification

65 - LambweValley_Index PCR amplicon purification
66 - Microplastic_environmental operation location

67 - Microplastic_soil sample number

68 - Microplastic_environmental sampling

69 - Microplastic_soil sample subsample type

70 - Microplastic_cultivation cryoculture origin

71 - Microplastic_cultivation culture generation

72 - Microplastic_cultivation culture medium type

73 - Microplastic_cultivation culture medium type variation
74 - Microplastic_cultivation culture replicate number
75 - Microplastic_microbial_cultivation

76 - Microplastic_nucleic acids extraction

77 - Microplastic_nucleic acids extract purification

78 - Microplastic_PCR amplification

79 - Microplastic_PCR amplicon purification

80 - Microplastic_Index PCR amplification

81 - Microplastic_Index PCR amplicon purification

82 - Waldeck_environmental operation location

83 - Waldeck_lichen thallus individual number

84 - Waldeck_lichen thallus fragment

85 - Waldeck_environmental sample replicate number
86 - Waldeck_environmental sampling

87 - Waldeck_nucleic acids extraction

88 - Waldeck_nucleic acids extract purification

89 - Waldeck_PCR amplification

90 - Waldeck_PCR amplicon purification

91 - Waldeck_Index PCR amplification

92 - Waldeck_Index PCR amplicon purlﬂcatlon W

Descriptor:

!Al -

order by: Sequence number v

= | v %% v"‘ ] i% Edit descriptors ~

Help

Project name

Project name

No: |1 ‘ 1D:

Main atiributes  Categorical states  Descriptor free  Modifier/Frequency  Resource links

Recommended statistical measure

Descriptor tree
. .-m Projectname ~
- € Field workflow segments

-£ 0D - Operation design - Transformation - Mea:

--—& MI-Method information

—& Laboratory workflow segments
i - Method information
Bl Repository workflow segments
g OD - Operation design - Transaction - Storage
-.~& GBOL2TP12 - Chip design
-& Halotolerant fungi - Workflow design
|‘_| = General
! -l Project name
= -€ Field workflow segments
P -€ 0D - Operation design - Transformation - Mea:
Mi-Method information
j —& | aboratory workflow segments
{ .= 0D- Operation design - Transformation - Mea:

¢ & MI-Method information

.‘:‘| -& Repository workflow segments
i 0OD- Operation design - Transaction - Storage

=l -& Hoehengradient- Workflow design

|5 E General

{ohem Project name

|j -& Field workflow segments

-£ 0D - Operation design - Transformation - Mea
Mi-Method information

|j £ Laboratory workflow segments

-~& MI-Method information

r:1 —fE Regosnom workflow segments
i..-€ 0D - Operation design - Transaction - Storage V'

< >

- Project
& Descriptor tree

(=& Descripior tree node
‘.- Descriptor

I F 7| | X

[ ]Lower range limit (human estimate)

Upper range limit (human estimate)
Central or typical value (human estimate)

| |Lower range limit (legacy data stat meth. unknown)

Upper range limit (legacy data stat. meth. unknown)
Central or typical value (legacy data stat meth. unknow
Minimum value

Maximum value

Mean (= average)

Harmonic mean

Geometric mean

Mode

Median

| |Interguartile mean (= average)

<

Variance (sample df=n-1)

Recommended modifier

Recommended frequency

Assigned to more than one project
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FIE=D0O * = % Descriptor Project name

| Queryresults 1-92
47 - Hoehengradient_environmental sample replicate number A, -
48 - Hoehengradient_environmental sampling Descriptor:  |Project name No: 1 = ID: |1059003
49 - Hoehengradient_nucleic acids extraction '
50 - Hoehengradient_nucleic acids extract purification Main attibutes  Categorical states  Descriptortree  Modifier/Frequency Resource links
51 - Hoehengradient_PCR ampilification ) o
52 - Hoehengradient_ PCR amplicon purification Descriptor tree Recommended statistical measure
53 - Hoehengradient_Index PCR amplification . .-m Projectname ~ | X |[OLower range limit {human estimate) ~ |
54 - Hoehengradlent_ln_dex PCR amplicon purlﬂca_llon e’ -€ Field workflow segments = [ JUpper range limit (human estimate) [l
i Lamowe\falley_en_\nronmemal P Ao focation | L. OD-Operation design - Transformation - Mea: i [ ]Central or typical value (human estimate) L=,
56 Lambwevaliey. sol borehale Himber --—£ Ml-Method information . [ |Lower range limit (I data stat meth. unk =
57 - LambweValley_soil horizon type B NE - ge limit(legacy data stat meth. unknown)
58 - LambweValley_environmental sample replicate number -~& Laboratory workflow segments y_ | |LUpperrange limit(legacy data stat meth. unknown)
50 - LambweValley_environmental sampling . i€ MI-Method information = |LICentral or typical value (legacy data stat meth. unknow
60 - LambweValley_nucleic acids extraction [=--= Repository workflow segments Ty L [Minimum value
61 - LambweValley_nucleic acids extract purification i.~& DD - Operation design - Transaction - Storage [ IMaximum value
62 - LambweValley PCR ampﬁﬂcalion ) ) ..~& GBOL2TP12 - Chip design [ IMean (= average)
gi = :::ﬁgﬁx:::g;_ﬁgsxag::pg‘:::};";gg‘ft?iizzon -& Halotolerant fungi - Workflow design [ JHarmonic mean
65 - LambweValley_Index PCR amplicon purification £ = General | Geometic mean
66 - Microplastic_environmental operation location [ L_IMode
67 - Microplastic_soil sample number -~ Field workflow segments L_|Median
68 - Microplastic_environmental sampling -€ 0D -Operation dgsi ation -~ Mea: |_|Interquartile mean (= average)
69 - Microplastic_soil sample subsample type Variance (sample df=n-1) X
70 - Microplastic_cultivation cryoculture origin . £ >
71 - Microplastic_cultivation culture generation P rOJ e ktz U -
72 - Microplastic_cultivation culture medium type ecommended modifier
73 - Microplastic_cultivation culture medium type variation / @
74 - Microplastic_cultivation culture replicate number (o) rd nun g / il
75 - Microplastic_microbial_cultivation i o
76 - Microplastic_nucleic acids extraction = E
77 - Microplastic_nucleic acids extract purification
78 - Microplastic_PCR amplification Bk -2 Project name
79 - Microplastic_PCR amplicon purification [ -& Field workflow segments
80 - Microplastic_Index PCR amplification . l.-£ OD-Operation design - Transformation - Meas
81 - Microplastic_Index PCR amplicon purification © i MI-Method information
82 - Waldeck_environmental operation location g U S
83 - Waldeck_lichen thallus individual number = -€ Laboratory workflow segments S e
84 - Waldeck_lichen thallus fragment | = MI-Method information R _
85 - Waldeck_environmental sample replicate number = & Repository workflow segments @l
86 - Waldeck_environmental sampling .~ DD - Operation design - Transaction - Storage ¥ il
87 - Waldeck_nucleic acids extraction < > =
88 - Waldeck_nucleic acids extract purification =
89 - Waldeck_PCR amplification = I'I Project
90 - Waldeck_PCR amplicon purification e Descriptor tree
91 - Waldeck_Index PCR amplification : -

||92 - Waldeck_Index PCR amplicon purification v ! fﬁw
order by: Sequence number . g =

[l ¥ % ¥ % & EE Edit descriptors -

| S S

Assigned to more than one project




Studie ,Hoehengradient'

Sampling Design hierarchy

o Sites

m 8 (Passau, Grafenau, and
Bodenmais areas)

o Plots
m 144 (18 x 8)
o Sampling holes per plot

m 3
o Horizons per sampling hole
m 3

o Replicates
m 1 per soil horizon

o Total number of soil samples
m 1,296
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Workflow Segment Design

42 - Halotolerant-fungi_cultivation culture medium type varnation level 2
43 - Halotolerant-fungi microbial cultivation

44 - Hoehengradient_environmental operation location

45 - Hoehengradient_soil borehole number

46 - Hoehengradient_soil horizon type

47 - Hoehengradient_environmental sample replicate number
48 - Hoehengradient environmental sampling

49 - Hoehengradient_nucleic acids extraction

30 - Hoehengradient_nucleic acids extract purification

31 - Hoehengradient_PCR amplification

52 - Hoehengradient_PCR amplicon purification

33 - Hoehengradient_Index PCR amplification

34 - Hoehengradient_Index PCR amplicon purification

25 - LambweValley environmental operation location

a6 - LambweValley_soil borehole number
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Administration
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§ Descriptor

21 - GBOL2TP12_nucleic acids extraction

22 - GBOLZTP12_nucleic acids extract purification
23 - GBOL2TP12_PCR amplification

24 - GBOL2TP12_PCR amplicon purification

25 - GBOL2TP12_Index PCR amplification

26 - GBOL2TP12_Index PCR amplicon purification
27 - GBOL2TP12_microarray name

28 - GBOL2TP12_microarray manufacturer
29 - GBOL2TP12_micr

Deskriptor fur die
|ldentitat der
Beprobungsflache

423 - Halotolerant-fu erObial_cultivation
44 - Hoehengradient environmental operation location
45 - Hoehengradient_soil borehole number

46 - Hoehengradient_soil horizon type

47 - Hoehengradient_environmental sample replicate number
48 - Hoehengradient_environmental sampling

49 - Hoehengradient_nucleic acids extraction

50 - Hoehengradient_nucleic acids extract purification

51 - Hoehengradient_PCR amplification

52 - Hoehengradient_PCR amplicon purification

53 - Hoehengradient_Index PCR amplification

54 - Hoehengradient_Index PCR amplicon purification

55 - LambweValley_environmental operation location

56 - LambweValley_soil borenole number

57 - LambweValley_soil horizon type

58 - LambweValley_environmental sample replicate number
59 - LambweValley_environmental sampling

60 - LambweValley_nucleic acids extraction

61 - LambweValley_nucleic acids extract purification

62 - LambweValley PCR amplification

63 - LambweValley PCR amplicon purification

64 - LambweValley_Index PCR amplification

65 - LambweValley_Index PCR amplicon purification

||66 - Microplastic_environmental operation location

e varation level 2

Hoehengradient_environmental operation location

Descriptor:

Hoehengradient_environmental operation location

| No: |44 =

Main atributes  Categorical states  Descriptortree  Modifier/Frequency Resource links

MNo. Categorical state Abbreviation  Details Wording A | &
136001 11360010cx | 4581304; 5439412 RieBloch; . | [ RS
11360012 |136001axxx | 4584539, 5440597, Riefloch. .. | v

3 136001 1136001bxxx |4581736; 5440468; RieBloch; .. | x
1136003 136003xxx | 4581687 5439428; Riefloch: . i

5o 136003 1136001axxx | 4580164 5439874; RieBloch:... | x

- | 136003b 136001bxxx | 4582332 5439658; RieBloch ..

= | 136004 |136003xxx | 4581307 5439239; RieRloch: .. |

/8: i:i?»SDMa ::136I}D3axxx E45?95495441485;F€ie&|0ch: i

9= |136004b 136003bxcxx | 4580337 5440450; Riefloch: .

a1 100 | 136005 1136004xxx | 4581485 5439448; RieBloch; .. |

112 1360052 |136004axxx | 4582929, 5436636; Riefloch: .. |

125 | 136005b 1136004bxxx | 4579952 5439868; RieBloch; .. |

130 | 136006 |136005xxx | 4581721 5439251; RieRloch: .. |

145 1360062 11360052 xxx | 4581926 5439037 Riefloch: | i

State resource links

hitp:/fwww google com/maps/place/49.08660853.13.11162769

|2
Resources
No. Resource name Ranking Role # | uRL Type Variant ]j
136001 unkno.. T |& |hﬂp:fhvww.googie.comfmapsfpiac... mec - |
v . vr i 4
: v A«

¥ »

order by: Sequence number v

URL |Jgle.comjmapsjplace}49.0866085l Size

Width

Height Duration | W 4

i

| A Y| Edit descriptors -

[+] Bshaiten
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Query Data

Administration

Help

21 - GBOL2TP12_nucleic acids extraction

22 - GBOLZTP12_nucleic acids extract purification

23 - GBOL2TP12_PCR amplification

24 - GBOL2TP12_PCR amplicon purification

25 - GBOL2TP12_Index PCR amplification

26 - GBOL2TP12_Index PCR amplicon purification

27 - GBOL2TP12_microarray name

28 - GBOL2TP12_microarray manufacturer

29 - GBOL2TP12_microarray development generation
30 - GBOL2TP12_microarray format

31 - GBOL2TP12_microarray design identifier internal
32 - GBOL2TP12_microarray design identifier external
33 - GBOL2TP12_microarray design probe row value
34 - GBOL2TP12_microarray design probe column value
35 - GBOL2TP12_microarray design probe ID

36 - GBOL2TP12_microarray device idenlific

37 - Halotolerant-fungi_gp . ..

38 - Halotolerant-fy» DeSkr| ptor fu r
spezifische

45 - Hoehengradient Sw O p e rat i 0 n

46 - Hoehengradient_soil ho

47 - Hoehengradient_environ =

43 - Halotolera
44 - Hoehengradhs

ample replicate number

48 - Hoehengradient_environmental sampling

49 - Hoehengradient_nucleic acids extraction

50 - Hoehengradient_nucleic acids extract purification
51 - Hoehengradient_PCR amplification

52 - Hoehengradient_PCR amplicon purification

53 - Hoehengradient_Index PCR amplification

54 - Hoehengradient_Index PCR amplicon purification
55 - LambweValley_environmental operation location
56 - LambweValley_soil borenole number

57 - LambweValley_soil horizon type

58 - LambweValley_environmental sample replicate number
59 - LambweValley_environmental sampling

60 - LambweValley_nucleic acids extraction

61 - LambweValley_nucleic acids extract purification
62 - LambweValley PCR amplification

63 - LambweValley PCR amplicon purification

64 - LambweValley_Index PCR amplification

65 - LambweValley_Index PCR amplicon purification
||66 - Microplastic_environmental operation |ocation

order by: Sequence number v

£

§ Descriptor

Descriptor:  |Hoe

Main atributes Categorica

MNa.

Categorical state

HG_ES protocol transformation
2o |HG_ES protocol measurement

3 |HG_ES protocol transaction

\n—

Auswahl zwischen den
Elementaroperationen

Abbreviation  Details
| Soil corer {Bohrer) 0-30 cm (E...
|Nokia Lumia 630

State resource links

https:/fwww.ehlert-parnner.de/Boden.html

https:/fwww.mod-co.netfwikifmodco:unit_physical_transformation_g
https:/fwww.mod-co.netfwikifmodco:unit_physical_transformation_g
hitps:/fwww mod-co.netfwikifmodco:unit_physical_transformation_g
https:/fwww.mod-co.netfwikiimodco:unit_physical_transformation_g
https:/fwww.mod-co.netfwikiimodco:unit_physical_transformation_g

Daten-
Resourcen

Resources

No. Resource name Ranking Role
}- modco:L|n|tphyS|caItran.... :sk:nar...
2 'modco:unitphysical fran... . skinar...
3 .modm'unitphysicaltran .sk'nar
4 .modco:unitphysicaltran... .unkno...
5 .modco:unitphysical fran... . . unkno...
6 ;Ehlert und Partner GbR :unkno...

IEE I

w
&3

XL

URL \/ Type Variant A
hitps:/fwww.mod-co netfwikiimodc... [Ejoalie=1Ta8 'nnysa... a @
' - |&
vy A ¢
4 4 »

URL |0I_DOI_category_stringsamph’ng| Size |

Height Duration | W 4

| widh

A v Edit descriptors -

[—] Eshaten
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Query Data

Administration

Help

i Descy

21 - GBOL2TP12_nucleic acids extraction

22 - GBOLZTP12_nucleic acids extract purification

23 - GBOL2TP12_PCR amplification

24 - GBOL2TP12_PCR amplicon purification

25 - GBOL2TP12_Index PCR amplification

26 - GBOL2TP12_Index PCR amplicon purification

27 - GBOL2TP12_microarray name

28 - GBOL2TP12_microarray manufacturer

29 - GBOL2TP12_microarray development generation
30 - GBOL2TP12_microarray format

31 - GBOL2TP12_microarray design identifier internal
32 - GBOL2TP12_microarray design identifier external
33 - GBOL2TP12_microarray design probe row value
34 - GBOL2TP12_microarray design probe column value
35 - GBOL2TP12_microarray design probe ID

Art der
Elementaroperation

extraction

No: |49 = 1D

1060449

ource links

Categorical
HG_MAE protocol transformation

2 |HG_NAE protocol measurement
3 |HG_NAE protocol transaction

Abbreviation  Details

Wording

[H 4 » M

-
¥

State resource links

36 - GBOL2TP12_microarray device identifier
37 - Halotolerant-fungi_environme i
38 - Halotolerant-fungi -

https://besjournals.onlinelibrary wiley.com/doiffull(10.1111/2041-21(
https:/fwww.mn-net com/ProductsBioanalysis/DNAandRNApurifica
https:/fwww.mn-net. com/Portals/8/attachments/Redakteure_Bio/Pr
hitps:/jweb.calpoly.edu/~biofublfequip_files/fastprep.pdf

Deskriptor zur
DNA-Extraktion

47 - Hoehengradient_envirol

49 - Hoehengradient nucleic acids extraction

50 - Hoehengradient_nucleic acids extract purification
51 - Hoehengradient_PCR amplification

52 - Hoehengradient_PCR amplicon purification

53 - Hoehengradient_Index PCR amplification

54 - Hoehengradient_Index PCR amplicon purification
55 - LambweValley_environmental operation location
56 - LambweValley_soil borenole number

57 - LambweValley_soil horizon type

58 - LambweValley_environmental sample replicate number
59 - LambweValley_environmental sampling

60 - LambweValley_nucleic acids extraction

61 - LambweValley_nucleic acids extract purification
62 - LambweValley PCR amplification

63 - LambweValley PCR amplicon purification

64 - LambweValley_Index PCR amplification

65 - LambweValley_Index PCR amplicon purification
||66 - Microplastic_environmental operation |ocation

Verbrauchsmittel,
Gerate, Literatur

Protokoll

Resources
Wking Role

No. Resource name
Dopheide, A, Xie,D., B.. unkno.. -

| Soil Ex Kit: NucleoSpin®...
MNucleoSpin® Soil (MAC

Thermo Savant FastPre...

unkna.. =

unkno =

bl N
IEE I

unkno... -

4
w
&3

XL

hitps://besjournals.onlinelibrary.wil...

Variant

L BTN

applicatio.. .nny sa.. ~ 3
| | &
R

v A ¢

a4 »

order by: Sequence number v

URL [1/doiffull/10.1111/2041-210X.13086| Size | | wich

Height Duration | W 4

£

A v Edit descriptors -

[—] Eshaten
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21 - GBOL2TP12_nucleic acids extraction
22 - GBOL2TP12_nucleic acids extract purification

23 - GBOL2TP12_PCR amplification

24 - GBOL2TP12_PCR amplicon purification

25 - GBOL2TP12_Index PCR amplification

26 - GBOL2TP12_Index PCR amplicon purification

27 - GBOL2TP12_microarray name

28 - GBOL2TP12_microarray manufacturer

29 - GBOL2TP12_microarray development generation

30 - GBOL2TP12_microarray format

31 - GBOL2TP12_microarray design identifier internal

32 - GBOL2TP12_microarray design identifier external

33 - GBOL2TP12_microarray design probe row value

34 - GBOL2TP12_microarray design probe column value

35 - GBOL2TP12_microarray design probe ID

36 - GBOL2TP12_microarray device identifier

37 - Halotolerant-fungi_environmental operation location

38 - Halotolerant-fungi_environmental sampling

39 - Halotolerant-fungi_cultivation culture generation

40 - Halotolerant-fungi_cultivation culture medium type

41 - Halotolerant-fungi_cultivation culture medium type variation level 1
42 - Halotolerant-fungi_cultivation culture medium type variation level 2
43 - Halotolerant-fungi_microbial_cultivation

44 - Hoehengradient_environmental operation location

45 - Hoehengradient_soil borehole number

46 - Hoehengradient_soil horizon type

47 - Hoehengradient_environmental sample replicate number

48 - Hoehengradient_environmental sampling
AQ i ail al ey

51 - Hoehengradient_PCR amplification

52 - Hoehengradient_PCR amplicon purification

53 - Hoehengradient_Index PCR amplification

54 - Hoehengradient_Index PCR amplicon purification
56 - LambweValley_soil borenole number

57 - LambweValley_soil horizon type

58 - LambweValley_environmental sample replicate number
59 - LambweValley_environmental sampling

60 - LambweValley_nucleic acids extraction

61 - LambweValley_nucleic acids extract purification

62 - LambweValley PCR amplification

63 - LambweValley PCR amplicon purification

64 - LambweValley_Index PCR amplification

65 - LambweValley_Index PCR amplicon purification

66 - Microplastic_environmental operation location

b |

order by: ESequence number

[ =)= ==

§ Descriptor

Hoehengradient_nucleic acids extract purification

H

Descriptor: |Hoehengradient_nucle|'c acids extract purification

| No: |50 |§| ID: |m55145

Main atributes  Categorical states  Descriptortree  Modifier/Frequency Resource links

MNo. Categorical state Abbreviation  Details Warding | &
h HG_MAP protocaol transformation -~
2o |HG_MNAP protocol measurement NA concentration [ng/ml] bt
3 HG_NAP protocol transaction E

State resource links

https://besjournals.onlinelibrary wiley.com/doiffull(10.1111/2041-21(
https:/fwww.mn-net com/ProductsBioanalysis/DNAandRNApurifica
https:/fwww.mn-net. com/Portals/8/attachments/Redakteure_Bio/Pr
hitps://neurophysics ucsd.edu/Manuals/Eppendorficentrifuge_54717

| [=1E >
Resources

No. Resource name Ranking Role e Type Variant A

hDophelde.A..Xle.D..B... unkno.. - ; hitps://besjournals.onlinelibrary.wil... [Ele]ellla=1lsBNR 1107 M L&

2 MNucleoSpin@ Soil (MAC... unkno.. ~ | g

3 MNucleoSpin® Soil (MAC_. unkno |- X
4 Centrifuge 5417R/F45-3... unkna.. - X
™ |12z

X |4

k>

URL [/doifull10.1111/2041-210X.13086| Size |

Duration I) & Al ‘

Hoight [ |

| width

Edit descriptors -

[+] Behatten

X 5m |




Workflow Segment Descriptions

f_ DiversityDescriptions v, 4.2.9 == O o
Connection Edit B Grid Query Data Administration Help
FE=DO X @ e #% Description o Project e Language | 3
Query results 1-4177 . .. MYEOpataticusde en
32060475 2 Deskriptor fur a
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