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<, DiversityCollection

DiversityCollection (Version 3) is part of the database framework DiversityWorkbench. Within
this framework the application DiversityCollection is confined to the management of specimens
in scientific collections. In this context it is designed to document any action concerning the
collection, storage, exchange and treatment of specimens in a collection and is also
appropriate to store observation data. DiversityCollection is distinguished from other collection
management systems by its focus on biological relations between organisms collected
together as one or more specimens (e.g. host, parasite and hyperparasite, symbionts etc.).
Any module within the Diversity Workbench is focused on a specific data domain.
DiversityCollection keeps only data connected with the handling of collection specimens and
observations. Data of other realms like e.g. taxonomy are handled in separate modules. For an
overview of the available modules see DiversityWorkbench. DiversityCollection might also be
used as a stand-alone application.

The image below gives you an overview of the main parts of DiversityCollection. The 4 squares
indicate the possibility of a hierarchy where for example one organism can grow on another.
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The image below gives an overview of some typical data depicted in DiversityCollection
together with the symbols used throughout the program. A typical specimen Mlimay have been

collected at a CollectionEvent .during an expedition @ The site of the CollectionEvent may
be localized ﬂland characterized %=. The collectors fcollected twigs of the plant #and fungi
T from the roots. They store the samples as herbarium sheets *land specimens Epreserved
by other methods in a collection Bl. The manager fisent some of the samples "'lfor which he
had a request from a requester %.to another collection. The samples were collected as part
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of a project l:l Certain parts were cultivated &, analysed Fand processed . The organisms
on the specimen were identified Elseveral times. Images klwere taken for the EventSeries,
the CollectionEvent, the CollectionSpecimen as well as organisms and part of this specimen.

DiversityCollection 3 is based on Microsoft SQL-Server 2008 and the .Net Framework, Version
3.5.

For licence and copyright see the licence section.
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Installation

To run DiversityCollection you need the database and the client. All parts can be downloaded
for free from http://www.microsoft.com/downloads/ and
http://www.diversityworkbench.net/Portal/.

The image below gives an overview of the installations and files needed.
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Client

The client is based on the .Net framework version 3.5 from Microsoft. If not already present,
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you need to install the framework first. Download and install the Microsoft .NET Framework

(e.g. dotnetfx35.exe) & . start the program and follow the installation instructions (see
http://www.microsoft.com/downloads/ for the latest versions). Version 2.0 is compatible with
older operating systems like Windows 2000. For later operating systems use the latest version
available.

Download the files for DiversityCollection from http://www.diversityworkbench.net/Portal/
provided as a zip archive. Copy all files (DiversityCollection.exe ET;-%, DiversityCollection.chm E%
, DiversityWorkbench.dll (2 ) into your DiversityWorkbench directory. To print barcodes of the
font Code 39 the file Code39.ttf | must be copied to the folder C:\WINNT\Fonts.

After the installation make sure to get the latest updates from
http://windowsupdate.microsoft.conv.

Database

For the installation of a local database see the section Installation of the database.
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Menu

Overview of the menu in DiversityCollection

Connection

_-nj Database ...

E
*# Module connections ...

Choose one of the databases available on the server. Only
databases to which the user has access permission will be listed.

Edit the connections to the other modules within the
DiversityWorkbench.

Transfer the settings for IP-Address and port of the server, name

= Transfer previous settings of the database, login etc. of a previous version of the client to

B Quit

Query
Show query
Predefined queries

o Scan mode
Grid=
Ml specimen ...

g Organisms ...

& Parts ...

& Collection events ...

@' Event series ...

Data
% Import

i) Import wizard ...
Specimen scans ...

Import list ...
Reimport list ...

» Export

Export list ...
XML
ABCD

BE GP1/3STOR
Floristic lists
BIB ...
Naturgucker ...

CSV (bcp)

é Cache DB

the current version.

Quit the application and stop all processes started by the
application.

Show or hide the query list.
All predefined queries will be listed.

Change to scan mode to open the data set of a specimen by
scanning the barcode.

Change to the grid mode to edit the data set of the Specimen in a
list.

Change to the grid mode to edit the data set of the Organisms in
a list.

Change to the grid mode to edit the data set of the
SpecimenParts in a list.

Change to the grid mode to edit the data set of the
CollectionEvents in a list.

Change to the grid mode to edit the data set of the
CollectionEventSeries in a list.

Import data from tab-separated text files.
Import scans of specimen labels.

Import tab-separated lists.

Reimport tab-separated lists which have been exported including
the key columns.

Export a tab-separated file with the data of the specimen.
Export data as an XML-file.

Export data as an XML-file according to the ABCD standard.
Export data as an XML-file according to the GPI/JSTOR standard.
Export data in a specific format.

Export data according to the demands of the BIB portal.

Export data according to the demands of the Naturgucker portal.
Export data of the entire database as csv files.

Export data of selected projects into a cache database.
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o Withhold data
Replication ...

_-uj Set server ...

!—] Download ...

=8 Upload ...

-t

=- Clean database ...
Backup database ...
Transfer

G To project ...
@ To transaction ...

All annotations ...

#_ Remove specimen ...

# Remove from project ...

E save data set

Administration
_ff Change password ...

= Analysis ...

Collections ...

£ Customize display ...

= Database

%] External datasources ...

5 Descritption ...

i Documentation ...

% Logins ...

ﬁ' Maintenance ...

T Queries ...

ﬂ]_‘u Rename database
L Set published address

%' Methods ...

=] Processing ...

al Projects ...
# Tools ...

# Transaction management

@ Transactions ...

A Expired loans ...

% Loan requests ...

Edit the withholding reasons for the selected data.

Synchronisze the content of 2 databases.

Define the replication provider and server respectively for the
replication.

Download data from the data provider and server respectively in
your local database.

Upload data from your local database to the replication provider
and server respectively.

Clean your local database.

Create a backup of the entire database.

Transfer data sets.

Transfer the selected specimen into an additional project.
Transfer the selected specimen into an additional transaction.
Edit all annotations in the database.

Remove the selected specimen from the database.

Remove the selected specimen from an additional project.
Save current data set.

Changing the password of a user.

Administration of the analysis methods used for the specimens.
Administration used for the collections.

Customizing the display of the window e.g. the material categories
and taxoniomc groups which should be visible when creating a new
entry.

Administration of the database.

Administration of the descriptions and messages within the
application.

Documentation of the structure of the database.

Administration of the logins of the server and their permissions in
the databases.

Maintenance of database entries, especially, if connected to other
modules.

Creating and editing predefined queries.

Rename the current database.

Setting the address published for links by other modules.

Administration of the external data sources of data imported into
DiversityCollection.

Administration of the methods used for CollectionEvents, Analysis
and Processing.

Administration of the processing procedures applied in the
collection.

Administration of the projects.

Administration of the tools used for analysis and processing.
Management of transactions, managers, loans etc.
Administration of the transactions e.g. loans, exchange etc.

Administration of expired loans. This menu entry will appear when
there are expired loans in collections where the current user is a
curator.

Administration of loan requests for the collections for which a user
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8 My requests ...

Requesters ...

Ll
e

& Managers ...

Help

EX Manual

® Feedback ...

%d Feedback history ...

Info
@ websites< /td>

Download applications ...

Information model ...
Diversity mobile ...
Update %

% Update database ...
5l Update client ...

is a collection manager. This menu entry will appear when there
are loan requests for the managed collections where the current
user is a collection manager.

Administration of the loan requests of a user. This menu entry will
appear when a user placed requests for specimen.

User having the right to place requests for specimen of a
collection.

Administration of the users who manage collections and are e.g.
responsible for the administration of the transactions.

Opens the online manual.

Opens a window for sending feedback.

Opens a window for browsing former feedback.

Overview of changes within the projects and edited specimen.
Show the version of the program and corresponding information.
Websites related to DiversityCollection.

Download DiversityCollection from the website of the
DiveristyWorkbench project.

Inspect the information model on the website of the
DiveristyWorkbench project.

Website of DiversityMobile, the mobile application for collecting
data stored in DiversityCollection.

Update the database to the current version.
Download the current version of the client.
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Manual

The online manual DiversityCollection.chm must be placed in your application folder
together with the application DiversityCollection.exe and the library DiversityWorkbench.dll. To
get information on any topic in the application DiversityCollection and to open this manual
simply click on the field you require information on and press F1. To open the manual from the
menu choose Help -> IsgﬁjManual.
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Version

For information on the version of the client application choose Help, Info...

DiversityWorkbench

,?6 DiversityCollection

M anagement sustem for collections and obzervations
Werzsiom: 2536

Inztitution:  Staatliche M atunwizzenschaftliche Sammlungen Bayermns,
IT Centre
hittp: A A, ghizh, infos

Authors: Markus Weiss
Copyright: 2 19399 - 2008, Diversity ‘Warkbench

License: This program iz free software: you can redistribute it
and/or modify it under the terms of the GMU General
Public Licenze as publizhed by the Free Saoftware
Foundation,

Digclaimer: Thiz program iz distributed in the hope that it will be
uzeful, but WITHOUT ANY WARBAMTY; without even
the implied warranty of MERCHANTABILITY ar FITMESS
FOR & PARTICULAR PURPOSE. For more details see:

hittp: & A, grin.orgdicenses/apl. html

The current version in the example above is 2.5.3.6. As an administrator you may set the

versions of the database and the client. Choose Administration - Versions from the menu.

A form will open as shown below giving you an overview of the version settings.

#= Setting the version of client and database

Current wersion M ew wersion
Client: 02.05.05.08 02.05.05.03 [ Set client version ]
[ratabaze: 0z.05.03 02.05.03 [ Set DB version ]

Yerzsionz as stared in client
Client: 02.05.05.08

[ atabaze: 020503
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Update of database and client

DiversityCollection is still in development. Therefore regular updates for the database and the
client will be provided. When you start the program and connect to a database, the program

will check, if it is compatible with the database or if the database needs an update. In any of
these cases an ftupdate entry in the menu will appear. If a new version of the client is

available, this menu will contain an -'ﬂupdate client ... entry. Click on it to open the webpage
where you may download the client as shown below.

‘%’j‘i‘%& Main Home | Changes | Index | Edit | Find:

Diversity Workbench — Software Components for
Building and Accessing Biodiversity Information

The Diversity Workbench is work in progress, aiming at developing a set of information
models and application components that collaborate through agreed software interfaces.
That is, each component of the Workbench applications uses services from other
applications, but at the same time does not need to know about the internal design and
implementation of them {encapsulation principle). The goal is increased reuse and
collaboration across project and national borders.

For each component of the Diversity Workbench we aim at providing a comprehensive
documentation of the application and the information model online. The framework for these
components IS currenthy still under development as we continue to learn about the necessary
components and the best approach to the modularization of biodiversity information. A draft
wersion providing important insight into the framework concept » 15, however, available,

In an intitial phase during the GLOPF projects a set of prototypes was developed in Microsoft
Access. The prototype applications are still available. With the exception of
DeltaAccessiDiversityDescriptions they are by now largely obsolete DeltaAccess predates
the Workbench concepts and is actively used and under active development.

Diversity Workbench online help and user guides

These are collected on a separate Wikl webal

Diversity Workbench information models

DiversityCollection
DiversityDescriptions
DiversityExsiccatae
DiversityGazetteer
DiversityResources
DiversityReferences
Diversity Taxonomy
DiversityTaxonNames

Diversity Workbench applications

If you are the owner of the database (Database role = dbo) and the database needs to be

updated, the menu will contain an ﬁupdate database ... entry. Select this entry to open a
window as shown below to run the provided update scripts, delivered with the client software.
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These scripts need to run consecutively, so e.g. to update from version 2.5.1 to 2.5.4 you

either have to run the script DiversityCollectionUpdate_020501_To_020504 or the scripts

DiversityCollectionUpdate_020501_To_020502, DiversityCollectionUpdate_020502_To_020503

and DiversityCollectionUpdate_020503_To_020504. The program will guide you through these

steps and check for the scripts. All you need to do is click the Start update ﬁbutton.

¥ - Update database

Update the database DiverzityCollection to version 02.0%.03

SOL seriph | CADatenDivershywlorkbench 2 D4DiversiyCollection\bin'D ebug' Upd ates\ Diver sy CollechanUpdate_CE0800_T o_0E0503 2q|
DECLARE @EVERSION VARCHAR(E):

SET EVERSIOMN = |SELECT DBOVERSION{) AS VARCHAR]:

IF @YERSION = 020500

BEGIN
BEGIM TRANSACTION EERSION:

- Aemoving redundant objects

IF EXISTS (SELECT "FROM sys.obijects WHERE obiect_id = DBJECT_ID|N'[dbo] [ExpeditionTopl D] AMD lype in [N'TN'. NTF, N'TF. N'FS', NFT)
DROP FUNCTION [cho) [E xpeditionT opiD]

IF EXISTS [SELECT *FROM spz.objcts WHERE obpct_id = OBJECT_IDIN [dbo] [whbCumentUsed D) AMD fype in [MFN, NIF, HTF', MFS'. NFTT)
DROP FUNCTION [chal [whCumentUzenDy)

IF EXISTS (SELECT “ FFIOM sye abjects WHERE obsect_id = DBJECT D[N |dbo] [NesthccessionNumber]) AND type n [NFRC MIF, NTF, NFS. NFTY)
DROP FUNCTION [doa] [NestboceszionN umbsr]
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License

This manual is copyrighted work licensed under a Creative Commons License.

All material in this manual is the property of the contributing authors and fully copyrighted. By
choosing this way of publication, the contributing authors have agreed to license the work
under a Creative Commons License permitting reproduction, distribution, and derivative works,
requiring attribution, notice, and share-alike, and prohibiting commercial use.

For information about the license of the client software choose Help, Info...

DiversityWorkbench

£

Werzion

_,6 DiversityCollection

Inztitution;

Authors:
Copyright;

Licenze:

Dizclaimer:

tanagement spstem for collections and obzervations
2536

Staatliche M aturwizzenschaftliche Sammlungen Bayermns,
IT Centre
hitkp: A A, snizb infos

b arkus Weiss
19339 - 2008, Diversity ‘Workbench

Thiz program iz free software: you can redistribute it
and/or modify it under the terms of the GHU General
Public License az publizhed by the Free Software
Foundation.

Thiz program iz distributed in the hope that it wil be
uzeful, but WITHOUT ANY WARRAMNTY; without even
the implied warranty of MERCHANTABILITY or FITMESS
FOR A PARTICULAR PURPOSE. Far more details zee:

btk A A, grn. oradlicenses/apl. bhitml

The client software is free software: you can redistribute it and/or modify it under the terms
of the GNU General Public License as published by the Free Software Foundation.

The client software is distributed in the hope that it will be useful, but WITHOUT ANY
WARRANTY; without even the implied warranty of MERCHANTABILITY or FITNESS FOR A
PARTICULAR PURPOSE. See the GNU General Public License (GPL) for more details.
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Feedback

If you have suggestions for improvement, need any changes in the program or encounter an
error you can give a feedback to the administrator. Click on the [ALT] and [PRINT] buttons to
get a screen shot of your current form. After creating the screen shot choose Help -

Feedback &Jfrom the menu to open the feedback window as shown below.

i Feedback

Feedback sent by TestEditor. Module: DversibCollection 25.4.7.  Database: DiverstyCollaction

Dezcnphon To ingert a goreen shiot cick ALT-PRINT and then use the
Inzert image
<oerr. Bbes pour zuggeshions For mprovements el here button fo enter the image

Iii"-l:li".r'r:rsityrt;nIlnr:u::tiuzm. Database: DiversityCollection_Te
Connection  Query  Data  Administration  Help

FEoN®B P A=
Cuery rezultz 1 - 100 of 4622

I 183863 M| = @ Gemany, Saxo

ICx 1 E5664 ' Altibsde [k

ICr 183731 1.3 km MK

:g- ':ggg E Coord WG

- P = Wl D- 183

I 191857 h B H.l Lamor

: _ I 11858 RS

IF o want bo receive a message when the described problem i solved. I 181 BS54 = Lar
please enter your email addiess in the figld below I 191660 & M Sch 5

E-mail o | somebodpEsomewhere. nel <l ¥
Cancel I I Send leedback J

Click on the button to insert the screen shot and give a comment about your

problem. Then click on the button to send your feedback to the administrator. If
you would like to receive a message when the problem you described is solved, please enter

you e-mail address in the field below the description.

To inspect your former feedbacks choose Feedback history... erom the menu. A window
will open where you can browse your past feedback together with the state of progress.

In case you do not have access to the central database for the feedbacks the program will
open your mail client to send an e-mail. In case of bugs in the program it would be helpful, if
you attached the file DiversityCollectionError.log located in your application directory (see
image below).

Error logging

If any error messages show up while working with the application, you can find further
details concerning the part of the application where the error occured and the parameters

involved in the file DiversityCollectionError.log located in your application directory.
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Tutorial - first steps

This tutorial will guide you through the first basic steps to enter a single data set in
DiversityCollection. After the installation, make sure you have access to the database. To
start the programm double click on the CﬁDiversityCoIIection.exe in the directory where you
copied the files of DiversityCollection. The main window will open.

#= DiversityCollection v, 2.5.3.8  not connected

Connection Query  Daka  Help
R o 0B X
Quen resuks
onder by | Spacmen e Mo | v
0 T -
Quen conditions
Project ~
Project b
Specimen
AccMr = ~
Depogiar + =
Depozbice = ~
Quig, notes = =
hd

If you open this window for the first time, you need to connect to the database. Click on the
#button or choose Connection -> Database... from the menu. A window will open where
you may enter your account information and choose the database (see image below, for
further information see database access).
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I Connection to database |Z||E|Pg|

Fleaze zelect a zerver fram the list or type

Uzer

Pazz

=N
After connecting to the server and choosing a database click on the OK button to return to
the main form. As indicated by the L:jsymbol in the right upper corner, you are now connected
to the database. The tooltip of the (Fbutton will show your current login information (see

below).

l;:';ﬁ DiversityCollection, Database: DiversityCollection_Test v, 3.0.3.6
Connection [ Grid  Query Data  Administration

the name ar the [P-address of the server Part
127.001 v| 1433 |
Login

(0 wWindows authentication

{(#) SOL-Server authentication

(%) Restrict ta DiverziyCallection.. . 2.5
() Restrict to DiversityCollection. .
() Show all available databases

|Editor |

[E— |

ward

Connect to zerver |

Chooze databaze:

[l = RN =

Cuery results

[ Change database. Current connection: Server: bsrnl.snsh.nfo  Port: 5432 User TestEditor ]

This tutorial is continued in the sections listed below.

section New data set

section CollectionEvent

section Localisation

section CollectionEventSeries
section CollectionSpecimen

section Collector

section Collection specimen relations
section Organisms and identifications

section Specimen parts and storage
section Searching the database
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Tutorial - Creation of a new data set D

To enter a new data set click on the [Clbutton in the upper left panel (see point 1 in image
below). In case of accession numbers being available in the database, the software will ask
whether you wish to take the next free number (see accession for further information). If you
click on the OK button, the program will try to find the next free accession number starting
with your current accession number.

Accession number

Do ywou wank the dakabase ko search For the next free accession number after M-0003940

{ Ja { [ Mein

Finally you will find a new entry in the specimen list on the left and the trees for the specimen
(see point 2 in image below) and the storage as shown below.

O

' Wi [ID: 182872 ‘ 2 — select dataset

1 — create new dataset

If you did not specify an accession number, the entries will look like in the image above,
otherwise the accession number will be shown. To enter your data for the specimen click on
the entry in the upper tree as shown below (see point 3 in image below). This will open the
fields where you may enter the details for the specimen in the area on the right of the tree
(see point 4 in image below).

Page 17



& DiversityCollection, Database: DiversityCollection_Test v. 2.5.3.9 Server: BSM1 Port: 5432 User: BOTsaMML... [= |[B][X]

Conrection  Query  Data  Adminstration Help E
[BlRl o LBl Al 4 — enter details
Queay rasutz 11
p:ieep2 ] I [ENEE YA
orcer by | . 3 — select specimen
] ()= (=)
[uey condbons S
Praject W | o 182e72]
Pioact | b =
Specimen =
AccMr = ™
D = = 182872

(fErS0e0

02072

LCollection specimen

IC [Specimen / Event] Weszion ‘Withhold, reazon (T ]
1 = r

- a

Munbear: Fird nest Ma.
Depositar: \-l |@
Dep.No:
Acc.dabe: _|_|_|\-"| Suppl: E-at:lv
Coleclion: w | - ‘withhold eaman | w
Ref: v [ )
Projects Mokes
Oigna:
Aditional:
[} ra | ." F*mhms:

Exziccatal senes

v|

In the panel in the middle of the form several buttons will appear where you may enter
additional information for this specimen.

With these buttons you may enter information for the:

- CollectionEvent
- CollectionSpecimen

- Relation between specimen

- Organisms and identifications

This tutorial is continued in the sections listed below.

section CollectionEvent

section Localisation
section CollectionEventSeries

section CollectionSpecimen

section Collector

section Collection specimen relations

section Organisms and identifications

section Specimen parts and storage

section Searching the database
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Tutorial - CollectionEvent @

To enter information about the CollectionEvent (when and where the specimen was collected)
click on the @ button (see point 1 in image below).

# DiversityCollection, Database: DiversityCollection_Test v, 2.5.3.9 Server: BSM1 Port: 5432 User: BoTsamML... [ |[B][X]

Conrection Query  Data  Adminstraton Help
P E o 0B X | Acc.Mo |D[5|:I:;?ﬂﬂ;;£'."cl‘ﬂ! 'l.-'nllsnn ‘Withhold. reason .
g 1
Quey resultz 1-1 Tluo: 1828771 | S Collection specimen |III
| MLt | Fird mest Mo,
C Depositar; Vl |@
1-create gyl o
collection event B scodae _|_[ || swpp: [| cat:[w
HiEre & Calechon: v |- ‘wilhhsld eaman | w
wicer by | TN v |
u Rei: v | =
v (FlEE(=] .
Frojects MNobes
Quesy condhons — _3 il
Project D 182872 = dd':i n
: If'ltﬁl:t | o [l Pruhlams;
il Exsiccatal serins
Tl [ VI
[ [=]= 182872

This will add an entry for the CollectionEvent in the upper tree as shown below. Select this
entry in the tree (see point 2 in image below) to open the fields for the CollectionEvent. To
see the projected contents of any data field simply place your mouse in the field. An
explanation will appear as for the field Description of the locality:

|Ln:n:a|it':.f description af the lacality, exactly as writken on the ariginal label (i.e. withauk corrections during data entr':.-']ll

See the Event part for further details.

Then enter the date (see point 3 in image below) of the CollectionEvent. If you click on the
drop-down button as shown in the image below, a calendar will open where you may select
the date. Then enter the description of the locality (see point 4 in image below). To store the

data entered so far click on the [@button (see point 5 in image below).

'nl'huersﬁ:,lfnllr_-rhnn Datahase: DiversityLollec arver- HSh art: car- H b
Connection  Guery Data  Administraton @ — select the 3 — enter the date of

2D2X B " collection event the collection event 'T,; ge
o = @ [0 22310 ’ W [ttt y
Wi (1D 182872] é) Duate: |10] 6_] 2008 | : pr-
5 — save 6 — arter ‘ fi- Mo: | Time: ¢ i 3
entries . . Flef: | Mo D M Do Fr 5a Sof
details about the T REEEEEN
locality iy | 3 EEl 11 12 13 14 15
oider by | Specimen Aco Mo, w LT T - I - B 1 (el e
23 24 25 26 7 I8 29
) (== (=) 0
Que condlions ) _ 9 [ |Hewte: 10.06.2008
Praject m 1 Col. meth.:
Pioisct v 4 — enter the
g description of
LTt T . Diegeaiplion of ke localily Desiipton of the hakdtat
o - | the |DC3||T';." *&dmll_lschﬁl}alcn
LINCHEN

Page 19



Now you have the possibility to enter more details about the locality like coordinates, named
places, etc. by clicking on the rT‘button (see point 6 in image above).

This tutorial is continued in the sections listed below.

section Localisation

section CollectionEventSeries
section CollectionSpecimen

section Collector

section Collection specimen relations
section Organisms and identifications
section Specimen parts and storage
section Searching the database
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Tutorial - Localisation #

To enter more information on the CollectionEvent like coordinates, named places, etc. click on
the mbutton (see image below).

& DiversityCollection, Database: DiversityCollection_Test v. 2.5.3.9 Server: BSM1 Port: 5432 User: BOTSAMML... [= |[B][X]

Conrection Query  Data  Administration Help
A E« OBy X = | Acc.Mo, I [Specimen £ Event] Wession ‘Withhold, reazon ("]
— 182072 1 v e
Clueery rasuks 1 .
e [ID: 162672] © Date: | 10]6_| 2008 [ %] Supp Categon: v
4 Ma.: Tima: 4 (08 ¥
. . Fef: » Ma D M Do Fr S5a So
H . 1
enter detalls oy #  Willy 3 4 5 ¢ 7 8
i Hiotes: 9 [l 1t 12 13 14 15
ouder bae | Specimen Aco Mo, - aboult the |Dca||ty LT T - I - B 1 (el e
23 24 25 26 27 M\ 29
0 (=) (=] 0
|_:||.|:.-|_l.l|:.|:|1|:|h|:r; ey — Colmelh: [ Hewte: 10.06. 2008
Praject | D 1626721 ks
Project b &
Specimen
LTt T | Diegeiplion of ke localily Deseiipton of the hakdtat
D = = Botanizcher Garten
Munchen

Now you may select an option from the following list:

Mew Coordinates lﬂ‘_’l

Mew Coordinates PD :3 1
Mew Coordinates Wa5S4

Mew Exposition
Mew Gauss-Kriger coordinates

Mew MTE (4, CH, D)

= Er T B T

Mew Mamed area (DiversityGazettesr)

The three most important options are:

- New Coordinates WGS84

- New Named Area (Diversity Gazetteer)
- New Altitude (mNN)

New Coordinates WGS84

You may add the exact coordinates for the locality with the assistance of Google Maps. Click

on the Iﬁbutton (see first image of this site) and choose New Coordinates WGS84 (Google
Maps uses WGS84). This will add a new entry in the overview. Select it (see point 1 in the

image below) to open the details for this entry. Here click on the "Hputton (see point 2 in
image below).
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& DiversityCollection, Datahase: Diversj

arver: BSM1  Port: 5432 User: BoTsamuL.... [= |[B][X]

Cornection  Cuery  Data  admneraton 71— Select the
w [ By X B A L . IC [Specimen / Event] Wesson  ‘Wihhold, reason oS
'—imﬂmu = — coordinates 1826872 7223110 141 v %
i | = @ 2008/5/10 Botanischer Gerten Mu| fgal]  “olection evert :
m Hinchen Date: |10]6_] 2008 [ % Supel: | | Categor: -
i Euu_d WGESE4 Long. Mo Time: T.span
FRef.: VI |
Courty: Gemany & ‘wdithhald A hhd
Mates:
oider by | Specimen Acc.Ma. vl ¢ 5 ol m.d.h'
Dhascription of tha localty
v (V)(%)(%] (=) wn| —m o 182872] |Ectahiacrell3anen Miinchen |
dition
I%,"I':gc'fm H =] I neabsabinn of e rollerbion et i
Piiect | v 2 — open query for coordinates »& L |
Specmen BECUTACY Lt Liiect ;
AcoHL - < Motes: Date: 8 L
o v = Respons. [ | [ Lera:

A window will open as shown below where you may set the coordintes simply by dragging the
map with your mouse. The coordinates correspond to the center of the map, symbolized with

the 'J.E‘. Click on the OK button to store the coordinates.

Coordinates via Google Maps

W
F

|
i@
]

4 . 3 CHH
|
Latitude: 48.163931458 Longibude: 11.499542

B ——
' Eg0E ve - Nutzyhasbedugiingen

LCancsl Ok
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In the main window the coordinates will be stored at two positions - see image below. In the
upper area you may set the values and choose a different format for display as shown here -
the more familiar form with degrees, minutes and seconds. Change the values and click on
the Ebutton to change the original entry. At the same time the numeric values are stored in
fields which can not be edited by the user (see below). If not already present, the program
using the webservice GeoNames will enter the altitide and the name of the closest named
locality.

3

# DiversityCollection, Database: DiversityCollection_Test v, 3.0.1.0

Conmection [T Gnd  Query Data  Adminstrabon  Halp Conbesk: Genaral  Hg
- 7] L= plant Specimen Ewenl  Wemon ‘&ithhald m
Li;ﬁmz 91% X0 D 182872 23110 2 3 v
CE | = | = @ 20850 Balarischer Gaten Mincher| [ Lot
« Aliude [mHM} 5079261 15581585 1 Date: |10]6_| 2008 | | Sugpl Category: ¥ x|
¥ Iefiinchan 3 A
i E Comd WS84 Long [EW) 11,4330 3¢ e | e st
P I8 [ID: 182872] Rt |+ =)
Y Courlry; Gemany F itk | b
Q;:“ Nd:es:|
oo by | AT Cometn:[ choose the ]
[*] E@l:]DEB it display format
I.'l.__:l,ay i-:::ﬂu.ﬂm'se: _ Botanizcher Gaten Midnchen
-v:;;m 3 L Coordinates as Ceondneess WEEE [Longiuds ¢ Lathde]
7 e e Wi -mp degrees Long [Ew) [ 11]23[5E0] umm dE|3]4&5- _mrn_see
i : I | Lal: 48183781
Aoz Hr
bl I humeric coordinatesm s I =
seconds Fespors: [l 43,1633 505

New Named Area (Diversity Gazetteer)

To enter a name of a place using the DiversityGazetteer choose New Named Area
(DiversityGazetteer) from the list. In the overview tree in the middle of the window an entry
will be inserted as shown below. Select it to open the detail fields for this entry (see point 1
in image below).

#= DiversityCollection, Database; DiversityCollection Test _v. 2.5.3.9 Server: BSM1 Port: 5432 User: BOTSAMML... [= [B][X]

Connection  Query  Lata Ad ] — Select entry for
= = | I [Specimen / Evert] Vesion  \withhold reason
B2 B0  nevi Tamed area ol Mo
@ 2008/5/10 Bokanischer Garten Muncher| f |  Co1eetion sven!
Hil Mew Hamed aiea [DiversiyG anstbes) ¥ Diate: 1EIEE_ 2008 | %| Supp Categony w
i nD: 182872 [ Ma: 1 Time: T spen
Rei: || )
Ceuriliy: & ‘wilhbald A b
= Hobes:
oudar by | Specimen Ace Mo, w
Colmeth: 2 — open
E] @EE] p % Dezetiphon DL H G .
e i - | Bamicher DIVETSItyGazetteer
=1
bt Wi f A a0: 1828221 Localisation af the collection evart
Piogect. | b vINcw Mamed area [Drvershlbazetieer| |
e 1Ll Aeouacy | Dist Dir=el.:
AceMr = ™ Noaes: |
o == =
e e [
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http://www.geonames.org/

To open the connection to the DiversityGazetteer click on the “Aputton (see point 2 in image
above). A window will open as shown below. Enter a search string - for example the city you
wish to find (see point 3 in image below) - and start the query with a click on the Tbutton

(see point 4 in image below).

#& DiversityGazetteer Server: BSM1 User: mweiss 5 _ select an en tr

H & | amio
(e conditions Quem resultz 1-15 153760
Flace
- ceMame
MName = ~| Minchen Minchen Miinchen
B o minchen
ontinett Minchenbernsdorf Preferred_PlaceMame
FlaceType = = Minchenbuchzes . :
Frrehia i __ || HierarchyList
minchen-Gladbach Eonbinent
3 o enter a Minchengosserstacdt Europa
. hdnchengratz —
Seal'Ch Strlng Minchenreute ¥ PlaceType _
orcder by | [REEEEERTE vl bl sl iz
= : Country
4 Start query i @ E] Germary bt
[ | T ':I(I:,j% 4 w P < .S
i : | oty % 5 [ Karte | satemit | Hypria | &
Q'EN’S. i =
,' I' "ade o~ Maxvorstadt gg' j Bo
i~ (G}
.q ,_3:3 ::l *1"“.' -\‘_-39 ;
mr'r"&fra@e. n§= Hofgarten g E _E?
Altstadi Altstadt-Lehel .5_:':} g g
Schwanthalerhohe - : £ i
_ pIMinchen | s ot
Ludwigsvorstadt - i
Meamiliznanlagen E ,n$1_e'd-'~'=-'"TE
G
A

— cllck OK to select the place and close the form

EIE |Latitude: 48.13888889 Longitude: 11. S?SBBEEQLMWE’{@S_ N4 31

# e’ s
Cancel

In the middle of the form the results of the query will be listed. Select one of these. To guide
you to the correct entry details to this place are listed in the area right of the list. The base
will show a map corresponding to the coordinates connected to this entry. After selecting the
correct entry (see point 5 in image above) click on the OK button to return to the main
window (see point 6 in image above). As shown below the data retrieved from the gazetteer
will be written in several areas. Next to the name of the place the DiversityGazetteer provides

the coordinates and the country as shown below.
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& DiversityCollection, Datahase; Diversi

Connection  Query  Data  Admr place in overview after
2 W2 DB X Bim saving the entries

Cuery rasulbs 11

Country set by
DiversityGazetteer

auder byr | Specimen Aoc.Na. o
(v] (7 )(=)=] (=]
£ >
Quey condbions
Prajact | : .
Prcjact v| g entry with relation
Specimen to external module
Ao ML = ™

ILMH = =

Server: B5M1

fi | = @ 2008/6A0 Botarizche Gausnii ff -
Rl Miinchen *
M [iD- 1682872

B3
-

Port: 5432 LUser: BOTSAMML ..

ID [Specimen f Evert] Weszion  Wibhold, reazon

TH2AFZ S 223170
Colechon event

1151 =

Date: [10]6_] 2008 || Suppl Categany. b

M. [ . Tima: T.zpam: [ .

e 3] &

Couniny Gesmany & ‘withkald A : bt
Hotes:
Col.meth.:

Descnphon of the locabby

| Botanizcher Garten Miinchan

Localization af the collection awant
{Miinchan

= 0

Arcuracy Cust Diirect

Coordinates set by DiversityGazetteer v 115798

The area where you entered the name now changed to a locked state and will prevent you
from changing the entry (see image below). Next to the field with the place you find the link

to the external module. Double-click it for more details.

|M'L,inc:hen

If you wish to remove the connection to the external module click on the #button. This will
keep all entries (country, place, coordinates) but remove the connection to

DiversityGazetteer.

New Altitude (mNN)

As a last information about the locality we enter the altitude. Click on the mbutton (see first
image of this site) and choose New Altitude (mNN) (see point 1 in the image below). Select
the new entry in the overview to open the data fields (see point 2 in the image below). Let's
suppose you have only feet values available - change the display format to feet (see point 3
in the image below). Enter your values (see point 4 in the image below) and click on the =
button (see point 5 in the image below) to save your entries. Now your values are converted
to meter (the internal format of DiversityCollection) automatically. If you now change the
display format to meter, you can see the result. The program calculates an average value for
the altitude and accuracy in meter corresponding to the accuracy of your original values (see
below). The original values of your entry are saved in the Notes field.
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8 DiversityCollection, Dalabase:

INversityLollectio

Connection  Query  Data

adrnereten Heb 1 — enter new

T [ B X P
_Jw:.-'aui:-. 1-1
0. 183672

2 — select th_

A Mo

Altitude (mNN)

= @ 20085410 BEolensche Gaten

E wilincher

Coord W58 Lorg (B
LTI |

M

Altihade [mhIT 5025261156

D - =

altitude
mider b | Specimen &ce Ha w P @
i (7RIS (=] | i 18za 2]
o ondhan: = 4 — enter values
Frepss | = -
Spacmen calculated accura
AecMe -+~

original values

I Specamen / Evani] Veraon witnold resson 1— ﬂ. %1
g7z /22 171 - ‘.é
gl
et 10]5_[ 2008 [ %] suppls T Calegon ____;E
Ha Tima: T ey |
Hé 3 | g
Courty Gomary & Wikhd 3 - C':'ICICISE
Hetes display
Collmeth format
Diescri
an: 5 — save entry
; of e colection cvent
m| 160 | akwm| 66D | |I|::r ~.~'
docurscy: 152 | A BOE
| I0v val: 1650 16001 Diste: | 11.06 |
s |l| | =

This tutorial is continued in the sections listed below.

section CollectionEventSeries
section CollectionSpecimen

section Collector

section Collection specimen relations
section Organisms and identifications
section Specimen parts and storage
section Searching the database

calculated

|average

altitude
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Tutorial - CollectionEventSeries

If you wish to organize your CollectionEvents, you may use the CollectionEventSeries. To
create a new EventSeries select the ColletionEvent (see point 1 in image below) and click on

the ®button (see point 2 in image below).

.'* DiversilyCollection, Database: DiversilyCollectio 1 5T SEIE{:t the El@"il

Conmection. [fard  queny  Data  admnstaton  H-COllection event Carvert: General
_; n el D % x @ —] dee M I"ﬂm :||.|-_-|:im:r| Ewenl  Wersion ‘wyilkinold ﬂ‘ ..
T FEN W D: 182872 23110 2 3 v 3 P
fi | = @ F08EMD Ecanicher Garten Minche fectian everd =
g Wl fD- 182872] _ Date: [10]6_] 2008 |%| Swop Camgan: v s
o N Ref- | | 4]
County: Ge " withhald ; Vl
order by Ao M 2 - CI’EEItE.‘ a4 new Netes: ‘
[v] @@@.@@j collection event series
Du:l!,l conditans: Colmeath.: ‘
Projecis ] 8
Pioiect * mn| - pD: 1820872 N Locaiy Hatilat
Calechion specimen E Botznizcher Gaten Minchan
Aee He. = ~
b -~

In the tree the entry for the new EventSeries will appear (see point 3 in image below). Select
this entry in the tree to enter the details about the EventSeries (see point 4 in image below).

r’l- DiversityCollection, Database: [ 3 - SEIECt the |’-_|E|?

Comestion [Jad  query oata  COllection event series Contest: cm.d =
oy r AL, NE plant Speciman Evant  Weazon ".'."!"IP!:I_H .
‘izimh PFE‘ x D | i 182872 223110 2 3 ‘ %
) T [ = b New Evert3 H =} Collaction awvant sanes )
q| =@ 2003/6/10 Bolzr WP Barten Mincher Code Date: |
'Ilwz:l_ ﬂ Dezcription: |Mew EvenitSanies End: |v
: ﬁl Mote:
: ! w he jon evenl selies
= 4 — enter details about A 0
arder by: [Acc M . .
U @@E@E:JB the collection event series ﬂ
sy condiions Tupe
Projcts: — £ » 3 3
Frajeet | ¥ mm | - pps 1828721 Mot
Collaction spacimen il ~
Aco.Mr v < p Bl withhakd,
o - - 1 Sl =L sl Wax vE v

To build a hierarchy for your CollectionEvents and CollectionEventSeries choose the created
EventSeries in the tree (see point 1 in image below) and create a new secondary EventSeries

(see point 2 in image below).
Then enter the date (see point 5 in image below) of the CollectionEvent. If you click on the

drop-down button as shown in the image below, a calendar will open where you may select
the date. Then enter the description of the locality (see point 6 in image below). To store the

data entered so far click on the [@button (see point 7 in image below).

Page 27



]

Select the entry of the new EventSeries (see point 3 in image below) and enter the details of
the EventSeries (see point 4 in image below).

3

@ DiversityCollection, Database: Di 3 e $e|ect the

Comection [ Gid  Query  Data : : Contest: General %
PR n®:X o] ¢ collection event series Specmen Event Vesn Witk = Al @
[y esuls 1-1 : I 182872 223110 2 2 Ml g %
Be | = (&Y 2I08//7. Murchen- M - g Calaction avark zatiss b
o ool Cate - E
\ = @ 2003/610 Bolani:ci Garten Mmmer@ Descrptar |New EvenSaiies o 0
N W [ID: 182872 %
' jon evanl selies
T & 4 — enter details abou’f
|
[v] @.E@DDB = the collection event series J
Dy conditions
Prajects _,.{ > ]
Poect | % | AW D 1828721 =
Collaction specimen Eil b
Aoo M = * 2l Withald,
BN i =L el W ME v

Finally drag the CollectionEvent to its position within the hierarchy of the
CollectionEventSeries entries (see point 5 in image below).

F

# DiversityCollection, Database: DiversityCollection_Test . 3.0.1.0

Comnection |7 @id  Quary  Data  Adminstaton Help Conbect: Geanaral
% ez, N lant Specimen  Event  “Welgon ‘withhald. [ ]
_ﬁm.ﬁmt F‘I'h X = F ;182872 210 2 3 v f %
BEEC | i3 | = (5 2005/5/7: Minchen  Nord e o . . :
ﬁ\ = G’ 20 EH-"E\"]U = - E [Diate: I"J B |2|I|B il SI.IH:I Catagaons "'!rl
.ﬁ-; " I""I R Ma:| | Time | T.apar | .
P 5 drag the collection event to :IE]
5- its position within the hierarchy —m8——
arder by: 4z, . of the collection event series
7] I_]L]LUL[_]LI
P T Locdiy - Hebital
F"lu'r-::ls F 3 Bobarnzchar Gailen Muinchen
et ~ mm| W po: 1828721
Collection specimen E
bBeo Mr, - ~
b =~

To include an extisting event in a hierarchy of the CollectionEventSeries select the
CollectionEvent and click on the button. For more details see the section
CollectionEventSeries.

This tutorial is continued in the sections listed below.

e section CollectionSpecimen
e section Collector
e section Collection specimen relations
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e section Organisms and identifications
¢ section Specimen parts and storage
e section Searching the database
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Tutorial - CollectionSpecimen

To set the accession number for the CollectionSpecimen select it in the overview (see point 1
in image below) and enter the accession number (see point 2 in image below).

2

# DiversityCollection, Database: DiversityCollection_Test v. 2.5.3.9 Server: BSM1 Port: 5432  User: BoTsAmmL... [2 |55

;u"adm DQE Eet 'Mm' 1 - select the 2 — enter the —_— i e
A E < 2 | ] ; ; : o=
TR ' collection specimen accession humber SN -
B [ | & @ 2008/5/10 Botanicher Garten M) iy L
Mirchen Humber. [M-0M4317
Coord WESH4 Long, (B = [
.ﬂdcllil:::n:a M 5;';.:9.25”55 A DE:::= &
Il pD- 1828721 L |
. @ Accdae|_|_|_ 3 — Search for
© | cotecton | next free |
; Rei-[ [ accession humber
| Seecimen Acc.Ha b < * Pregects Holes
3] (TS (=) | - po: 102872) Driginat
I:#::':ILT_U"L‘“II: EI Addionat
Projest v: 4 — enter *D Yo Prroblems:
Specimen ) ; :
AcohL v - | a prOJec‘t Exsziccatal series
D+ = vl "E]

To search for the next free accession number click on the corresponding button as shown
above (see point 3 in image above). A window will open as shown below. Start the search for
a free accession number. If the query ended successful, click OK to include the new
accession number in your data set.

Accession number |Z| |E| E|

Searching for the nest free acceszion number after a given start

Start zearch for the nest accession number after:; |M-DEI1 4900

Mext free accession number: |M-DEI1 917

|
|
=

Project

To restrict the access to your data set add it to a project (click on the [Clbutton - see point 4
in image above). A dialog will open where you may select a project from the projects defined
in DiversityCollection (see image below). The project will then be added to the list of the
projects for this specimen.

#4 Select a project Z E|[$__(|

| Testcoll w |

Page 30



This tutorial is continued in the sections listed below.

section Collector

section Collection specimen relations
section Organisms and identifications
section Specimen parts and storage

section Searching the database
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Tutorial - Collector

Collectors

Now we will add the collectors of the specimen. In the overview select the specimen and click
on the fbutton to insert a new collector (see point 1 in image below). Select the collector in

the overview (see point 2 in image below). Now we use the module DiversityAgents to search

for a certain person. Click on the “Abutton to open the interface of the module (see point 3 in
image below).

2

Port: 5432 User: BOTSAMML... [ |[B][%]

# Dive rsityCollection, Database: DiversityCollection_I

Cornecton  Cuery  Doba  Gdmnistration Help 1-inserta
3B 0 B X - AceNa. new collectoro specmen / Event] Version Wihheld reason f e
' e Fei P R 1 722310 171 v @j.&
o 5 i | = @ 2008/5/10Boanizcher Garten ML B s L
E Allnade [N . S02,52611558) umber; | M-0014317
Mirchen Diepazkor [ | |
2 — select Cooed WS84 Lang [EW] 11 % Dep"ni E]|
Wil pd-0001 4917 .
the collector * A tewcoisemryy | Accdse _|_|__[¥]5en =l ]
Collectir | ¥ | [ Withhoid. reazon: vi
_ L Rt | v =]
order by: Specimen fcc Mo w ¢ 5
(v (P (=) | o0 pg-pp14917 e :
?:-lﬂ'fnj"m & |:Haw collector 1 |
Project || Col Mo Wit reazar ! !
Spaciman |
Acchi =+ = I 3 — open DiversityAgents
D - = |

In the interface for DiversityAgents enter search criteria (see point 1 in image below) and
click on the Tbutton to start the query (see point 2 in image below).

searc h ] AgentM ame =
; Query results 1-9 Hertel. Hannes
strin ErEm— .. v
LS Hert Hertel, Kerstin Hannes Hertel
LB Hertel, R.J.G.
I Hertel, Stefan Abbreviation Ld
Type - = w | |Herter, Wilhelm{ Guilermo) Gusta Hertel
Hettlein, Leo George
Contact Hertrich, William Agent type 4 — acce pt
Country = ~ Hertzch, Hermann SR .
Cit N Hertweing, Richard Agent role se I eCtIO N
ity -
Description
order by: | Agent Mame w | - U
rom_D ate
2 — start query ®)(= (=) 1939

wt
=

Select the correct entry from the query result (see point 3 in image above) and click on the
OK button (see point 4 in image above) to store the name in DiversityCollection.

The next collector will have no connection to the module DiversityAgents. To insert this
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collector click on the fbutton again (see point 1 in image below) and select it (see point 2 in
image below). Type the start of the name in the field for the name (in this example "Mei"

would be a good choice) and click on the drop-down button El(see point 3 in image below)
to select a name from the list of collectors already stored in the database. Finally if the
collector has a field number, enter said number (see point 4 in image below).

3

# DiversityCollection, Database: DiversityCollection_T Part: 5432 User: BOTSAMML... [< |[B]f]

Cormecton  Query Data  Adwinistration  Help T rhSE"T't -
| sy 5 AczNo. new collectoro izpecren Event] Version ‘Wihhold reason -

L8000 Xi0m) o, W Rl

e e R S = @ 20087/5/10 Boanischer G Ml i G[EeC e i
i "F"mﬁ”ﬁﬁ“m?ﬂ"ﬁ;f b 14517

. Minchen Epa w
Cooed WGSBS Long (Ew] 17 W DD:;:: | |E]|
- = Wl M-0014917
2 select & Hertel Harna: N A date _l_l_lv Suppl: | Cat:|w |
the collector ‘5 Mew colector 2 " v || Wikhokd ressan: 3
Hel,: 'vl |@
order by: | Specimen fcc Mo w < * -

M ) | o147 Collctor Iy
I.?jlf:;:m:in:ﬂs & 3 - T1,,- pe the leBiEI’..F. ||E|
s ¥/ | start of the name ColMa | W1236 hﬂml ]

A2 "
e and select it 4 — enter the
D - =] | from the list collectors number

This tutorial is continued in the sections listed below.

section Collection specimen relations
section Organisms and identifications
section Specimen parts and storage

section Searching the database
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Tutorial - Relations between specimen

There are two types of relations possible:

1. relation to a specimen within DiversityCollection
2. relation to a specimen not administrated in the local database.

1. Internal relations

To enter a relation to a specimen in DiverisityCollection select the specimen in the tree (see
point 1 in image below) and click on the button (see point 2 in image below).

= W 1902/9/27 Thiiringer Wald: "Hohe Tanne' und "Bucherwand' bei Stitzerbach, 750 m =
Altitude M) 750 m MR —
Greenwich Coardinates Long. (B 10,8625 Lat. [M5]: 505364 ‘ b
Stutzerbach, lim-Freis, Gegnary 1 "
=l B 60 0001620 #
= ‘ Picea 2 q ﬁl
Ficea =p. =
= }* Alectoria sarmentosa [Ach.] Ach.
Alectona zarmentoza [beh. ] Ach,  [rezpons.: Sipman, H.]
Alectona zamentoza Ach.  [rezpons.: Sipman, H.]

A window will open where you can search for the related specimen. In the window enter your
restrictions (see point 1 in image below) and start the query (see point 2 in image below).
Select the related specimen from the result list (see point 3 in image below) and click OK (see
point 4 in image below) to insert the relation.

: iversityCollection iversityCollection_Tes erver: B ser: mweiss - B3
@ DiversityCollection (DiversityCollection_Test) S BSM1 U M=13
1= - | apen DiversityCollaction .

(uery conditions Queryresults 1-17 D
Project # | (g e00001620 —
Proiect [Bletaucoll v
B B0 DOME2 3 Accezsion number
Specimen B B0 0001622 B 60 D00 E20a
AccMr + =~ BEOODOE B ED D0ME22a i
S N B 60 0001630 Depositor
epositor +
EIBLILR L ECt) Exsiccata
Depoz e = B B0 0001634
2 - - B B0 00 6344 Lu|'_;d||[_l'|
Qrig. notes 1 B 60 0001635 Thiiringes Wald "Hohe Tanne' und "Buchenwand” bei
Evers B 60 0001636 _
g B B0 0001637 Collection date
CollDate + = _|_ | B 50 0001641 1909-9-3
Locality - =~ B B0 0001648 Collectors
B &0 000649 Leltau. G
E vent locaksation B &0 0001650 '
Placa = ~ B 60 00MES1 Organizms
—_— Alectona samentoza [Ach ) dch., Picea
| dentiication M I
alena
Last|dent =~ spECimEn 4
Tawgoup ~ = b oider by Specimen Acc, Mo, w | Storage location
Famiy = =~ B Alectoria samentoza Ach.
v (¥ 2 * (@)= (=]
= (o

In the window select the entry for the relation (see point 1 in image below) to display the
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fields for the details. Then enter the type of the relation (see point 2 in image below).

#: DiversityCollection, Database: DiversityCollection_Test v. 2.5.4.0 Server: BSM1 Port: 5432 User: BOTSAMML2 Z\mweiss  [= |[51][5€]

Cornection Query Deks  Administrebion  Help
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i g Allibudte (N 750 m MM = Mumber |8 800001620 [ Fired nesi M. |
B60 DO00Z41x Grezrich Cocrdratas Lorg [EW] 108525 Lat, (M5} 501 Deposioe | v [ &)
EEE‘I ﬁgiﬁ = Siitzanband, Imkra:, Gaimany X Deguhic | :
; . - =1l B RO OOO1G20 = .
ggg ﬁgﬁ = = @ Picea ™ A daber 2."'[3_ 1908 | ¥ Supp Cab- w
i = Fi r —
B30 0000510 1 Tl Celecsion v = | Wikihod mason v
BE0 D005 =5 :
B&] 0000512 [E Alecicis simenioza [Ach ) Ach  [respens.: Gy Fiet. = | [l
B &0 000 [ Alectonia swmenteas dck [responz s Sipman
B 50 D007ss B Letau G Rakat i
b ahation o aeother spacimen o
:::f::m::mm fcc. Mo, % B 60 d00T60, h 1 Specnen (2.0 UALE
- [F 67 000120 =@
'-!I.H."_I'i.'lrl:ilms s ¥ |Ee$3'l:tm
Prajeci AW = B ED 0001620 Rikyion ypa:
Picject |Bletaucal » ] =2 Alectaiia Sarr_mljllﬂﬂ Ach. 2 | Duphcats | Duicate of arther specinen w
Specinen ' ':j; | :f; :.I & saimenbosa [Gch. ] Ach e
AccMi = ™ - ||

2. External relations

To enter a relation to a specimen in a foreign collection insert a relation (see point 1 in image
below) and select it in the overview (see point 2 in image below). Enter the name of the
specimen (see point 3 in image below) and the type of the relation (see point 5 in image
below).

'ﬁ-_ljliver.'-ir',f-r-ﬂ”“ﬁ”m Database: DiversityCol|Sh N (sl =la = Bi=1lcti e g BBl  Pori: 5432  User: BOTSAMMI |T|FE|[5_(|
Comecton  Query Data  Adwnistratin  Heb oy o external

) =] Ao Mo, : |- pecmen ¢ Event] Wersion  Withhold reason
J;LPET 113'159 SN specimen 102072/ 223110 141 | D
R i | = @ 2006/5/10 Boanischer Gerlen M | g [ : lll

i y Alfifude l:Nﬂ:;IS":SUEI'.EQTSIr'InEEDE M- 4m7 Find ngst Moy
i
E t;qr:?.:ﬁead Long. [EW: 17 25 e vl |EJ_
= Wl p-0014917 | |
& Herel, Hannes Accdater| | C b !
A, Meisr caecion | 9 — the name of the =
2 — select the entry R Related Specinen- 1 . . !
rei:| related specimen [z
order by: | Specimen Ao Mo _ = B 3 Halet!-:rtn.:l‘r'al ipelc'msn =
E] -@E El w0 pa-nn1 417 |:E?|;E|IJ;9 URLE @
Luery condtions . .
Fiogect : = Diezeriplion :
Frofect - 4 — select the - - |
T . Collaction Helatl-:-n..;:lp-a. :
I | ﬁﬂllec‘hom Qf 'the REGWasculaPlants w | | 5ame aligin
Ly | S : Mal
B - = related specimen | 5 — specify the relation type

If there is a data set for the collection available you may select it from the list (see point 4 in
image above). Otherwise you first have to add this collection to the list. If you have
permission to edit the collections, choose Administration -> Collections from the menu to add
a collection. See the section Collection for details.

For further information on relations turn to the section Relation.

Page 35



This tutorial is continued in the sections listed below.

e section Organisms and identifications
e section Specimen parts and storage
e section Searching the database
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Tutorial - Organisms and identifications

To focus on the specimen and its organisms hide all other entries from the tree by clicking on
the corresponding buttons (see point 1 in image below). To enter the organism choose the

specimen entry in the tree (see point 2 in image below). Then select the organism from the 7

list.

Mew fungus
Mew lichen

Mew bacterium

R I |

w Mewbryophyte

Mew ather

This will insert an entry for the #organism underneath the entry of the Mispecimen (see
image below). To enter details for this organism select the entry in the tree (see point 3 in

image below and image above).

. O S PPNV TSN o< DiversityCollection_Test v, 2.5.3.9 Server: BSM1  Port: 5432 User: BOTSAMML... [= (0]
- ‘dministration  Help .
for locality, S = 2 — SeleCt SPECIMEN . /e Vession Withokd rensen =1 14 @
ager‘]ts and =  waom 182872 229110 1 41 v e
. = /10 Botsnischer Gerlen M 3 — select g
rE|atICII'FS = M M-001491 7 = &5, Qoup d f I't Orly obs, []
from the @ plant | Gug, aNd inse =
tree ‘ Famiie OFgaNism e
Identifier. | Descnpiior | w
Subziriel: | - Crcumst.: | w
L B | Mates:
oider by | Specimen Aoz Mo, vl _ 5 -l EHTEF
© FEEC a-select  dentification
ey condiions 0 rgan Ism
R € intree I
s (| [ — ek - 45 7
Specmen 5
AL = © Ewxziccata serias VI |E]
D = = Exsiccata iderk.: | Enz Mo

To enter an identification for this organism select it in the tree (see point 4 in image above)
and click on the Elbutton (see point 5 in image above). This will insert a data set for the
idenfication of the organism underneath the organism as shown above. Select this entry to

enter the details of the identification.

To enter more organisms living on the plant select the ‘plant in the tree (see point 1 in
image below) and create new organisms as described above (see point 2 in image below).
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"% DiversityCollection, Database: DiversityCollection_Test v 30.1.1 = E=R
Connection ﬂﬁnd COuwery Data  Administration  Help Context: General ZE
P @ = 0 E1 - select host 2 - insert o Do Ve el ) A
a s 11 x -
organism S Organisms
P = M-0014917 ||1,ur|ng on host Jp: plant = Mo of unite: Ortyobe 7 B
@ olat_ \3aNEr: =  Lifie stape: -
= i [= plant ol : :
A T fungus Faily: Crder: Va
i insect idertifier: Descript.: - .
= Subestr red - Clrcumet.: - .
Colon. part: Plobe:
nn:inan nach: Acc Nr . identification ./ Mame changee
) I_l Vo romc: [~ P [&
Wam tem: - Clusi * =
Suchhutieren
Prajects Date: _— | = Supp Category - -
.:u.:::d . Tomn| - M0014917 Type nates: _ Twesm - .
M Fespara: | [ .-
Acc. b = ™ Fiek - vl [—-_]
o -~ 182872 e, -

Now let's enter the taxonomic name of the plant. Select the entry for the Elidentification in
the tree (see point 1 in image below). As a simple method to enter a taxonomic name simply
type it in the field Tax. name (see point 2 in image below). To save the data set and display
the taxonomic name in the tree click on the Ebutton (see point 3 in image below).

/10 Botanmcher Gaden Munchen E Quercis nobwur 211253
014917 Ta. group: plant = No. of unte: Oriy cbe |

identification

1 Hey

- o Quercus mbar oe] . _

& ‘E Guencus robur b4 I35n:.I-ar. = | Limatage:

- L fungus Family: Order: ra

o L% insect derifier: Dlescript w |-

Subestr. red -
Colon. part: 2 N type
taxonomic name

nﬂdr-m nach: Acc. Mr. . ientification f‘vlai'n;&argeg i |_]
Tax mame: w |Guencus mobur .;1'
v wE Ll e - Ic
%me Date: — — = Supp Categony v .
- Ipmibd : T I m0014917 Type ntes: _ Twpes .-
heote -~ 2 Feors: I ORES———
c. M. T ™ s = "
S — Note:

r'ﬂgﬂh:fit]{ohm Database: DversityCollection_Test v, 3011 '__“?“-“-iﬂ
Connection Ejﬁnd Query Data  Administration  Help 3 — 5ave datESEt tD diSp|E‘_lf'
1= = T o = S Quercus robur ® taxonomic name in the tree
Query results 1+ 1 1 select

Now insert an Elidentification for the fungus (see point 1 in image below).

Page 38



% DiversityCollection, Database: DiversityCollection_Test v, 3011 ===
Connection Eﬂﬁnd Query Data  Administration  Help Context: General ZE
FER-DE X = ezl Quercus robur Specimen  Evert  Wemion  Wihhold, E 4
Guery msuts 1+ 1 M-0014317 ID: 182872 22310 3 4 -
: - . scher Giarten Munchen =] Tungus
1 — enter identification . 3 g Teoos: v No.ouns onyobe ] B
and select it p— w G v Uedas -
Y ST fungus Family: Erpsinhace Order: Erysiphales ri
‘: [= fungue dertier. Descript. m
“ W insect Subtr el ~  Cicuma. -
Colon. part: Plobe:
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Suchlotiensn
e b= 2 _ open query for
e - Type noter
e ol L e f@XONOMIC NAaMes |
s
Acc. M. X : . 1ll_| [—]
o - 182872 te.

Select the identification in the tree and click on the Z%button (see point 2 in image above) to
open a remote query as shown below. Choose the database DiversityTaxonNames_Fungi (see
point 1 in image below), enter the conditions for the query, e.g. the beginning of the
taxonomic name (see point 2 in image below) and start the query T(see point 3 in image
below). From the result list select the taxonomic name (see point 4 in image below) and click
OK (see point 5 in image below) to transfer the selected name to the main form.

% DiversityTaxonNames (DiversityT. mes_Fungi) Server: 1418465107 User: mweiss o[ E |
Database: Diversity TaxonNames_Fungi ¥  Taxonomic name -
— Erysiphe alphitoides (Gréfon & Maubl) U, Braun & S

P @ = .

Query condtions e )

M hicides Grifor & Maubl
Project 1 — select datasource nonphace Hpficilos Gfion
Project LIASnames jilae Gre Rank
En.rs.lphu ulc:hnmnu {R ‘r‘ Zh!ng BG Bp.

Taxonomic name Erysiphe alchorneas (R Y. Zheng & G.
N Erysiphe &l Erysiphe alehorneas var. eliptizpora (R 4 SEIE{:t tax0n0m|c L
1 Erysiphe aleuritis (C. T. Wei) U. Braun & 1
e = Erysphe ahagiBremer, kmen, Kae NAME from result list

= - = Erysiphe alhagi Sorokin
2 _ EﬂtEl’ Erysiphe allophyii U. Braun & 5. Takam

T |=  Erysiphe alniDC.

i e alphitoides (Griffon & Maubl.

sea rCh ST I ng Erysiphe alphioides (Griffon & Maubl. )
pasaun. v Erysiphe alphioides var. chenii (U. Bral
Combmt =~ ™ Erysiphe alingiae Z. X. Chen &Y. J. Ya
Erysiphe alvimii (4. C. Dianese & Diane:

urn (= divisson): Ascomycota Caval.-5m.
bpbnium (= subdivision): Pexiromycotina 0. E.
Eriksz. & Winka
(ass: Leotiomycetes
Order: Erysiphales Gwynne-Vaughan

Cmrmike:  Enmimbemnme—s Tod 87 Tl

9 — accept selection
— e —— *and close from

¥ FrEeEEE ™ Gysphaies -

Rewision

e 3 — start query

o

The name of the selected taxon together with the link to the datasource (see image below)
will be inserted in the field for the taxonomic name. The taxonomic name can not be directly
edited as long as the name is linked to a datasource (indicated by the yellow background). To
remove the link you need to use the #button. To see the entire information on the linked
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name as stored in the datasource click on the *button.

% DiversityCollection, Database: DiversityCollection_Test v, 3011 =3 EcE ="
Connection :End Query Data  Administration  Help Context: General ZE
e B X e Acc. N Quercus robur Specimen  Event  Wersion Withhold. i S
":m?ﬁm, . = wooen ID: 182872 223110 3 4 - E S
i [ =@ 2000/6/10 Bsteracher Gaten Minchen | "m0 mz—T
= p-D014917 = Tax. group: funge = Mo, of unite: Ontyobe | [P
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AceNe v ™ . Rt v [e2]
o - ~ 182872 Nale:

-

As as an example for the last variant enter an identification for the insect (see below). Select
the identification in the tree (see point 1 in image below) and click on the “fbutton (see
point 2 in image below) to open a remote query.

"

and select it
iy

omdnen nach: Acc. Nr.

(] (o] e )
Suchhutieren
Prajects
Project -
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Acc. b * ™

-

182872

1 — enter identification

"% DiverstyCollection, Database: DiversityCollection_Test v, 3011

Connection : Gnd  CQuery Deta Administrabion  Help
FRED0OER X P bl Quercus robur
Guenyregulta 1-1 M-0014917
ID: 182572 Hi | =@ 20086/10 Botarischer Gaden Murchen

- Ann ATy

ol 0
LS oL
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i W insect

] E irsect

] Bl ¥

=\l p-0014917

ferlo-
Context: General EE
Specimen Evert  Wersion Wiithhaold. E m .
ID: 182872 Z310 3 4 - 7
= I 231255 i
o Taw. group: ireec = Mo, of unils: Ortyote |7 B
- Gander: - Lifer stape: -
Tt Family Order: ra
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Colon. part: Pobe:
ientification . Mame changee
Tex name: "l"ﬂdl |J?-j
Wam e - Clusi -

b= 2 — open query for
nigtes .
repors. [AXONOMIC NAMeES

=

)
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-

A window for the access to webservices and other modules will open as shown below. Here
select CatalogueOfLife (see point 1 in image below) as a datasource. This will query the
webservice of Catalogue of Life for a taxonomic name. Enter the beginning of the taxonomic

name (see point 2 in image below) and start the query T(see point 3 in image below). From
the result list select the taxonomic name (see point 4 in image below) and click OK (see point
5 in image below) to transfer the selected name to the main form.
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http://www.catalogueoflife.org/search/all
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The name of the selected taxon together with the link (see image below) to the data source
will be inserted in the field for the taxonomic name. The taxonomic name can not be directly
edited as long as the name is linked to a data source (indicated by the yellow background).

To remove the link you need to use the #button. To see the entire information on the linked

name as stored in the data source click on the Z%button.

% DiversityCollection, Database: DiversityCollection_Test v, 34.1.1 o | e
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= — of the Drganism *Tm rome: [Cymips mira Grsham, MW R de V. |25 (3[4
L T ||& |E||T -
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Acc b = = Rt | [cx]
o -~ 182372 ke ]

-

This tutorial is continued in the sections listed below.
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o section Specimen parts and storage
e section Searching the database

Page 42



Tutorial - Specimen parts and storage

To enter the data connected with the storage of the specimen select the specimen entry in
the bottom tree view (see point 1 in image below). In the command panel at the right of the
tree view a Ebutton will appear where you may select the type of the stored material. In the
hierarchy select "herbarium sheets" as shown below (see point 2 in image below).

(% DiversityCollection, Datsbase DiversityCallection_Test v 3011 ==
Conmection 7] Gid  Query Date  Administretion  Help Contess: General 5B
BIE< DX & e My Quercus robur Specimen Beenl  Veesion Wilhhald. - ﬁ| %]
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@ R | @ o~
- = s 1
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specimen = e material catagory
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.'. _'[l" Eﬂlﬂ"h l- i mediurn L | Iiwing specimen 1 E- il
3 B @ fossil specimen k&R bones ¥
Projacis E)  olber specimen k ] pelt
Project - & el
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Coliection agacimen Oy o
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b -~ 182072 . &

A dialog will appear where you are required to enter the collection where your specimen are
stored (see below).

-~ )

Select a collection E@

Select a collection from the list or choose it from the hieranchy
M-Fungil -

Select the collection from the list or the hierarchy and click OK to close the dialog. The
bottom tree will now contain the selected material with all organisms (see below).
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Let's assume that the insect is not present in the specimen, but e.g. has only been observed
during the collection of the sample. To document this remove the entry for the insect from
the Show in label list to the Units not in part list: Select it (see point 1 in image above) and
remove it (see point 2 in image above) (click on the < button). The result is shown below.

% DiversityCollection, Datss
Conmection [ Grid  Query
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To see the exact position within the collection click on the BElbutton at the left side of the
tree. The tree will change as shown below where all the collections and subcollections
together with the parts of the specimen are listed (see below).
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Cuoery remeits 1- 1 M-D014917 (LSS F. v T AR ™ [
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P - Liniles rocl. iy ot Shaw in label. Hida:
Coliection apacimen [EECETTERE TN < | Cusrcus mb
Pee. e - ™ *
LU 1a2ez 4 I ' i

To print a label for a stored part of the specimen select it in the tree (see point 1 in image

below) and click on the g'-ébutton in the upper right corner to open the area for the label (see
point 2 in image below). Click on the ‘Zbutton (see point 3 in image below) to select a
Schema file (e.g. Standard.xslt). Then click on the Clbutton to generate a label (see point 4

in image below).

% DwersityCallection, Database: DiversityCollection_Test . 2010 = |
Conrection [ Grid  Query  Data  Administration  Help Cortest: General S5
; . e = ho, b Cussrcis nobar Specimen  Bwerl  Vemion  Wibnad 1 f)
“::_HEW_; th ¥ @i M-0014317 o ID: 1B2EF2 221110 4 4 - _J-] jﬁ
Botanizche Staatzzammiung Minchen
2 — open the
M-0014917 .
print area
Quercus robur
Erysiphe alphitoides (Griffon & Maubl.) U.
Braun & 8. Takam.
Bolamscher Garlen Minchen 4 — generate
10.6.2008 leg. H. Hertel , F. Meier the label
Schemafie: C\Dmen’Subverson'dunk Asease’ DverstyColection_3_0_1_0'LebefPiming' Schemas' Stander = [ aE
THe: Fiegand stockc for dusl |
Caonverson: = R 3 o SEIECF a & ba maenal. Feibatus dheats _il
fi [= @ MOREAD Batariacher Gaten Marchen @ ' schema file #
S M0014917 N et Pas: =4
9 - Guercus robur M Fung)
=1 A Guencus mbur Collection T = Date: -
i, i 5T Erysiphe aphloides Gifion & Maubi ) Method:
_ 1 SEI:EG’E material L[ Eryepw sohicides G & Mol } U, B P ——
= for which the label = ﬂEm:;-::mw—-:fﬁﬂﬁﬂ
e = minuita Grabam, M | Display crderfar M-0014517
[* should be printed |, : o
Ly conauers ~ a| =
Propeces - S - O01491F = Eryeipha aphifoidas (Eition &M _
Prjmzt - | Guercus obur | Mire v G MW R >
L - Cuercus mir 5= Displwy orderfor herhasum sheets of Gusncus robur
e pecmen e - Expsiphe aiphituides [Giffon & Mabl] U Ssun | gy W0 in par Shvaw i o
Ao W v “lﬁng-fl‘:
o -~ 5@ T * i Pl -

Turn to the Section part for more details.
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This tutorial is continued in the sections listed below.
e section Searching the database
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Tutorial - Query

To search for data in the database use the query sector in the left part of the window. To
select the query conditions click on the lbutton in the top panel. A window will open as

shown below.

P

Maximal number of results: 100

Limit for drop down lists: 0

Set query options EI@

Check all Check none

=[] SpecimenAndParts
-{| Collection
=[] Specimen
[ Az Nr.spec.
[ Collection Specimen| D
-] CollectionEvent|D
-] Accession date
-] Depositor

[ | Depos.fec. Nr.
1 i

-~

Table: CollectionSpecimen
Column: CollectionSpecimen|D

(primary key)

IUnique reference 1D for the collection specimen record

With the Maximum number of results you may limit the package size which should be
retrieved from the server. For a slow connection to the database server choose a low value

(e.g. 100 as set by default).

The Limit for drop-down lists restricts the maximum number of drop-down lists which should
be created. For a slow connection to the database server choose a low value. The default is
set to 0 which means no drop-down lists will be created.

Click on the Check none button to clear the previous selection. Then select the entries

Project -> Project

Event -> Collection date
Organism -> Organism present
Organism -> Only observed
Storage -> Material category
Image -> Type

Specimen -> Accession number of specimen
Specimen -> The user who created the data set
Specimen -> The date when the data set was created

Click OK to close the window. Your query conditions will be displayed as in the image below.
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Cuery conditions
Projects

Project -
Collection specimen

Acc. Nr. =~

Creatby - =~ hd

Credat. -

|
4

Collection event
Date -

1
4

Organism
Presence -
Only obs.

Part of a specimen

Mat.cat. - ~ (=

Project -> Project: Here you may choose from a list of possible entries. Select your current
project.

Collection specimen -> Acc. Nr.: From the operator drop-down list choose "~" and enter
the first letters of your accession number. You may include wildcards. Other options are e.g.
"-" for a range or ">" for a lower limit. The conditions will be interpreted as text! So 2 will
appear after 10 etc.

Collection specimen -> Creat. by.: From the operator drop-down list choose "=" and
choose your user name from the list.

Collection specimen -> Cre. dat.: From the operator drop-down list choose "=" and choose
the current date with the help of the calender.

Collection event -> Date: >From the operator drop-down list choose "=" and enter the
current year in the last field.

Organism -> Presence: From the operator drop-down list choose "e" which means that an
organism is present.

Organism -> Only obs: Uncheck the checkbox to find organisms which were not only
observed.

Part of a specimen -> Mat.cat.: Use the wbutton on the right of the combobox to open the
hierarchy and select "herbarium sheet".

After all query conditions are set, click on the Tbutton to start the query. In the result list
you should find the specimen created in this tutorial. To save you current query click on the
Ebutton on the left of the Tebutton. A window will open as shown below. For more details see
the section Save guery.

Page 48



P

& Define query EI@

Please enter the name and descrition of the queny

Queny:

Description:

Table: CollectionSpecimen_Core

WHERE CollectionSpecimen|D IN (SELECT
CollectionSpecimen|D FROM Collection SpecimenPart WHERE
[CollectionSpecimenPar]. [MateralCategory] ~ herbarium
sheets) AND CollectionSpecimenlD IM (SELECT
CollectionSpecimen|D FROM |dentfication Unit_Caore WHERE
[Identification Unit_Care]. [OnlyObserved] = 0) AND
CollectionSpecimen|D IN (SELECT CollectionSpecimen|D
FROM CollectionSpecimen INNER JOIN CollectionEvent ON
CollectionSpecimen.CollectionEvertID =

CollectionEvent CollectionEvert|D AND CollectionYear = 2011)
AMD CollectionSpecimen|D IM (SELECT CollectionSpecimen|D
FROM CollectionSpecimen WHERE [CollectionSpecimen].
[LogCreatedWhen] — 2/8/2011" AND [CollectionSpecimen].
[LogCreatedBy] LIKE TestEditor” AND
[CollectionSpecimen_Core] [AccessionMNumber] LIKE "M-%7)
AMD CollectionSpecimen|D IM (SELECT CollectionSpecimen|D
FROM CollectionProject WHERE [Collection Project].[Project |D]
= 1) AND CollectionSpecimen|D IM (SELECT
[CollectionSpecimen|D] FROM [ldentificationUnit] WHERE
CollectionSpecimen|D IN (SELECT [CollectionSpecimen| D]
FROM [ldentification Linit]j)

-~

-
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Queries - overview

To search for specimens in the database you may choose from 3 options:

With the user defined queries you may define any query condition - this is the default query
mode. You may save and load these queries.

— Gueny conditions —ll
— Specimen

AccMr - ”I
Ori. notes ”I

— Ewvent
ColDate =+ =|_ ||
Localty - ”I—
— ldentification

Tawan - ”I
T axor. I j

— Substrate
Tawon =~ ~ I—
— Storage
Collection I j
— Project
Froject IB Sk enzcoll j

The predefined queries are defined by the system administrator and are accessible via the

menu Query - Predefined queries. To return to the user-defined queries click on the Show

query conditions Ebutton.

Show query

Query | Data  Wiew  Administration

Help

Abarem

Predefined queries »

r

1 - BlettauZall many plants

2 - Blettaucoll missing fungus name
3 - Blettaucoll missing Gazetheer

4 - B5Meryscoll missing Fungus name

5 - BSMeryscoll missing Gazettesr

With the scan mode you may use a barcode scanner to search for a specimen. To work with

the scan mode select the Scan
deselect the Scan mode.

Ao Mr.
m SAPM-MA-DDOO1

mode in the Query menu. To return to another query mode
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Result list

The result list displays the specimens found in a query.

order by i | T | - |

T Ouemresults 1-10—  Gueyresulte 1-10
Astragalus atropilosulus var. venosus (Hochst ) Gillett

M-0103569 Brachycorythis pleistophylla Bohk. £

h-0103614 Calanthe syhatica Lindl.

h-0104156 Cucumella bryoniifolia (Merxm.) C.Jeffrey

h-01 04215 Helichry=um scitulum Hiliard & B.L Burtt

M-0104495 Helichryzum scitulum Hilliard & B.L Burtt

h-0104912 Polystachya farinoza Krasnzl.

h-0104913 LI Pzychotria albifaux K. Schum. ;I

order by L order by: g | T | - |
ISpecimen j IIdentificatiDn j
— Cuemresults 1-10 T Ouemyesulte 1-10—

Astragalus atropilosulus war. venosus (Hochst.) Gillett 106 -

Brachycorythiz pulchra Schitr. 1061

Calarthe delphinioides Kraenzl. 10612

Cucumella bryoniifalia (Merxm ) Cleffrey 10629

Helichrysum scitulum Hilliard & B L Burtt 106249

Helichtysum scitulum Hiliard & B.L Burtt 1063

Palystachya farinosa Kraenzl. 1064

Paychatria alkifaux K. .Schum. LI 1064 ;I

order by: ?l ‘[E.I - |

Storage location j

IEDIIectnrs nurmber j

The specimens may be displayed with their accession humber, their identifications or their

storage location etc. as shown in the images above. To view further information on the
chosen field simply place the mouse in the field. A text box will appear with the description of

the field (see below).

-

order by: | Tax. name w | Buellia epipolia [Ach.] Maong. |
E] Yalid name of the species (including the taxonomic author where available, Example: 'Rosa canina L.'L
— [ =rm 1] ™

You may restrict the maximum number of specimens and gquery options (click on the

button), if you have for example a slow connection to the database. As a default the

maximum number is set to 100. If the number of data sets according to your query is higher
than the maximum value set in the query options, it will be indicated in the header of the list.

To ensure that restrictions set in the query conditions will be applied to the specimen list

make sure that you choose matching restrictions and order columns as shown below. In the
upper example corresponding fields were used for restricting the query and the display (Tax.

name). Here the query results will be restricted to said field.
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AIE < O X | D e | Acc.MNo. Buellia epipolia (Ach) Mong.
B 60 0049296

Quem resultz 1 - 2

Buellis epipolia (4ch.) Mong. m = . 1907 /546 Thiiringen: Stadtilm - Oberilm, 360 m. S
Buellia epipolia Mong. _ﬂ =l B 60 0049296
= ﬂ Salix
Salix =p.
~ = _'F" Buellia epipolia [Ach.] Mong.
order by: | Tax. name Buelia epipolia Aok, Mong.

Eueliia epipalia Maong.

E] @ E] Diplotornma epipoliurm

Guery conditions Buelia pharcidia Malme.  [responz.: Sipm: 3
P i t Bl etz
rojec - . .
Froject | Blettaucoll L — .
|dertification |!|H| = |!|H| B 60 0049296
— == Buellia pharcidia Malme.
Last [dent. = ~

Tas. name = ~|Buelia epipnliat - ﬂ C alin

In the second example a different field for the restriction was chosen (Last ident. <> Tax.
name). The query result in consequence will list all data sets with entries found in the field
Tax. name and entries which match the restriction (see below).

HIE < O X | ) | Acc.Mo. Buellia epipolia {Ach) Mong.
B 60 0049296

Cluery rezultz 1-5

Buellia EFIIiFIII:I"EI [:.-';".I::f'l.:] r-.-1|:|r|g. m = @ 1907 /5/6 Th'u'ringen: Stadtilrm - DbEri'ITI, 360 m. L
Buellis epipolia Mong. g =l B 60 0049296

Bueliia pharcidia Malme. =@ Salix

Dip!mnmma epipolium Salix zp.

Salix " - J* Buellia epipolia [Ach.) Mong.

arder by: | Tax. name ' Buelia epipolia [Ach.] Mong.

Buelia epipolia Mong.

E] @ E] Diplotarmma epipoliurm

Guerny conditions R Buelia pharcidia Malme.  [respons.: Sipm: 3
Froject a 2 B ot S
Project | Blettaucall w — =
|dentification | = |!|:ﬂ| B 60 I]I]_4HEHE __
= —-[Z)] Buellia pharcidia Malme.
Lazt ldent. = | Buellia epipolia i ¥ % Buelia epipalia (Ach.] Mang,

Taw. name ~ ~ t b Sl

To search for specimens enter the restrictions in the fields for the search conditions and click
on the ﬂbutton. The specimens found in the database will be shown in the result list. To

add specimens with differing search conditions click on the ﬂbutton. If the list of items is
longer than your maximum number of returned items you may browse the next items with the

button. If you wish to remove entries from the selected list, choose themin the list and

click on the leutton. This will not delete the data from the database but remove them
from your query result.

Here are some examples you may select for display in the result list:

AccessionNumber: One entry is shown for each specimen with its corresponding accession
number.

Last identification: The last identification for every unit in a specimen is shown in the list. As
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there can be several units in one specimen, several entries for one specimen may appear in
the list.

Storage location: The storage location of every part of a specimen stored in the collections is
shown in the list. As parts of a specimen can be stored in several collections under different
names, several entries for one specimen may appear in the list.

Collecting number: The collecting number given by the collector of every sample of a specimen
is shown in the list. A specimen may have several collectors each with a different number.
Therefore, several entries for one collection specimen may appear in the list.
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Query

There are two ways to search for specimens in a collection. The options for a fast search are
displayed in the main window beneath the list of the items. You may change this arrangement

using the B2/ E button to place the query options on the left side of the item list.

— Quen conditions —ll
— Specimen

AooMr - ”I
On. notes = ”I

— Ewvent
Coll.Drate =
Locality

]
N
I]

4

— |dentification

Tawon - ”I
T axan. I j

— Subsztrate
Tawon =~ =~ I—
— Storage
Collection I j
— Project
Project IE Skemzcall j

To search for specimens enter the restrictions in the fields for the search conditions and click
on the ﬂbutton. The specimens found in the database will be shown in the specimen list. To
add specimens with differing search conditions click on the ﬂbutton. To clear all entries in

the query fields use the button. You may save and load the queries you define using the
Eand Bbuttons. If the list of items is longer than your maximal number of returned items, you

may browse the next items with the button. To move back to the previous block of items

click on the button. If you wish to remove entries from the selected list, choose them and

click on the leutton. This will not delete the data from the database, but remove them
from your query result. With the wand .abuttons you may change the order of the results
between ascending and descending

Within the query options you have several possibilities to specify your search restriction. Use
the drop-down menu to switch between operators. The available operators are shown in the
table below.

Operator Meaning Example

Text

~ search for an entry like ... Pinus s[iy]lvestris % (you may use wildcards)
= search for an entry exactly equal to ... Pinus silvestris L.

# search for an entry not like ... Pinus s[iy]lvestris % (you may use wildcards)
2 search for an entry where a value is missing ...

search for an entry where a value is present ...
search for an entry between ... and ... 2000 - 2005
search within a list of entries, separated by "|" 2000 | 2003 | 2005
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Numeric

= search for an entry exactly equal to ... 2006
< search for an entry lower than ... 2006
> search for an entry higher than ... 2006
- search for an entry between ... and ... 2000 - 2005
search within a list of entries, separated by "|" 2000 | 2003 | 2005
@ search for an entry where a value is missing ...
. search for an entry where a value is present ...
Date
= search for an entry exactly equal to ... 20.3.2006
< search for an entry lower than ... 20.3.2006
> search for an entry higher than ... 20.3.2006
@ search for an entry where the date is missing ...
. search for an entry where the date is present and complete
Hierachy
= search for an entry exactly equal to ... M-Fungi
# search for an entry which is not equal to ... M-Fungi
@ search for missing entry ...
. search for present entry ...
A search including children in a hierarchy ... M-Fungi
XML
/ Search for entries containing a given XML node settings
- Search for entries not containing a given XML node settings
2 search for missing entry ...
. search for present entry ...
Geography
Use &@¥button to set geography
I Search for entries with a maximal distance of ... POINT(24.24 45.243) | 50 km
(0] Search for entries within an area POLYGON(34.5 ...
o} Search for entries outside an area POLYGON(34.5 ...
. search for present entry ...

For yes/no fields exists a checkbox with 3 options: [¥I=yes, [ 1= no, [El= undefined

For a search within a list (using the "|" operator) you may double click in the text field to open
a window where you can enter your values. To separate the values either use the "|" sign or
a new line as shown in the image below.

2% Collection Specimen.AccessicnMumber E'@

M-0013570 -
M-0013571
M-0013572
M-0013573
M-0013574
M-0013575|

Cancel | OK
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Query annotation

The query for annotations deviate from the standard query (see below). Additionally, you may

specify a type of the annotation (Annotation *, Problem -"35 Reference E@) and the linked
table (see Annotation).

Title = —  Coordinates wrong

i & Table: Collection event -

To hide the area containing the search fields click on the ﬂbutton. If the search area is
hidden and you wish to start a new search, simply click on the llbutton.

To change the displayed fields for searching specimens click on the button to change the
query options.

Scan mode

To search for a specimen with the help of a barcode-scanner select the Scan mode Fifrom
the Query menu. The query part will be hidden and the field for the accession number will be
accessible for the entry via the scanner. If the field for the entry of the accession number

Accr I is not activated, move the mouse to the field to activate it. Once you
scan the barcode the program will start the search for the specimen in the database.

Grid mode

To edit the data in a data grid choose the Grid mode Hfrom the Query menu. The query part
will be hidden and a table will appear where every data set from the query result list is
restricted to one line. Please keep in mind, that in this view, you can only see a limited part of
the data. For example, you will only see the last identifications for an organism. The selection
of the visible fields can be adapted in the tree above the list.

To replace a part of a text in a column select the column, enter the text which should be
replaced and enter the replacement in the corresponding fields (see below). To start the

replacement click the ©?button.
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Save query

If you wish to save a current query, click on the Ebutton. A window will open as shown
below where you may specify the title and description of you query.

FE Define query l = | (=] |ﬂh]1

Please enter the title and the description of the new queny
Query: CollectionNeubert

Description: | First specimen in the collection neubert

Table: CollectionSpecimen_Core

WHERE CollectionSpecimen|D IM (SELECT
CollectionSpecimen|D FROM |dentfication_Core WHERE
[ldentfication_Caore]. TaxonomicMame LIKE Yrichia persiic) AND
[CollectionSpecimen_Core] [AccessionMumber] LIKE "M-0113%
AMD CollectionSpecimen|D IM (SELECT CollectionSpecimen|D
FROM CollectionProject WHERE [Collection Project] [Project (D] =
27

M

After you entered title and description of the query, click OK to specify the query group. A

window will open as shown below.
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r B
[ Choose group E@g

%ﬁ' Mew group
Please select a queny group from the tree or create a new ane

B MainQueries

Missing Locality
E| Mis=singAccNr

=- MissinglLocality
BSPG

Group:  MainQueries
Query: |CollectionNeubert
Description: |First specimen in the collection neubert

Table: CollectionSpecimen_Core

WHERE CollectionSpecimenlD IN {(SELECT
CollectionSpecimen|D FROM |dentffication_Core WHERE
[Idertification_Core]. TaxonomicMame LIKE trichia persi®t) AMD
[CollectionSpecimen_Core] [AccessionMNumber] LIKE "M-0113%
AMD CollectionSpecimen|D IM (SELECT CollectionSpecimen|D
FROM CallectionProject WHERE [CallectionProject] [ProjectID] =
2

Choose a group from the tree or create a new one and click OK. The new query will be

included in the selected group.
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[ Save and edit the queries E@ﬂ

W Mew group 74

Edit the queny groups and the queries

E- MainQueries
- MigsingLocality
E- MissingAccNr
- -GLM

- BSPG

Query: HAL

Diescription:  Mizsing locality in the collection of Herbarum Halle

Table: CollectionSpecimen_Caore
WHERE CollectionSpecimen|D IN (SELECT
Collection Specimen|D FROM CallectionProject WHERE
[Collection Project].[Project| D] = 31) AND CollectionSpecimen|D
IM {SELECT CallectionSpecimenl|D FROM CallectionProject
WHERE [CollectionProject] [Project|D] = 31)

b

Finally, you may edit the titles and descriptions of the groups and queries. Click the Ebutton
to store the changes. To delete items from the tree select the item and click on the #button.
Click OK to save the new query and close the window.

Load query

If you wish to load a query which has been stored previously, click on the ®button. A window

will open as shown below.
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i N
W Load a query Elﬂlﬁ

=- Main@ueﬁes
- MissingLocality
&~ MissingAccNr

Query:  HAL

Specimen from the collection of the herbarium

Description:
aof Halla, missing a geographic locality

Table: CollectionSpecimen_Core

WHERE CaollectionSpecimen|D IN (SELECT
CollectionSpecimen|D FROM CollectionProject WHERE

[CollectionProject]. [PrajectD] = 31) AND
CollectionSpecimen|D IN (SELECT CollectionSpecimen|D

FROM CollectionProject WHERE
[CollectionPraject].[Project|D] = 37)

Cancel 0K

Choose a query from the tree and click OK to close the form and filter the data sets according
to the selected query.
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Query options

The maximum number of items shown in a query result may be set in the window for the query
options. The default value is set to 100. If you have a fast connection to your database or
need to see a different number of results, you may change this value to any number.

To change the displayed search fields click on the Flbutton. This opens a form where you can
select and deselect the fields shown for searching specimens. You might also change the
maximum number of items which will be shown in the result list.

The limit for the creation of drop-down lists is by default set to 0. This means no drop-down
lists will be created. If you set the limit to e.g. 1000 and connect to a database, the
programm will create a drop-down list based on the entries in the database. For slow
connections you may set this to a lower value to speed up the start of the program. If you
set the value to 0, no drop-down lists will be created.

P =

Set query options E@

Madimal number of results: 100
Limit for drop down lists: 0
Check all Check none
=g Project ~
=1l SpecimenAndParts
0
|| Collection
=1l Specimen
~{f]- Acc. Nrspec.
D
~{] Event ID
-] Acec.Date
Depositor
-[¥] Depos.fcc Nr. i
Table: CollectionSpecimen -

Column: AzcessionMumber

m

Accession number of the specimen within the collection,
e.g. "M-25834752" or Accession number of the part of
the specimen within the collection if it is dfferert fromthe =

To search for a field within the database use the search function which will check the names
and descriptions of the fields and mark them as shown below.
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P

Set query options
Maximal number of results:

Limit for drop down lists:

[ &S]

100
0

Check none

Check all
=¥ I:I Project
Project
=1 SpecimenAndParts
-] any Acc. Nr.
-] Collection

=1l Specimen

~[¥]- Acc.Nrspec.

D

- Event |D

-] Acc.Date

Depositor

{71 Depos.fcc Nr. i

Table: CollectionSpecimen
Column: AccessionMumber

Search for option: | Accession

Accession number of the specimen within the collection,
e.g. "M-23834752" or Accession number of the par of
the specimen within the collection f # is dfferent fromthe =

e
=

After having edited the query options click OK to store you selection. The new selection will

become active for the next query.
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Wildcards in SQL

There are 4 different possibilities for wildcards in SQL.:

% any string consisting of no, one or many characters, e.g. Pinus % will find anything like
Pinus, Pinus sylvestris, Pinus strobus etc.

*  any string consisting of no, one or many characters, e.g. Pinus * will find anything like
Pinus, Pinus sylvestris, Pinus strobus etc.

a single character, e.g. Pinus s_|vestris will find Pinus sylvestris and Pinus silvestris etc.

[1 any character out of a given range like [abcde] or [a-e], e.g. Pinus s[iy]lvestris will find
Pinus sylvestris and Pinus silvestris.

[~] any character not in a given range like [~abcde] or [a-e], e.g. Pinus s[/i]lvestris will
find Pinus sylvestris but not Pinus silvestris.
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Predefined queries

Besides setting queries for specimens via the query options you may define separate
predefined user-specific queries. These are listed in the menu topic Query - Predefined

queries.

Show query

Query | Data  Wiew  Administration  Help

Abarem

Predefined queries b

F

1 - BlettauZoll many plants

2 - Blettaucoll missing Fungus name
3 - Blettaucall missing Gazetteer

4 - BSMeryscoll missing fungus name

5 - BaMeryscoll missing Gazetteer

If you choose one of these predefined queries, the query options will be hidden and the

command of the query will be shown at the base of the specimen list. The first line shows the

title of the query, the next lines contain the description followed by the part of the query
command which restricts the selection of the data sets (= WHERE-clause of the

SQL-statement).

— Guen conditions
Mo project

Specimen that are nat inclided in any

project

IM [SELECT CollectionS pecimenl
FROM CollectionPraject]

WHERE CollectionSpecimenll HOT

-

To return to the user-defined query click on the Show query conditions Ebutton.

If you are an administrator, you may create new queries for users. To create a predefined
query choose Administration - Queries... from the menu. A window will open as shown
below, where you may create, edit and test your queries.
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& Application Search Selection Strinps

Sulbng b peah shiege lor b s

Lt o SOLSmrgldertiier e Tabie SOLSning Oesciptan -~
Fembes missirg CelectionSpeem.. WHEBE Coll=chorSpeeimmen O M [SELECT Cal ecdsrS seciveriD
e Belege CelectionSpecm.. WHERE CollactiorSpecimrenC M [SELECT ColecdonSoecimeniD..
L o proeet CelectionSpecm.. WHERE ColsctionSpecimmanC MOT M |SELECT CaoleclionSpeci..  Datansts that ane not stivbuesd o srw projec:
Mo proect Celectionfpecm.. "WHEREL CollactorSpecimenT ROT 1M [SOECT ColectionSpen..  Dstssets that sre not stivbusd 1o srw projec:
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In the upper field you define the WHERE-clause of the SQL string of your query

. Keep in mind

that the queries can refer to different tables, depending on the order column chosen by the
user. Thus, queries in DiversityCollection should start with the reference to the primary key of
the main table (CollectionSpecimenlID in table CollectionSpecimen and depending tables). The
lower field contains the description for the query as shown in the user interface. To test a
query use the [Test count] and [Test query] buttons.
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Editing the data

The main window of the DiversityCollection client contains two main areas. On the left you
find the query and the results of this query. On the right the data of the data set selected in
the results list is shown. The upper part of the data area shows images, labels etc. In the
lower part you find two trees that give you an overview and access to the data. The data of
an entry selected in one of the trees is shown in the data editing section.

e N

Results
A =3
= N\

Images

NG
( N/~

Query Specimen tree

Data editing

Storage tree

Common comments

To see the descriptions of the fields, just move the mouse over the field you want to know
more about. A tip-text window will open, showing the description of the expected content of
this field (see image below). These desriptions are also available in the documentation for the

J
N

\. /\ J\ /

tables.

| Tume niotes: Tupe shat: |tWpe ol B
|IF identification unit is bype of a kaxonomic name: holotype, synbype, ekc, (= foreign key, see kable CollTypeStatus_Enum)
| FEEPOR=ETT | D Crarte car | o ]
Reference: | ¥ |
b Mates:
_ 1

The description of some of the drop-down fields are too long to be shown in the drop-down
column. However, for a selected entry you can place your mouse over the hierachy selector.
A tip-text window will appear (see image below) where the full text of the description is
shown.
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Grid mode

To edit the data in a data grid choose the Grid mode Zfor the specimen M, the organisms

ﬂ, the CollectionEvents &or the CollectionEventSeries I@'from the menu. A window will open
where every data set from the query result list is restricted to one line for a specimen, an
organism, a CollectionEvent or a CollectionEventSeries respectively. Please keep in mind you
can only see a limited part of the data while in this view. For example only the last
identification of an organism will be displayed. This is demonstrated in the image below where
two organisms, indicated with the red arrows, will not appear in the grid. If you use the grid
mode for the organisms, all organisms will appear with their last identification.
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* - }"" Schismalomma absetinum [Ach.] A. Massal.
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= Schismatomma shistinum
- }"" Theloirema lepadinum [Ach. ] Ach.
= Thedohems kepadnum Ech.| Ach
F* Arthania lescopellaca [Ach
= Siboris eucopelses ook ) ddmg. Despore: Sioman, H.]
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Customize visibility of fields

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the columns and click on the [Set columns] button.

[ ]&¥ Collection event

1M Localisation

[1%. Collection site properties
[]+ Geographic region
Lithastratigraphy
[]++ Chronostratigraphy

|-

+-[ ]Il Collection specimen
+-[] @ Organism
+[] @ Second organism
+-[ @] Storage

+-[ |5 Collectar

Customize column width and sequence

To adapt the width of the columns or the height of the rows either drag the border with the
mouse or double click the border to get the optimal size for one column. You may also click on

the Ebutton for an optimal height of the rows or the Ibutton for an optimal width of the
columns. To change the width and sequence of the columns simply use your mouse to drag
the columns to the position of your choice or adapt the width to your preference. These
changes will be saved for this session as well as for the next time you use the grid mode. To
return to the original sequence of the columns click on the [Reset sequence] button.
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Sorting of the data

To sort the data in the grid simply click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
This means if you change a value in the sorting column, the changed data set will be placed
at the new position according to its new value. The sorting of a column will be indicated by an
arrow for the direction of the sorting (up or down) and by a thicker right border of this column
(see image below).

Aocezsian
nurmber

M-0013667
i-0013665
#4-0013EE9
M-0013670
M-0013671

Find and replace

To use the find and replace functions you must either select a part of the field in this column
or click on the ibutton to select the entire column. You may then choose the function you
wish to apply (remove, insert, append or replace). To replace a part of a text in the selected
fields enter the text which should be replaced and enter the replacement in the corresponding
fields. To start the replacement click the “?button. To insert a string to the beginning of
all entries in the selected fields click the £ button. To append a string to all entries in the
selected fields click the -”r}button. To remove all entries from the selected fields click the U4
button.

Transfer from spreadsheet

You can transfer data from a spreadsheet e.g. Excel or Calc. Copy the columns of this data
from the spreadsheet and then insert it in DiversityCollection. Click in the upmost left cell
where this data should be transferred to and use the context menu (click the right mouse
button) to insert the data.

w Anaptychia ciliar... | plant
L _ —
2% Insert from clipboard
v E——— SE—
w Arthaonia bpzsace. .. | plant
Editing

Some columns can not be edited directly but are linked to external modules or services. These
columns appear as buttons. Simply click on the button to call the service. If a value is linked
to an entry in an external module, the background will change to yellow and you will not be
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able to change the text.

=-[]& Collectar
Collactors name
[]+ Link to Diversitpdgents
[] Remowve link for collectar

Together with the links (in the example above Link to DiversityAgents) you can select columns
that provide the posibility to release the links to the modules (e.g. Remove link for collector in

image above). These columns will appear as buttons . Simply click on the button related to
a link to release the link to the corresponding module. After that you can edit the text field
containing the linked value.

Some values are linked to a list of values. Use the drop-down list to change the value in one
of these columns.

If you click in the empty line at the base of the data grid, you will be asked if you wish to
create a new data set. The program will ask you for a new accession number and the project
of the new data set. Another way to create a new data set is the copy button B2 Simply
click in the line you wish to create a copy of and then click on the copy button B3. For details
see the Data section. A copy of the data set will be inserted at the base of the data grid.

In the grid view for the organisms a part of the columns can not be edited. These columns
contain data which can be related to several organisms. This is indicated by a gray
background.

Saving the data

To save all changes click on the Ebutton. To undo all changes since the last time the data
sets were saved click on the #button. To save the changes in the current data set use the

Ebutton. To undo the changes in the current data set click the “Jbutton. If you click the
[OK] button, you will be asked whether you would like to save the changes before the window
will be closed. If you click the [Cancel] button or close the window your changes will not be

saved. To save the data shown in the grid in a tab delimited file click on the @button.
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Grid mode for CollectionSpecimen

To edit the data of the specimens in a data grid choose the Grid mode Zfor the specimen Il
from the menu. A window will open where every data set for a specimen from the query result
list is restricted to one line. Please keep in mind you can only see a limited part of the data
while in this view. For example only the last identification of an organism will be displayed. This
is demonstrated in the image below where two organisms, indicated with the red arrows, will
not appear in the grid. If you use the grid mode for the organisms, all organisms will appear
with their last identification.
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Customize visibility of fields

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the columns and click on the [Set columns] button.

[ ]&¥ Collection evert

#-[JMl Localisation

1%, Collection site properties
[]+ Geographic region
Lithostratigraphy
[]+ Chronastratigraphy

+

+-[ |l Collection specimen
+-[] @ Organism
+-[] @ Second arganism
+-[ Bl Storage

+-[]& Collector

Customize column width and sequence

To adapt the width of the columns or the height of the rows either drag the border with the
mouse or double click the border to get the optimal size for one column. You may also click on

the Ebutton for an optimal height of the rows or the !button for an optimal width of the
columns. To change the width and sequence of the columns simply use your mouse to drag
the columns to the position of your choice or adapt the width to your preference. These
changes will be saved for this session as well as for the next time you use the grid mode. To
return to the original sequence of the columns click on the [Reset sequence] button.

Page 71



Sorting of the data

To sort the data in the grid simply click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
This means if you change a value in the sorting column, the changed data set will be placed
at the new position according to its new value. The sorting of a column will be indicated by an
arrow for the direction of the sorting (up or down) and by a thicker right border of this column
(see image below).

Aocessian
nurmber

M-0013667
M-001 3663
#-0013EE9
M-0013670
M-0013671

Find and replace

To use the find and replace functions you must either select a part of the field in this column

or click on the ibutton to select the entire column. You may then choose the function you
wish to apply (remove, insert, append or replace). To replace a part of a text in the selected
fields enter the text that should be replaced and enter the replacement in the corresponding
fields. To start the replacement click the “?button. To insert a string to the beginning of
all entries in the selected fields click the *‘Tbutton. If the selected column is a link to a module
or webservice, a “Ebutton will appear where you can search for a linked data set. The insert
will set the selected column and related columns according to the linked data set. Thus, if you
choose e.g. a value from the DiversityGazetteer, the coordinates and the country will be
changed as well. Click on the link to see all related information. To reset the link use the
button. To append a string to all entries in the selected fields click the -”r}button. To remove

all entries from the selected fields click the Qbutton.

Transfer from spreadsheet

You can transfer data from a spreadsheet e.g. Excel or Calc. Copy the columns of this data
from the spreadsheet and then insert it in DiversityCollection. Click in the upmost left cell
where this data should be transferred to and use the context menu (click the right mouse
button) to insert the data.

W Anaptychia ciliari... | plant
L . —
[ Insert from dlipboard
“ — —
w Arthaonia bpzzace... | plant
Editing

Some columns can not be edited directly but are linked to external modules or services. These
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columns appear as buttons. Simply click on the button to call the service. If a value is linked
to an entry in an external module, the background will change to yellow and you will not be
able to change the text.

=-[]& Collectar
Collectors name
[]+ Link to Diversitpdgents
[] Remowve link for collectar

Together with the links (in the example above Link to DiversityAgents) you can select columns
that provide the posibility to release the links to the modules (e.g. Remove link for collector in

image above). These columns will appear as buttons . Simply click on the button related to
a link to release the link to the corresponding module. After that you can edit the text field
containing the linked value.

Some values are linked to a list of values. Use the drop-down list to change the value in one
of these columns.

If you click in the empty line at the base of the data grid, you will be asked if you wish to
create a new data set. The program will ask you for a new accession number and the project
of the new data set. Another way to create a new data set is the copy button B2 Simply
click in the line you wish to create a copy of and then click on the copy button B3. For details
see the Data section. A copy of the data set will be inserted at the base of the data grid.

In the grid view for the organisms a part of the columns can not be edited. These columns
contain data which can be related to several organisms. This is indicated by a gray
background.

Saving the data

To save all changes click on the Ebutton. To undo all changes since the last time the data
sets were saved click on the #button. To save the changes in the current data set use the

Ebutton. To undo the changes in the current data set click the “Jbutton. If you click the
[OK] button, you will be asked whether you would like to save the changes before the window
will be closed. If you click the [Cancel] button or close the window your changes will not be

saved. To save the data shown in the grid in a tab delimited file click on the @button.

Inserting new data

To insert a new data set simply click in the last empty line of the data grid. The programm
may ask you to specify a project in which the new data should be placed. In the grid for the
organisms a window will open as shown below.
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belongs to the
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= --|||_||| A-0932871
Create a new @ Gre 1
specimen for _ M-0932872
the organism e ‘T Mew organism

Accession number;  M-0532872 Find Acc. Mr.
—

Here you have the option to insert the new data set of the organismin the last specimen in
the grid or to create a new specimen for the organism. In the second case you can specify
the accession number of the new specimen. Use the [Find Acc. Nr.] button to search for the
next free accession number in the database which matches your entry in the [Accession
number] field.

For new data sets you can specify certain project settings e.g. the material category of a
part of the specimen. The taxonomic group of a new organism will correspond to the first
organism in your last specimen unless you specify a certain taxonomic group in the project
settings for the project you are working in. To enter or change a setting you need the
module DiversityProjects. For further information please turn to the documentation provided
with this module.

Copy data

To copy a data set select the line of the data grid you wish to create a copy of and click on
the Baibutton. A window will open where you can choose several options for your copies. In

the first tab choose in which way the CollectionEvent - if present - for the new data sets

should be created.
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In the Accession number tab you can search for or enter the accession number you wish to

use for your new data set (see below).

P

Copy dataset of M-002009 = =l ="
Collection event | Accession number  Mumber of copies

Create an accession number for the new dataset You have two options to
insert a new accession
[l The crginal dataset has the accession number M-002003. number:
Find the next free accession number 2009 Either search the
[ W-00 database starting with the

accession number of the
arginal dataset ar any
initial string you enter in
the field on the left ..

Mew accession number:  M-002100 Or slmp_h.- type the neEw
accession number in the
field on the left.

Copy all organisms and identifications into the new dataset

-
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In the Number of copies tab you can specify the number of copies. If you checked Create
an accession number for the new data set, the program will list all accession numbers

which will be created (see below).

i

Copy dataset of M-002009

Collection event | Accession number | Mumber of copies

Please specify the number of copies that should be generated
MNuber of copies: 4] =

(=] & S

M-002100
M-002101
M-002102
M-002103
M-D02104

If you do not wish to create new accession numbers for the copies the list will not be shown

(see below).
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Grid mode for the organisms

To edit the data of the organisms in a data grid choose the Grid mode Hfor the organisms g
from the menu. A window will open where every data set for an organism from the query result
list is restricted to one line. Please keep in mind you can only see a limited part of the data
while in this view. For example only the last identification of an organism will be displayed.

Customize the window

To change the width and sequence of the columns simply use your mouse to drag the columns
to the position of your choice or adapt the width to your preference. These changes will be
saved for this session as well as for the next time you use the grid mode. To return to the
original sequence of the columns click on the [Reset sequence] button.

To adapt the width of the columns or the height of the rows either drag the border with the
mouse or double click the border to get the optimal size for one column. You may also click on

the Ebutton for an optimal height of the rows or the !button for an optimal width of the
columns.

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the columns and click on the [Set columns] button.

+

[ )& Collection event

1§ Localisation

[1%. Collection site properties
[] Geographic region
Lithaztratigraphy
]+ Chronostratigraphy

]Il Callection specimen

(1@ Oraanism

[ @ Second arganism

)& Storage

[]& Collector

+

O [ oy B I

Analysis

In this grid you can edit up to 10 different types of analysis, however, only the last analysis
will be shown for each type. By default the available analysis types will be generated
dynamically depending on the data. If you need an additional type in the grid, simply return to
the main form and enter the required type in one of the data sets. If you wish to specify
which analysis you want to see in the grid, you can set the list in the options. Click on the
button to open a window as shown below.

_|i| Set options for the crgani... E'@

[#] Use analysis start date:  23.09.2010 [E~

[] Use analysis end date:  04.10.2010 [~

[¥] Use analysis types:

| Cancel |
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Here you can restrict the range of the dates of the analysis and the types of the analysis
which should be displayed. To change the entries in the list use the =+ and Xbuttons to add
or delete entries.

Sorting of the data

To sort the data in the grid simply click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
This means if you change a value in the sorting column, the changed data set will be placed
at the new position according to its new value. The sorting of a column will be indicated by an
arrow for the direction of the sorting (up or down) and by a thicker right border of this column
(see image below).

Accessian
number

M-001 3667
#-00136E2
i-0013EE9
M-0013670
M-001 3671

Handling the data

Some columns can not be edited directly but are linked to external modules or services. These
columns appear as buttons. Simply click on the button to call the service. If a value is linked
to an entry in an external module, the background will change to yellow and you will not be
able to change the text.

=[] Collecter
Callectars nare
]~ Link ta Diversitphaents
]+ Remave link for caollectar

Together with the links (in the example above Link to DiversityAgents) you can select columns
that provide the posibility to release the links to the modules (e.g. Remove link for collector in

image above). These columns will appear as buttons . Simply click on the button related to
a link to release the link to the corresponding module. After that you can edit the text field
containing the linked value.

Some values are linked to a list of values. Use the drop-down list to change the value in one
of these columns.

If you click in the empty line at the base of the data grid, you will be asked if you wish to
create a new data set. The program will ask you for a new accession number and the project
of the new data set. Another way to create a new data set is the copy button B2 Simply
click in the line you wish to create a copy of and then click on the copy button B, For details
see the Data section. A copy of the data set will be inserted at the base of the data grid.

In the grid view for the organisms a part of the columns can not be edited. These columns
contain data which can be related to several organisms. This is indicated by a gray
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background.
Find and replace

To use the find and replace functions you must either select a part of the field in this column

or click on the ibutton to select the entire column. You may then choose the function you
wish to apply (remove, insert, append or replace). To replace a part of a text in the selected
fields enter the text which should be replaced and enter the replacement in the corresponding

fields. To start the replacement click the ?button. To insert a string to the beginning of
all entries in the selected fields click the .9 button. To append a string to all entries in the

selected fields click the -"r}button. To remove all entries from the selected fields click the £
button.

To save all changes click on the Ebutton. To undo all changes since the last time the data

sets were saved click on the ibutton. To save the changes in the current data set use the

Ebutton. To undo the changes in the current data set click the “?button. If you click the
[OK] button, you will be asked whether you would like to save the changes before the window
will be closed. If you click the [Cancel] button or close the window your changes will not be

saved. To save the data shown in the grid in a tab delimited file click on the @button.

To copy a data set select the line of the data grid which you wish to create a copy of and
click on the BZibutton. A copy of the selected data set will be added at the base of the
spreadsheet.
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Grid mode for the parts of the specimen

To edit the data of the parts in a data grid choose the HlGrid mode for the EParts... from
the menu. A window will open where every data set for a part from the query result list is
restricted to one line. Please keep in mind you can only see a limited part of the data while in
this view. For example only the last processing or analysis of a certain type of a part will be
displayed.

Customize the window

To change the width and sequence of the columns simply use your mouse to drag the columns

to the position of your choice or adapt the width to your preference. These changes will be
saved for this session as well as for the next time you use the grid mode. To return to the
original sequence of the columns click on the [Reset sequence] button.

To adapt the width of the columns or the height of the rows either drag the border with the
mouse or double click the border to get the optimal size for one column. You may also click on

the Ebutton for an optimal height of the rows or the !button for an optimal width of the
columns.

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the columns and click on the [Set columns] button.

+-[ | Collection event

+-[ ]l Localisation

—-[]%. Collection site properties
[] Geographic region
Lithaztratigraphy
[]++ Chronostratigraphy

]I Collection specimen

(1@ Oiganism

[ @ Second arganizm

(@& Storage
18 Collectar

O [ oy Y I

Analysis

In this grid you can edit up to 10 different types of processings, however, only the last
analysis will be shown for each type. To specify which analysis you wish to see in the grid

click on the [Ebutton to open a window as shown below.

Set options for the crgani... E'@

[] Use analysis start date:  28.09.2010 [E-

[ Use analysis end date: 04 10,2010 El-

[] Use analysis types:

| Cancel |

Here you can restrict the range of the dates of the analysis and the types of the analysis
which should be displayed. To change the entries in the list use the = and Xbuttons to add
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or delete entries. For taxonomic groups which miss certain types of analysis the columns will
be blocked.

Processing

In this grid you can display up to 5 different processings, however, only the last processings
will be shown. You can define a time range for the processings which should be displayed and
/ or restrict the processing to a certain type (see image below). For material categories which
miss certain types of processings the columns will be blocked.

Restrict to processing:
Kochen / Mazeration -

| Use range for the processings:

from: 15.09.2017 » to: 20092011 =

Sorting of the data

To sort the data in the grid simply click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
This means if you change a value in the sorting column, the changed data set will be placed
at the new position according to its new value. The sorting of a column will be indicated by an
arrow for the direction of the sorting (up or down) and by a thicker right border of this column
(see image below).

Acceszsian
nurmber

#-00136E7
i-0013665
i-0013663
M-001 3670
M-0013671

Selecting of the data

To restrict the data in the grid you can filter an entry. Select the entry for which you want to
filter and click on the Tbutton. To remove data from the grid select the rows which should be
removed and click on the == button.

Handling the data

Some columns can not be edited directly but are linked to external modules or services. These
columns appear as buttons. Simply click on the button to call the service. If a value is linked
to an entry in an external module, the background will change to yellow and you will not be
able to change the text.
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=-[]& Collectar
Callectars nare
]~ Link ta Diversitphaents
]+ Remave link for caollectar

Together with the links (in the example above Link to DiversityAgents) you can select columns
that provide the posibility to release the links to the modules (e.g. Remove link for collector in

image above). These columns will appear as buttons . Simply click on the button related to
a link to release the link to the corresponding module. After that you can edit the text field
containing the linked value.

Some values are linked to a list of values. Use the drop-down list to change the value in one
of these columns.

If you click in the empty line at the base of the data grid, you will be asked if you wish to
create a new data set. The program will ask you for a new accession number and the project
of the new data set. Another way to create a new data set is the copy button B2 Simply
click in the line you wish to create a copy of and then click on the copy button B&. For details
see the Data section. A copy of the data set will be inserted at the base of the data grid.

In the grid view for the parts a part of the columns can not be edited. These columns contain
data which can be related to several parts. This is indicated by a gray background.

Find and replace

To use the find and replace functions you must either select a part of the field in this column

or click on the ibutton to select the entire column. You may then choose the function you
wish to apply (remove, insert, append or replace). To replace a part of a text in the selected
fields enter the text which should be replaced and enter the replacement in the corresponding
fields. To start the replacement click the putton. To insert a string to the beginning of
all entries in the selected fields click the £ button. To append a string to all entries in the

selected fields click the -”r}button. To remove all entries from the selected fields click the &£
button.

To save all changes click on the Ebutton. To undo all changes since the last time the data

sets were saved click on the #button. To save the changes in the current data set use the
Ebutton. To undo the changes in the current data set click the “Jbutton. If you click the
[OK] button, you will be asked whether you would like to save the changes before the window
will be closed. If you click the [Cancel] button or close the window your changes will not be

saved. To save the data shown in the grid in a tab delimited file click on the @button.

To copy a data set select the line of the data grid which you wish to create a copy of and
click on the Baibutton. A copy of the selected data set will be added at the base of the
spreadsheet.
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Grid mode for the CollectionEvents

To edit the data of the CollectionEvents in a data grid choose the Grid mode Hfor the
event @from the menu. A window will open where every data set for a CollectionEvent from
the query result list is restricted to one line. Please keep in mind you can only see a limited
part of the data while in this view. For example only a part of the localisation will be displayed

(see below).
& Collection svent - spreadsheet mode || ==
Event Ho 2001/4/5 Republic of South Africa. Northemn Cape Province. Evant Wersion E o H ——
180 D 171 2 ] =[50
Select the displayed ficlds Fvent images
[T Colection event - 5 [}
[7H= Colaction date w
| ﬁl Localsation of the collechion svent =
Hamed ar=n [DiverstyGa zetheer]
—- Coordineies WG5S [Longhude  Latiude)
-] - Longiude
|- Lafuds
—| Actigacy
71 Link 1o GoogheMas - -
- - ol |1 g
Saquany | | Bessl seoquencs - el cobumns . m 5 o= e e j M. B 20=
_ﬂ_a] ﬁ": Ba| H| | in Column Country ' Remave nsert 1 Append @ Replace Viigh i |i|lr-e 10610 |8 !l
C C
focton | Colenion Lolech™  County  Locaily desciintion Langiuds Latiue ot
5 1 2001 Fiepublc of South Aftica. Northem Cane Frovinoe. Kosoegepsae. In |17, 0256666665557 |-28, 2356666666557 | 610
5 4 2001 South Afizs  Fispuble of Scuth Afnce. Nedhem Leaoe Provncs. & wwufﬂﬂn ﬂ?ﬂ v, | 17.5592223333207 | 30 2236 IB0BREEES | 350
1 4 200 South Alftics Fl:n.t\l-: l:!l rl:1.lh Hn'u ‘brhﬂ Cape ’1'.'rn:e. r-.u11-:=- n F.M:Hr"s .r-el:l 16,564 28 I0Z11111171111 | 360 =
5 4 2001 South Aftica F'-'ﬂ-ﬂ-:d ’n-lh?‘n -2 —'~H"-"f Cape Frovince 'lrrk\ ekte 111, 18 6020277777778 |31, 2857222223337 | 245
5 4 2001 South Az Fispuble of ’n-lh?‘n 2. —'~H"-"f Cepe me = lrri“ =kh-‘”| 8602027777778 |31, 2857222223337 | 245
1 4 200 Soulh Aftica Fen.blcul ':uth 8. ‘brln-ﬂ C::: v, hun-es hF.rd'l.n.-"s.neH 16564 ZEIET1111111111 | 360
5 4 2001 Scuth Aftica Fmﬂcd 'm-lhﬂln = Wesiem Ce:f Frovince. Flamiod ek 111, 18 6020277777778 |31, 2857222200977 | 245
5 4 2001 Scuth Anica Fmﬂcd ’ti-lhﬂln 2. WWestem Cape Frovince. Famirkodeits 117, 18, 6020277777778 |31, 2857222020957 | 245
5 4 2001 Scuth Afnca Fmﬂcd ":uth 2. \eslem Cape Frovince. Flamkodekde 117, 18.B0202TTTTTT7E |31, 2857222200330 | 245 -
i (11} 3
Cancal | K

Customize the window

To change the width of a column simply use your mouse to adapt the width to your
preference. To hide or show parts of the window use the Elbutton for the setting of the
visible columns, the %Sbutton for the hierarchy tree and the Ebutton for the images in the

upper right corner of the window. If the hierachy tree is visible (TIS, see below), you have
access to the CollectionEventSeries which are linked to the CollectionEevents. Here you can
edit the hierarchy via drag & drop. Please keep in mind that ramifications within the hierarchy

can only be realized using EventSeries @with CollectionEvents @placed within and specimen

Miplaced within the CollectionEvents. To insert a new EventSeries use the ®&button below
the tree.
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& Collection event - spreadsheet mode

o[- ]

"'W* Mo 2001/4/5 Republic of South Africa. Westemn Cape Evert o -ljl = 'T
Province. F . o 148011 (L=
@ 2001 ’-1 5 Fbepu.bln:n{EI:-..h Africa. Westem Cape Prowinca. Raminkodaite 111, {Goedehoop). About 50 km noth of Vaniynedop cpmatammnﬂ Groot{ -
R |
+
4
i
S
H %] =
E] (1]} b
A = | g
Desciiplion Code  MNotes Siat End
Repubic of South Hica. Nodhem Cape Provines Gusgg . (22 | 22,0 452001 || J
2.9 22 95 | 2_99 11/15/2002 || =
2.5 22,98 (2298 1141542002 || |
2. 92 2.9 |29 171572002 || |
@)% @]9 B > [#8][®) ncoum Locaity description ® Remove ©) baet ) Aopend ) Repiacs (@) |3 ine 901 10 |3 #80
Colection  Collection  Collact ) Bitituda
day o morth | year | Cowby  Locslty deseipbon Longitude Lettude o |}
5 4 2001 South Africa Hﬁ-'"-ﬂtﬂﬁ"'-“" -’H:-a ”f"'h'?‘"" Cﬂl’e Fm-mme 1702565656567 | -28, 2356665666667 630
5 4 2001 South Africa | Republic of South £ qr-.c., ”ﬂ‘hﬂ‘v Cape qunm 17.5552222222072 | -30. 2236300560889 | 350
1 4 200 South Africa ﬁEgL_m_h_f f'_‘ SH_LLtr "H'aJ j‘lgf_h_a_rﬁn -=Jp-=_[‘_n3f1n== 16.964 28,30211117111111 | 360
5 4 2001 South Africa | Republic of South Afica. Westem Cape Province. | 18,6000277777778 | -31,2867222222022 245
5 4 2001 South Afnca | Republic of South Mrica. Weslem Cape Province. | 18,6020277777778 |31, 2867222020307 245 =

Flomid e delde 81 = mdbem e b ik B e ke
Ll m |2

o

To change the width and sequence of the columns simply use your mouse to drag the columns
to the position of your choice or adapt the width to your preference. These changes will be
saved for this session as well as for the next time you use the grid mode. To return to the
original sequence of the columns click on the [Reset sequence] button.

Customize visibility of fields

The selection of the visible fields can be adapted in the tree above the list. Change the
selection of the columns and click on the [Set columns] button.

[ ]&¥ Collection evert

CIfI Localization

=-[]%, Collection site properties
]+ Geoaraphic region
Lithaztratigrapky
]+ Chronastratiaraphy

]Il Callection specimen
(1@ Oraanism

[ @ Second arganism
(@& Storage

& Collector

Sorting of the data
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To sort the data in the grid simply click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
This means if you change a value in the sorting column, the changed data set will be placed
at the new position according to its new value. The sorting of a column will be indicated by an
arrow for the direction of the sorting (up or down) and by a thicker right border of this column
(see image below).

Aocezsion
number

i-0013EE7
i-0013665
M-001 3663
M-0013670
M-0013671

Formatting the grid

To adapt the width of the columns or the height of the rows either drag the border with the
mouse or double click the border to get the optimal size for one column. You may also click on

the Ebutton for an optimal height of the rows or the !button for an optimal width of the
columns.

Handling the data

Find and replace

To use the find and replace functions you must either select a part of the field in this column

or click on the ibutton to select the entire column. You may then choose the function you
wish to apply (remove, insert, append or replace). To replace a part of a text in the selected
fields enter the text which should be replaced and enter the replacement in the corresponding

fields. To start the replacement click the “?button. To insert a string to the beginning of
all entries in the selected fields click the £ button. To append a string to all entries in the

selected fields click the -”r}button. To remove all entries from the selected fields click the 4
button.

Editing

Some columns can not be edited directly but are linked to external modules or services. These
columns appear as buttons. Simply click on the button to call the service. If a value is linked
to an entry in an external module, the background will change to yellow and you will not be
able to change the text.

=[] Collecter
Callectars nare
]~ Link ta Diversitphaents
]+ Remave link for caollectar

Together with the links (in the example above Link to DiversityAgents) you can select columns
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that provide the posibility to release the links to the modules (e.g. Remove link for collector in

image above). These columns will appear as buttons . Simply click on the button related to
a link to release the link to the corresponding module. After that you can edit the text field
containing the linked value.

Some values are linked to a list of values. Use the drop-down list to change the value in one
of these columns.

Saving the data

To save all changes click on the B button. To undo the all changes since the last time the

data sets were saved click on the button. To save the changes in the current data set use
the Ebutton. To undo the changes in the current data set click the “?button. If you click
the [OK] button, you will be asked whether you would like to save the changes before the
window will be closed. If you click the [Cancel] button or close the window your changes will

not be saved. To save the data shown in the grid in a tab delimited file click on the »
button.
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Grid mode for the CollectionEventSeries

To edit the data in a data grid choose the Grid mode Hfor the CollectionEventSeries rg}from
the menu. A window will open where every data set for a CollectionEventSeries from the query
result list is restricted to one line (see below).

Code: 28

IS} Collection event series - spreadshest mode
Desc.. Republic of South Afica. Moedwedoren 208 (28). (18" 26" 58 5" EW. 31" 27 ID: -1468

E=nEeE
BE 2|

=83 2001/2/15: Republic of South Mica, Mosdverdoren 208 (28), (18° 26'58! . | [Event images
a- (€Y 2002/11/24: 28_83 - N
2002:/11/24: 28_80 %
=/~ =
)'_‘.u-
}'.r
e
}’ Type
-
-8 2002/11/24 2859 Withb.
]
o ] - Motes:
Fl il 3 4 in ¥
X M- # s 00 H N[ [ O e me: | 2012
Description Series code Motes Date start Date end =
3 Republc of South Aftica, Mosdverio... [ 28 ¥ [ anszom
28_83 28_83 2883 [ 11/24/2002 =
28_80 28 80 28 80 [ 11/242002
28_59 28_59 2859 [ 112472002
28_49 28_49 28_49 [ 11/24/2002
28_40 28_40 2840 [ 1242002
28_39 28_39 2839 [ 124002
28_30 28_30 28 30 [ 112472002
28_23 2823 28 23 [ 1172472002
L

-

Customize the window

To change the width of a column simply use your mouse to adapt the width to your
preference. To hide or show parts of the window use the Elbutton for the setting of the

visible columns, the tE%button for the hierarchy tree and the kflbutton for the images in the
upper right corner of the window. If the parts are shown, the icon will have red backgound

e.g. &,
History and feedback

To inspect the history of a data set click on the jobutton. A window will open as described in
the History chapter. To send a feedback use the ) button. Details are described in the

Feedback chapter.

Sorting of the data

To sort the data in the grid simply click in the header of the column which you want to use as
sorting column. The sorting sequence will be kept even if you change values in this column.
This means if you change a value in the sorting column, the changed data set will be placed
at the new position according to its new value. The sorting of a column will be indicated by an
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arrow for the direction of the sorting (up or down) and by a thicker right border of this column
(see image below).

Aoceszsion
number

i-0013EE7
i-0013665
M-001 3663
M-0013670
M-0013671

Handling the data

To save the changes click on the Ebutton. To insert new data sets use the rgﬁbutton for a
CollectionEventSeries and the @button for a CollectionEvent.
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CollectionEvent

Specimens stored in a collection are gathered during a CollectionEvent. This CollectionEvent
keeps information about the geographic locality, the habitat, the collection date etc. During a
CollectionEvent several specimens may have been collected. To create a new event for a
specimen click on the @button. If a specimen has not been assigned to a CollectionEvent,
you can assign the specimens to an existing event with a click on the Cbutton. If you assign
the specimen to an existing event, a window will open where you can search for the events
already included in the database as shown below. Choose an event and click OK to assign the
specimen to this event. If you click OK without selecting any CollectionEvent, the current
CollectionEvent will be removed from the CollectionSpecimen.

Collection event

Select a collection avent

B DB X | Caollection event i
Query resudts 1 - 35 Date: | _|_|___ || Suppl: Categon. s
Germany. Bayern, Regierungsbezi A M. Tirne: T.epar
Germany. Bavern, Reglerungsbes
Germany . Bayvern, Regierungshezi Rief.: @]
Germany. Bayern, Regierungsbez 2
Germany. Bayern, Regierungsbezi ¥ Country: Gemany Withhald R.;
arder by | Localty v Hates:
© DR cotren: |
Query conditions Descrphion of the [ocalty [rescrption of the habitat

A |Germany Bayer, Regieingsbezirk Oberbayem, || On leaves of Paa sp.
ColDate = »|1_|1_|196C Miinchen city, Schwabing, Baemplatz. 48°10°N,
Ll:IE-aH_l,' * = presenl 11" E Al ¢ 510 m
Habitat = = present

Courtry = =

Specinen w

=

[
-~

In the tree view the CollectionEvent is symbolized by a @icon as shown below.

= &F 19761120 Hilbersdorf b. Gorlitz 5, Mengelsdorfer Forst, Forst-Mischbestand
’m Geographic regions - Konigshainer Berg- und Hugelland
=l GLM-F000011
= ‘ Populus tremula
T Trametes multicolor [Schaeff.] Jilich

The CollectionEvents can be organized in a hierarchy either by using CollectionEventSeries or
sampling plots. If your CollectionEvents belong e.g. to an expedition, you should preferably
use CollectionEventSeries for the organization.

If your samples are taken e.g. on a regular basis from permanent sampling plots, you may
prefer to use the module DiversitySamplingPlots to document the geography and other details
of the sampling plots and use the CollectionEvents only to document the collection date.

To edit the data of the CollectionEvent choose it in the tree view to open the detail fields as
shown below. If the collection date does not correspond to a certain day, you may use the
Suppl. field to enter e.g. a range or a series of dates or the T.span field to document a
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certain time span.

Collection event i
Date: | 200171976 | % | Suppl.: Categany: w
Mr.: Time: T.zpan:
Ref: |+ |
Country: Germarny withhald. R.: w
Motes; (00011
Coll. rmeth.:
D ezcription of the locality D ezcription of the habitat
Hilberzdaorf b. Garlitz 5, Substrat: Populus tremula, liegender
Mengelzdorfer Forst, Stamm.

Forst-tizchbestand

The text shown in the tree view is composed of the date of the CollectionEvent and the
description of the locality. For each CollectionEvent you can enter several geographical
locations and properties. To see the locality according to the coordinates stored in the

database you can check the Maps. For each CollectionEvent you can enter images related to
this event.

If other specimens were collected during the same CollectionEvent, they will be displayed

once the entire hierarchy of the EventSeries is shown. To do this click on the ?Zgbutton in the
panel on the left side of the tree. See EventSeries for further details. You can also move a
specimen to another event by drag and drop.

Besides of a plain text description of the methods used during the CollectionEvent, you may

insert methods as defined in the chapter Methods. Use the =+ and X buttons to add or remove
methods from the list (see below)

Methods
.. UTIHEIT'D“ Color Parameter valus:
> Size 1

Data is stored in the table CollectionEvent.
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CollectionEventSeries

If you need a hierarchical order of your CollectionEvents or to organise your CollectionEvents
e.g. to document expeditions respectively, you can do this with a CollectionEventSeries . For
a better differentation between events and CollectionEventSeries you have a blue text in the

hierarchy as well as the editing part and a different icon ®. A CollectionEventSeries can
contain other CollectionEventSeries and CollectionEvents. Information about the geographic
locality, properties of the collection site, date of collecting etc. is stored in the
CollectionEvent. To show or hide the CollectionEventSeries you have two options. In the panel

of the left of the tree the I:g;:}button will show the superior EventSeries of the current
CollectionEvent as shown below.

My 1996/2/4. Australiz Mew Soulh 'wiales Bainglon Tops Mabonsl Paik. 4.215935
- @ 1886/2/4 Bugiralia Naw South 'Wales Bamingion Tops National Park, Glowcastar Tops, Magrohead Beach Forest Walking Trail Alid.: ca, 1200m: Eoord; 32°08 5 151°35'E

ll GRO4226

The ?Zgbutton will show the entire hierarchy of the EventSeries as shown below.

=i IS/ Australa New Soulh wakes Banngton Tops Matonesl Paik, Gloucester Tops, Negrohesd Besch Forest walking Tral &bd: ca 1200 m; Koad - 32°05'5, 151735

- I_E". 19960274, sustrala New Soulh wakes Bannglon Tops Naional Paik. 4.2 1585
Sf'l 1586/244 Auiralia Mew South YWales Bamirgton Tops Hational Park. Glawcesber Tops. Meprohead Beech Forest Walking Trail Altid : ca. 1200 m: Focoed: 32°08 5. 151°35°E

=& 427966 Austeeha Mew South wales Banington Toos Matonel Paik, Gloucester Tops, Negich=ad 8 2ech Faiesi waking Tral @bd - ca 1200m, Kood - 32705 5, 151735 |
W GR0az43

=i 196624 Australs Mew Soulh 'Wales Banngton Tops Matonsl Paik, Gloucesier Tops, Megroheed Beech Forest Wealking Tral 2bd: ca 1200 m, Koad: 22°05'5, 151735
lll GRD4228

= S"I 1506/2/4 Busirslia He=w South Wales Bamngion Tops Halional Fark, Glaucssher Tops, Hegrohead Besch Forest Waking Tiail, on way o Gloucester Falz Sbd: ca 1200 m; K

=i 421986 Austvala Mew South W ales Banington Tope Mational Park, Gloucester Tops, Medichaad Beech Foiest wWalking Tral, on wap 1o Ghucactar Fale Alid: ca 1200 m
Il GRndE

=i 421986 Astvala Mew South W akes Baiinglon Tope Matonal Paik, Gloucester Tops, Megichaad Beech Foiest walking Tral, on wap 1o Gloucaster Fals, Alid: ca 7200 m
!|_| el=Ty faje =]
W GRO4:ES

To edit the data of an EventSeries select it in the tree to display the detail fields as shown
below.

Ewvent zeriez @
Date

04.02.1986

Dezcnption

Australia Mew South wales Bamington Topz Mational Park.
Code

Maotes

New EventSeries

To insert a new CollectionEventSeries click on the ® button. If there are no
CollectionEventSeries so far, the CollectionEvent will be placed within the new
CollectionEventSeries. If there are CollectionEventSeries present, the new
CollectionEventSeries will be placed below the selected CollectionEventSeries. To assign an
CollectionEvent to an existing CollectionEventSeries already available in the database click on

the @'icon.

To move an item within the hierarchy just drag it with the mouse to whatever position it
should be placed in. Keep in mind that specimens can only be placed in CollectionEvents and
CollectionEvents only in CollectionEventSeries.
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Removing EventSeries

If you want to delete a CollectionEventSeries or a CollectionEvent, remove all depending
CollectionEventSeries, CollectionEvents and specimens and click on the #. button. A specimen
can not be deleted here.

If you want to remove a CollectionEvent Sfrom a CollectionEventSeries, click on the )
button to open the window for selecting a CollectionEventSeries. Then select nothing but
simply click OK to remove the link to the CollectionEventSeries.

Images

The images for a CollectionEventSeries are displayed below the data of the
CollectionEventSeries (see below). To add images to a CollectionEventSeries click on the O
button, to remove an image use the &button.

Ewvent zenes @
Code: |E||:'E|:|? | D ate: | |
Drezcription: | Elbzandsteingebirge, 25,9, - 4.10.2007

Motes:

Imag

X O

—_—

Image type
map W

Motes

: I YWithhald. reas.
11 I ik =] ah e .j”http:.-’a’www.um || V|

To zoom a sector of the image simply move the mouse over the image. A red square will
indicate the zoomed area. To set the size of the image to the original resolution click on the

Ml button. To adapt the size of the image to the available space in the form click on the =)
button. To change the orientation of the image use the appropriate buttons ( I flip

horizontally, = flip vertically, “Mrotate right, 12/ rotate left). To view the image in a separate
form click on the button. If the image should not be published e.g. on the internet, enter
any reason in the Withhold reason field. Besides images you can also store other media.

Hierarchy

If you want to change to another specimen listed in the CollectionEventSeries, select it in the
hierarchy and click on the # button.

The current specimen together with the event and all superior CollectionEventSeries will be
highlighted.

Geography

The CollectionEventSeries can contain a geographical object (using WGS84) such as a point, a
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line, an area etc. To edit or show the geographical object related to the CollectionEventSeries
either click on the mbutton in the details next to the notes field or click on the mbutton in

N&

the # & control to show the maps and use the GIS editor £

Storage

The data of the CollectionEventSeries is stored in the table CollectionEventSeries.
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Event images

The specimens stored in a collection are gathered during a CollectionEvent. To insert an image
related to a CollectionEvent click on the [l button. If you want to delete an image, click on

the #< button. For more details see the section Images.

If for any reason an image should not be published i.e. shown on a website, enter the reason
in the field Withholding reason. Only images where this field is empty will be shown e.g. on

websites.

Images of the collection event

= : Image type
_ SleoEaN v
i |2 MNotes

|http:.-".-"l:usm#.snsl:u.infu:u.-"LlET-Myculngy;’ﬂiuta.-"pics.-"aufn | | |

Data is stored in the table CollectionEventImage .
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Geography

As additional information to the description of the locality you can use several localisation

systems, e.g. georeferencing. These entries are marked with a micon in the tree as shown
below.

- |'§} 19686/ 2/4: Ausiralia Mew South Wales Bamnoton Tops Mational Park. 4.2 1386
= g} 1366/2/4: Australia New South wWales Bamngton Tops National Park, Gloucestes Tops, Negiohead Beech Forest Walking Trail Alt
= B 1986/2/4 Australia Mew South Wales Bamngton Tops Mational Park, Gloucester Tops, Negrohead Beech Farest Walking Trail
m Atitude [mMME o 1200 m
Greerwich Coordinates Long. [E'W]: 191°35°E Lat [M5] 32°05'5
il GRo4228

To add a new entry choose the localisation system from the drop-down list as shown below.
Only items which are not already set for a CollectionEvent will be shown. The items visible in
the drop-down list can be customized.

Mew Coordinates 1Iﬁ_*|

Mew Coordinates PD ,r: 1

Mew Coordinates Wiz584
Mewy Exposition
Mew Gauss-Kriger coordinates

Mew MTE (4, CH, D)

= ZEr E T T

Mew Mamed area (DiversityGazettesr )

If a localisation should be removed, select it from the list and click on the # button.

GIS editor

To define an area for the locality you can use the GIS editor. For further details please see
the help sections for the corresponding pages.

Coordinates (WGS84)

If you use geo-coordinates as georeferencing system (coordinates WGS84), a button I will
appear which will provide you with the possibility to set or correct the coordinates via Google

Maps. Just click on the " button and a window will open with a map provided by Google Maps
as shown below. If there are already coordinates provided by a different localisation e.g. by
the DiversityGazetteer, these will be taken as a starting position. Thus, you may use an entry
for a named area (DiversityGazetteer) as an approximate localisation and use additional
coordinates for a more accurate localisation.
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If you start with existing geographic coordinates (WGS84) in your data, the system will use
these as starting point. You can zoom the map, drag it to another position and change from

map to satellite mode. The actual position is symbolized by the vE4 symbol in the middle of
the map. The current coordinates are shown in the field at the buttom of the map. To include
these coordinates in your data simply click OK.

With the *I'Set start coordinates button you can set the coordinates which GoogleMaps
should use as a starting position.

Please keep in mind that Google Maps coordinates are based on WGS84.

If there are no entries for the altitude and the named area, this data will be retrieved from the
webservice ws.geonames.org and entered into the database. The source will be documented
in the Notes field. Subsequent changes in the coordinates using the GoogleMaps function will
update the altitude and named area entries provided they are derived from a webservice
(ws.geonames.org) as documented in the Notes field.

Please keep in mind that the place names provided by ws.geonames.org may differ from
those depicted in GoogleMaps.

Bl Mew Altitude (mh)
ﬂ] Mew Coordinaktes Wizsg4

ﬂ] Mew Mamed area (DiversityGazettesr)

To enter the localisations listed above simply enter the Coordinates WGS84, the Altitude
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and Named area will be added automatically.

= & 1973/8/23 Austria, Miederdsterreich, Lechrergraben bei Lunz, B50-750 m
Altibude M) 634 m KN
1346.4 m 5% of “Weizzenbach, Lower &ustria, Sustia
Coord. WGES84 Long. [EW): 15013426346 Lat. [N5]: 47858347754

Named areas - DiversityGazetter

To edit the details of an entry select in the list to open the fields in the form on the right. The
localisation system DiversityGazetteer is linked to the module DiversityGazetteer within the
DiversityWorkbench and providing information on geographical names as shown below.

Laocalization of the collection event

)]
|.-“-‘-.grigent-:u, Sicilia |'_|_

Accuracy: Dizt.: Direct.: Al 1
Motes: |province Date: [10.04.2007 | » Lat: 3745
Fespone: |+ |E] Long.: 13.5
TK25 (MTB)

If you choose MTB or TK25, the button YEwill open a window where you can set the TK25 as
well as the quadrant (see image below). Choose the quadrant depending on your preferred
resolution. The thick line shows the current quadrant, the thin line the entire TK25. The

needle in the center is placed at your current position. If you click on it, a message box will
display the TK25 information as shown below.
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If you click [OK], the TK25 values together with the coordinates of the center of the selected
quadrant will be entered into the database.

Conversion of values

The values for any localisation system are stored in two text fields. You can enter your values
as simple text. This may, however, prevent any calculations with said values. Thus, you
should preferably enter your values according to the measurement units available. Whatever
obsolete measurement units like feet or Fahrenheit may exist, within the DiversityWorkbench
measurement data is stored in units according to the Systeme International d'Unités (SI). For
those who still need to use these obsolete units DiversityCollection provides a possibility to
convert them into their modern counterparts. To enter a numeric value choose the unit you
prefer from the list. The form will change as shown below.

Lorg. (Ew) | 18[36 [L6111111° Lat (Ns] [ 3116 [34.288888¢ [ [deq_min_sec ~]

You can then edit the values and click on the & button to incorporate the changed values
into your data. The system will calculate the corresponding value for storage in the database
together with the default accuracy. You may correct this accuracy if you have more exact
values. To indicate that the shown values are calculated from the values in the database the
fields have a green background. When you save the data DiversityCollection will store
geographic coordinates and the average altitude, if available, in separate fields.

The altitude, the exposition or the slope may be entered as one value or as a range of two
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values. If you use the conversion function and have only one value, make sure that the
second field is empty.

Al from 500 Alkto 550 m ¥!Available units: meter and feet.

Exp. from HINE 8| o HE - BIEIRCIEH 8 Available units: Orientiation (N, NE,
... ) and degree rel. to North.

Slope from 10 ta 15 peteent [ Available units: degree and
percent.

The accuracy and uncertainity respectively will be calculated as an approximation in parts
derived from Wieczorek, J. 2001 (MaNIS/HerpNet/ORNIS Georeferencing Guidelines. University
of California, Berkeley: Museum of Vertebrate Zoology) and in parts according to Wieczorek,
J., Q. Guo, and R. Hijmans 2004 (The point-radius method for georeferencing locality
descriptions and calculating associated uncertainty. International Journal of Geographical
Information Science 18: 745-767). The unit of the accuracy will always be the unit stored in
the database according to the Systéme International d'Unités (SI) and degrees for angles

respectively.

The data for the geography is stored in the table CollectionEventLo calisation.
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Maps of samples in the database

If there are WGS84 coordinates available for your collection site, an event series or single
organisms, you can use GoogleMaps to display these locations.

o | | ~_We
To use this service you need access to the internet. Click on the Ipbutton inthe @ @
control to show the maps. Here you can display maps of '@CollectionEventSeries, &
CollectionEvent, imEOrganism as well as [ElDistribution maps. To display the maps you can

either use the Fbrowser, the XGIS viewer or the # GIS editor. By default the map will show
the location of the CollectionEvent using the browser as shown below.

@ Collection event ~ S¥Browser  ~

For the '@CollectionEventSeries, the @ CollectionEvent or the 'imi'Organism you can use any
geographical object like points, lines, areas, etc. to describe the location. The browser will
always display these objects as points (see left image below) whereas with the GIS editor you
can see and edit the real objects (see right image below).
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The data of the geographical objects is stored in the table CollectionEventSeries for the
collection event series,the table CollectionEventlLo calisation for the colletion event and the
table IdentificationU nitGeoAnalysis for the organisms.
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Sampling plots

If your samples are collected at constant sampling plots, you may use the module
DiversitySamplingPots to describe said SamplingPlots. For a better differentation between

events and the SamplingPlots there is a brown text in the hierarchy as well as a different icon

Boa SamplingPlot can contain other SamplingPlots and CollectionEvents. Information about

the geographic locality and properties of the collection site can be stored in the SamplingPlot,

while the collecting date must be stored in the CollectionEvent. To show or hide the
SamplingPlots you have two options. In the panel on the left of the tree the Ebutton will

show the superior SamplingPlots of the current CollectionEvent as shown below.

=M GER-schiuttenbach
EIE Ettlinger Forst Windbruch
e[ FEVI
=-4g¥ 1991/7/9 Deutschland, Kadsruhe, Baden-Wirttemberg, Schiuttenbach
=il SMNK-ARA 03309
= ﬂ Meiocneta rurestris (C.1_Koch, 1836]) ffemale]
I - [E] Meioneta rurestris {C.L.Koch, 1836) [det. by Brand C. Date: 0/0/0]

The |!:I"button will show the entire hierarchy of the SamplingPlots as shown below.

= GER-schluttenbach
Schiuttenbach
=M EBtlinger Forst Windbruch

-6 1992/5/12 Deutschland, Kansruhe, Schiutte Bttlinger Forst dbruc
@ 19592/5/26 Deutschland, Karsruhe, Virtt rg, Schiutte h Ettlinger Forst dbruc
EI. 1991/7/9 Deuts:::hland Karsruhe, Baden- .".n'urt'temherg Sn::hll_rl'tenhan:h
-l SMNK-ARA 03681
i b 1253) Female
EI--I!IHI 5
o wall, 1836) male]
|||||| Sl

Robertus lividus (Blackwall, 1836) [male]
EI ||||I| SMNEK-ARA 03309
EI ﬂ' Meioneta nurestris (C.L_Koch, 1836) Female]
~[Z] Meioneta rurestriz {C.L.Koch, 1836) [det. by Brand,C. Date: 0/0/0]

If you select a SamplingPlot in the hierarchy, two buttons will appear in the bar to the left of

the tree. With the £|button you can retrieve a taxon list for the SamplingPlot. With the e
button you can retrieve a summary of the information on a SamplingPlot (see image below).
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% DiversitySamplingPlots Server: 1418465107 User: mweiss || = )

Description
Wersuchsflache von Alex Kehl zur Untersuchung von Gallen an Salic
Plot identifier
Salix - Versuchsflache im OBG

Latitude

49 5267306925603
Longitude

11.5825768002811
Altitude
Accuracy angle

0.0001565986 *
Area
Om2

Geography

LINESTRIMNG (11.583123055558556 45 9266444444444 11 58277777777 45 9266444444444

Display website

’ B
F il i i ad

To edit the data of a SamplingPlot please use the module DiversitySamplingPlots.

The link to the module DiversitySamplingPlots is stored in the table CollectionEventlLo

calisation.
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Habitats and properties of the collection site

For the description of the habitat select the CollectionEvent @or an existing collection site
property $=. The description is entered in the field Description of the habitat (see below).

Description of the habitat
Subsztrat; Alnusz, iegend.

To enter a new property of the collection site select the CollectionEvent @or an existing
collection site property £-. Then choose the type of the property you wish to enter from the
drop-down menu as shown below. Only items which are not already set for a CollectionEvent
will appear in the list. You can customize the selection of visible items.

’n Mew entry of European Mature Infaormation System (ELINIS) "r; T
f‘n Mew entry of Geographic regions =

The list is dependent on the availability of terminologies for site descriptions. Details for the
property can be entered if you choose the itemin the hierarchy. The person responsible for
the entry as well as notes can be entered in the corresponding fields as shown below.

Geographic region:

-
|Dberlau$itzer Heide- und T eichgebiet |'_,—

Hierarchy: Oberlauzitzer Heide- und T eichgebiet

Responz.: ™ |

M otes:

To delete entries use the & button. You can enter a value by either typing the name of the
collection site property or by selection from the module DiversityScientificTerms. To search for
properties from this module click on the % button. The current user's name will be inserted as
the responsible user. You may change this by either typing or through selection from the
module DiversityAgents.

The data concerning the habitats is stored in the table CollectionEventProper ty.
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Specimens

Specimens are the entities stored in a collection. For handling the data use the appropriate
buttons (new specimen [1,copy B2, delete?<). See the Data section for further details.
Directly attached to the specimen is the data about accession, label, exsiccatae, notes,
reference and the availability. A specimen may be composed of several units. Any problems
concerning the specimen should be entered into the problems field.

The header of the main window shows some important parameters for the selected specimen.
On the left side the accession number is shown. In the center you find the last identification
of the main IdentificationUnit according to the display order. The next field shows the internal
IDs (field CollectionSpecimenID in table CollectionSpecimen and CollectionEventID in table
CollectionEvent) and the Versions for the specimen and the CollectionEvent. For details
about the version of a data set see the Version topic. The availability of a specimen can be
changed by entering an appropriate reason in the field Withholding reason.

AccNo Erysiphe aguilegiae var. ranunculi (Grev.) U, Braun I [Specimen / Event] Vession  Withhold resson 3 ]
M-0040397 135548 / 211558 3 /1 v @

If the specimen is a type, the header will show the type state and the identification
connected with the type (see below).

fee Mo, ID [Specimen £ Event] Werzion  'Withhald. 1eason el . E
M-0D03940 29432 7 72 1/2 " D =

To inspect the history of a specimen click on the I button. For further details see the History
section.

%
With the 2 buttons you may control the upper part of the window with the maps m, the
images for the CollectionEvent @and the Specimen #as well as the label print @, The

buttons, with the corresponding sector visible in the window, are depicted with a red
background. If there are images available and they are hidden, the background will turn

yellow g
The data is stored in the table CollectionSpecimen .
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Data

The controls for handling data sets in the database are located in the left upper part of the
window as shown in the image below. A step-by-step introduction for the creation of new
data sets is provided in the Tutorial.

#e DiversityCollection, Database: Diver

Conmecktion  Query  Data  Administration

A DB X | & |

E- To SAVE the changes in a data set click on the Ebutton. 1f you select another data set
from the results list, the current changes will be saved automatically.

“7- To UNDO the changes in a data set, click on the *”button. This will recover the original
data unless the changes have been saved or changes were done in certain tables or
hierarchies were the data must be stored to display the hierarchy.

[1- To create a NEW entry in the database click on the Clbutton. This will create a new
record of a specimen and show it in the results list.

B3- To COPY the data of a specimen record choose it from the list and click on the Bibutton.
If you want to create multiple copies of your specimen, use the corresponding function in the
grid mode. If the specimen you want to copy is linked to a collection event, a window will
open and provide you with several copy possibilities as shown below.

P

Copy dataset of M-0011598 o[- ]
Collection evert || Accession number:
Create an accession number for the new dataset You have two options to
- _ insert @ new accession
Il The orginal dataset has the accession number M-0011538. rumber:
[ Find the next free accession number | }M-0011598 Either search the

database starting with the
accession number of the
original dataset or any
initial string you enter in
the field on the left ...

Mew accession number;:  M-0011607 Or simply type the new
accession number in the

field on the left.

Copy all organisms and identifications into the new dataset

The field [New accession number]: You can change this number manually or search for
another number using the [Find the next free accession number after:] button. If you
change the accession number to a value that is already present in the database, you will get
a warning and the color of the field will change as shown below.

Mew accession number: | M-00136572

If you do not want to create an accession number, just uncheck the [Create an accession
number for the new dataset] checkbox. By default all organisms and identifications will be
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copied into the new data set. If you dont want to copy this infomation, uncheck the [Copy
all organisms and identifications into the new data set] checkbox.

If the original data set contains information about the collection, you have 3 options to handle
the data. By default the new specimen will be placed into the same collection event, which
means no new data set for the collection event will be created (see image below). The
second option will create a copy of the original data for the collection event and connect the
copy of the specimen record with the new event. The last option will only copy the specimen
data and establish no connection to any collection event. If you decide not to copy anything,
just close the window.

P =

Copy dataset of M-0011598 o[- ]
Collection evert  Accession number |
EI@ 183710426 Africa, Ethiopia ferion regione et superio
Il M-0011558
Copied data are shown in black
Flease select the way in which =i 1837/10/26 Africa, Ethiopia, In inferior regione et superior
the collection event should be —
e mEeESs | B i M-0011607
copied
The specimen was EI@ 1:::._ 1_._. h::.:.:':e. Ethiopia, In inferior regione et superion mantis St
collected during the o Wl M-0011538
SAME collection event ol 1A-D011607
Copy the data of the EI@ ||1||:||: 1_._. {1::.;.;-'35. Ethiopia, In inferior regione et superion mantis St
collection event in a MEW i e
dataset EI@ 1837/10/26 Africa, Bthiopia, In inferion regione et superion montis Sc
w[Ill M-0011607
Copy only the specimen EI@ ||1||:||: 1_._. {1::.;.;-':.5. Ethiopia, In inferior regione et superion mantis St
WITHOUT the collection i Cree e
event |l M-D011607

After all options are set just click the OK button to create the new entry.

- To DELETE a data set select it in the list and click on the #button.
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Tree for the specimen

The upper tree in the window provides an overview for all the data linked with the specimen.
With the buttons in the left panel you may hide or show certain nodes in the tree. If for
example you do not wish to see the collectors, simply click on the fbutton and they will be
hidden in the tree. The button will change to a grey version fand the background will turn
yellow to show that there is hidden data of the collectors.

If the CollectionEvent is part of a CollectionEventSeries, a drop-down button will appear
where you may select between 3 states:

- ®- show the parent EventSeries
. Be- show the entire hierarchy of the EventSeries
. B hide the EventSeries

If the CollectionEvent is linked to a SamplingPlot, a drop-down button will appear where you
may select between 3 states:

S show the parent SamplingPlots

. ||-r:l"= show the entire hierarchy of the SamplingPlots

« Bm- hide the SamplingPlots
If both options are available, you may choose between the CollectionEventSeries or the
SamplingPlot hierarchy. If the entire hierarchy for the EventSeries or the SamplingPlots is

displayed, the items not inculded in the current data set will be desplayed with gray icons,
e.g. llll, To change to one of these use the Mbutton. For the Events, the EventSeries, the

Plots and the Specimen a E|button will appear which will give you access to a taxon list of
the selected item.

= ﬂ Supesion event senes
= %) Evenl senes
- a Lalechan swert
If] Calechion evert lacalzalion
,__ Caleclion sile prapsily
= Wl Accession number
=8 [T i ¥ teed 2 —_—
ﬂ et i iedatad soenime
T Fungus on related specimen
- i@ Host plant
Hast plant
alder derticstion
=T Paiazilic fundgus
Paraslic fungus
Colezton
elation o specimen

(3

a
L]

= Panel for data editing

el

I 7L [

Y

Tree for data

XEBTS 4 P 2E] T

-

The panel on the right side of the tree is for editing the data, for example the fbutton will
insert a new collector. For further details see the special sections.
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Display order

The display order defines the sequence in which the units within this specimen will appear on
e.g. a label. The first unit will be printed in the header of the label, others are included in the

text below. You can change the display order by using the 4. ¥ buttons. If a unit should

not appear on the label, transfer it to the hide list using the # button. The * button
returns it to the list to be shown on a label. The first unit can not be transferred to the hide
list. The upper section shows the display orders of the units within the whole specimen. The
lower section shows the display orders in a specimen part. If you print a label without
reference to a part, the display order for the entire specimen as in the upper section will be
used. This part is also accessible if you click on the @button in the right panel of the upper

tree, which will appear if you e.g. select the specimen.

Dizplay order for k-002009

Show in label:

P A manita muzscarnia var. alba Peck Pl | lichen
J Fagus sylvatica L. mysomycete
- =

Digplay arder far cultures of Amanita muzcaria wvar. alba Peck
Ihitz not in part; Show in label: Hide:

Fagus stlvatica L. mysomycete
lichen

If you print a label with reference to a part, the display order for the part as in the lower
section will be used. This area will be shown when you select a specimen part in the lower
tree. In addition to the display order you can specify whether an organsimis present in a
selected part of a specimen.
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Accession

The accession of a specimen in a collection is documented with its accession humber and the
date of the accession if available.

Collection specimen (W
Number. |M-0130827
Date: | 16| 1_| 2007 | %| Suppl:  Cat: w
Depozitor: | » |Sammlung H. Grote-Brauckmarn |
Dep.Mr
Collection: w | ‘Withhaold. reasor: w

Ref.: | » | |

If the specimen was received from another collection, this may be documented with the name
of the depositor and the number in the original collection (Dep.Nr).

If the current project (= as selected in the query list) contains a duplicate of the accession
number, a Mbutton will appear. This gives you the opportunity to switch to the specimen with
the duplicate accession number .

Acc. Nr.. M-0032330 |Dupl. ﬁ“ Accession number |

If a new specimen is entered you can use the button to search for the next free
accession number. A window will open as shown below, where you can begin the search. The
search will start with the number you provide as a starting point.

- )

M| Accession number E@

Searching for the next free accession number after a given start

Start search for the next accession number after;  M-001010

| Include specimen

Mext free accession number:  M-001013

Cancel | oK

The system will try to find the next free number based on the accession numbers available in
the database. As accession numbers can be assigned to a specimen as well as a part of a
specimen, you have the option to include accession numbers in both places in the query. Click
OK to use the recommended number for the specimen.

Data concerning the accession and deposition are stored in the table CollectionSpecimen.
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Specimen images
&

To see the specimen images activate the Ficon in the image selector @ If you choose
the option View - Show existing images from the menu, the images will automatically be
shown. Each specimen may be documented with several images. The images may be stored
locally with its path or as a reference to the module DiversityResources within the
DiversityWorkbench. To enter a new image click on the [Clbutton. For more details see the
section Images.

To delete an image select it from the list and click on the Zbutton (see below).

Images of the specimen
-~ " D
o= x
= e
Crganism: -

Type: drawing -

Part: | -
1 Withhald.: -
i ] 3 Mote:

11 k=] 20 de| O3 Mae MB:| 20/ http://pictures snsb.irfo/BS

To document the relation of an image to an organism or a part of the specimen choose the

corresponding entries from the drop-down lists. To restrict the display of the images to either
images which are related to a certain part or a certain organism within the specimen click on

the &dbutton in the corresponding areas. The buttons will receive a red backgroud ||E|| to

remind you of the restriction. Next to the image list a button wiII appear which enables you
to show all images again.

To enter a description for an image click on the “r'button (see the chapter Image description
for further details).

The data is stored in the table CollectionSpecimenima ge.
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Projects

Every CollectionSpecimen may be assigned to any number of projects. To assign a specimen
to a project click on the Clbutton. To remove it from a project select the project from the list
and click on the #button.

Projects

BShzchiefoall

[ | €

If there are projects, to which you have no access to, these will be listed in a separate list at
the top as shown below.

Frojects

&P
FungalDMabankcoll
b B ol

Wiorkzhop

B 5 Mlichfungicall

O X * |

To transfer all selected specimen into an additional project choose Data -> ’Transfer -> G
To project... from the menu. A window will open where you can select the project to which
the specimen should be added.

To remove all selected specimen from an additional project choose Data -> #Remove from
project... from the menu. A window will open where you can select the project from which
the specimen should be removed. The last project in which a specimen is placed can not be
removed.

The data is stored in the table CollectionProject.

Details of the projects within the DiversityWorkbench are stored in the database
DiversityProjects. To access further information on a project click on the fbutton. To edit
details in projects you require the application DiversityProjects.exe in your application
directory and access to the database DiversityProjects. To synchronize the projects listed in
DiversityProjects you may use the synchronize function in the user administration window as
shown below. If DiversityProjects is not available, you may create a new project by clicking
the Mibutton. If DiversityProjects is available, use the synchronize function

Synchronize with DiversityProjects '*.

Page 113



Synchronize and download projects in vour local databaze

Databagze;  DiversityProjects -

Praojects mizzing in databasze Diversitwbgents

[:i iGet Projects EI@

[T Blettaucal

BSkaddrezses
EI|:| BSk ol
: EI|:| ESMalgaecal

[ BSMdesmidel

ER (Sl = = % PO e pgy |

Start download .,L]]

The ER-chart below shows all tables with direct relations to the project tables. For more

details see the sections Analysis, Processing and Image description.

UserProxy ProjectUser
% LoginMame e | ¥ LoginMame
CombinediameCache ——— 33 | % ProjectlD
UserURI
AgentURI
Queries ProjectAnalysis
CurrentProjectID @ AnalysisID
RowGUID ———oG | P ProjectlD
Settings
ProjectProcessing
ProjectProxy % ProcessinglD
@ ProjectID - | [ w3 | F ProjectID
Project |E|
ImageDescriptionTemplate e CO"ECﬁDIlPI’DjECt
% CollectionSpecmenID
—————y | ¥ ProjectlD
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Notes and problems

To enter notes or problems connected with the specimen select it in the hierarchy. The data
form will open the corresponding fields. The Original notes are the notes found on the label of
the specimen, made by the original collector or from a later revision. Additional notes are
those made by the editor of the specimen record, e. g. doubtful identification or locality.

In the Problems area enter the description of a problem which occurred during data editing.
Typically these entries should be deleted after help has been obtained. Do not enter scientific
problems here. Use Additional notes for such permanent problems!

Motes

Original:
Additional:

Prablems:

The data is stored in the table CollectionSpecimen.

For notes on data created by users with no permission for editing see the chapter Annotation
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Organisms and identifications

Each specimen can contain several organisms and each organism may have been identified
several times as shown in the image below.

= & 1907/5/6 Thiringer: Stadtir - Oberilr, 360 .
=l B 60 0049296
=@ Salix
Salix =p.

- }* Buellia epipolia [Ach.) Mong.
Buelia epipolia [Ach.] Mong.
Buelia epipolia Mong.
Diplotormma epipolium
Buelia pharcidia Malme.  [responsz.: Sipman, H.]

A Lettau, G.

To see the list of organisms within a Specimen, CollectionEvent, EventSeries or SamplingPlot
use the taxon list function.
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IdentificationUnit

The items or organisms in one CollectionSpecimen are regarded as IdentificationUnits. One
specimen can contain several IdentificationUnits e.g. an insect (1) feeding on a fungus

(2) growing as a parasit on a plant (3). To add a new organism use the drop-down menu as
shown below to select the taxonomic group to which the new organism belongs to.

Mew fungus
Mew lichen

Mew bacterium

M r-,|§

Mew bryophyte

TR

Mew okher

To specify the taxonomic groups that are shown in the drop-down menu select Administration
- Customize display ... from the menu.

The organisms of the specimen are shown in the tree. To edit the relations between the
organisms simply drag and drop. The name of the organism under which the specimen is stored
in the collection is underlined. To delete an organism select it in the tree and click on the #
button.

= &3 1916/9/3 Schwarzwald: Belchen, Stidhang, 1100 m
=-llll B 60 0000790

= ﬂ F_agus

#* Microglaena muscorum [Fr.) Th. Fr.

= J* Mephroma parile [Ach.] Ach.
T Mectiia lecanodes Ces.

To enter details about one of the organisms like e.g. gender or life stage, select it in the tree.
The fields for the details of this organism will be displayed in the right area of the window as
shown below.

A description for an IdentificationUnit can be entered with the unit, where you can type your
description. You may also use the combobox to select a description as found for the same
taxonomic group in the database or select a predefined description from a hierarchy. An
additional description can be entered for an IdentificationUnit within part of a
CollectionSpecimen.

Golovinomyces sordidus [L. Junell] ¥. P. Gelyuta ‘T‘
Tax group: [fungus s | MNrof units: Only obz. []
Gender: w | Life stage: w
Family: Eryvziphaceas Order: Ervsiphales &
Substrrel: |Parasitic [ % | Ciroumat w
Coloh. part:
Mates:

Ewziccata zeres | 1nebel, Microf, Exs. |'_.—

Exsiccata ident - | Golovinomyces sordiduz (L w | Ews M [470

Taxonomic hierarchy - family and order

The entries for the family and the order of the taxon are either set when linking to a
taxonomic database or set manually when no link to a taxonomic database exists.
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Farnily: Emziphaceas Order: Empziphales &

If no link to a taxonomic database exists you may enter the family and the order after clicking
on the #button. To transfer these entries to other specimens with the same genus use the
maintenance functions as described under Maintenance - family and order.

Parts of units

If a unit contains parts which have to be documented, you can do this by setting the relation
to the substrate to "Part of".

|dentifier: | A45/24 Description: | branch

Substrrel: |Partof s Circurnst.;

In the tree the backgroud of a part will be grey as shown below for the unit-tree und the tree
depicting the storage of a sample. The name of the part will correspond to the identifier set
for this part. The icon will correspond to the description of the part provided you choose one
of the preset options contained in the drop-down list. You may of course enter any
description for the unit. A unit that is part of another unit can not get an identification.
Identifications are restricted to the main unit.

= &% 2007/11/30 England, Ashdown Forest, Sussex
=l UB-002465
= * Ad5: Saliz alba L.
Salis alba L. [det. by Miller, B.]
= ﬁ AARS24
=% Pontania vesicator Bremi
Pontania wesicator Bremi [det. by Walkers, F.]

= Il UB-002465
-r;l Pontama vesicator Brem
W Pontania vesicator Bremi

Parent-child relations

If a unit is a child of a parent in the genetical sense, choose "Child of" as type of the relation.
If there are 2 parents like mother and father that you want to document, click on the T
button next to the relation type. A window will open where you can choose among the
organisms (= units) in your sample. The second parent will be indicated with the hsymbol in
the tree (see below).

=l Parent child relation
-+ Father [male]
- Ly child 1

—?- Mother ffemale]
----- g Child 1
‘> Child 2

For details about exsiccatal series and analysis see the related topics. You can sort your
IdentificationUnits e.g. for display on a label with the display order button. Each
IdentificationUnit can have several identifications.

If there are images which are related to the current organism, the button for the restriction of
the images will be enabled ( - El). Click on it to restrict the images to this organism. The
button will get a red backgroud |Ellto remind you about the restriction and in the image list a
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button wiII appear that enables you to show all images.

The data for the organisms is stored in the table IdentificationUnit.
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Analysis

The organisms in a specimen can be analysed by analysis types defined in the database. In

the tree the analysis entries are symbolized with a Ficon. Only the types of analysis that
were assigned to the group of the organism can be selected. An analysis always refers to an
organism and may also refer to a part of a specimen. An analysis that refers to a part of a
specimen will be shown in the tree for the parts as shown in the examples below.

= i 1929/11/ Miinchen
=l SAPM-MA-00014
= & Loxodonta africana [Blumenbach, 1797
1 whgight 1: 2830 kg
1 Birth 1: 1976
1 Death 1: 11.11.1533

To show or hide the analysis items in the tree use the Fbutton in the left panel. This button
has 3 states. In the default state I the analyis entrles will be shown as above. If you click =
a second time it will change to the hierarchy mode I-1and the entries will appear as shown in
the tree below. The last state 4 will hide the entries.

= * Al: Sahx fragihis L.
[E| Salixfragiiz L. [det. by Kehl, &

+ _q clone affiliation

= Eq height [om]
height [2002/097]. 92 cm
height (20030349 91 cm
height [2003054%; 1025 cm
height (20030919 - 2003409/22) 114 cm
height [20030647: 114 cm

+- £ dlameter [rm]

To insert a new analysis select the organism which has been analysed in the upper tree. Then
select the type of the analysis from the drop down list as shown below.

Mew TL 3 -
Mew Tail L -~

Mew Head and body L
Mews Body L
Mew Head L

i g

Mewy Harn L

To delete an analysis, select it in the tree and use the #button in the panel on the left. To
edit the details of an analysis, select it in the tree and enter data into the fields as shown

below. To enter or inspect an URI given for a single analysis, click on the Qbutton.

Weight 1: 2830 kg

Mr: |1 Result {2830 kg
Motes: LRI
Drate: [19.071. 2008 el Part: |Loxodanta africana 3 - bones - L

Responz.: | ||:|I:|ermeier, Herriette |

If an analysis refers to a part of the specimen, you can document this by choosing the
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respective part from the list (see field Part above). The analysis will then be shown in the
tree for the parts of the specimen as well. Alternatively you may directly choose the organism
in the part tree and create the analysis for this part of the organismin the part tree. If you
used any tools defined in the tool section, you can include the usage of these tools.

= |!|_H| SAPM-MA-00014
=7 Loxodonta africana 3
Elé Loxodonta africana [Blumenbach, 1737]
q‘ Weight 1: 2830 kg

If you require further information about an analysis click on the Fbutton to open the window
for the analysis administration. If you have the proper rights you can edit the analysis types
used in your collection as shown below. This window is also accessible via the menu entry
Administration - Analysis...

m

H o [ B X | | Analysis
Quaysesuks 1 - B = Mammalz ~ 0
e ~ L *
Argdess of host plants Tail
Birih Haad and body L L4
By L By L
Ercast Cirgumterence Haad L
b calor HainL
A e
cione atfliason CEL -
Death . [
e Diisplay text: | CEL
EE:LT Dezcriplion: | Detence betwesn & (angent al the most caudal pointz of e Conduli occipieales and & tergent &t e most
cleneter r
Doz Measuement unit: | mm
Chla snabysiz T
DAL iscltian Hales.
EarL i
lirsl ch=ervation Tamg. e 2] 1
folistion phenology X
Fared L E ST
Farm af kaf el 5 AP mammakacoll DJ
Fruslue
el | >
gal lengih LIRH: | Bitpr A/ pichras srabinfo/SAPM A naysis/im CRL A
gal lendh
sl widlh
gals par keal 5
Haad and body L
Haad L
onder by Anakee
(v)
Uu=y condbons
Amalps
Display * |
Daseipion = ~ |
Unk ~ =
Motes = = | Distance betwesn a tengent at the most candal poings of the Condyli occipitales and a tangent at the
uAl - _l mest rostral points of the Praemaillaria. -

For the import and export of data it is sometimes necessary to know the IDs of the analyis
types. To see the IDs, click on the ID button to display them as shown in the image below.
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- Mammalz [24]

TL [2R]

TailL  [26]

Head and badu L [27]

BodelL [28]

HeadL [29]

Ham L [30]

Harn bazal Circumnference [31]
CBL [32]

M1-M3  [33]

Breast Circumference  [34]

The types of an analysis are restricted by the taxonomic group of the organism or object to
be analysed and from the projects. You may edit the list of taxonomic groups resp. projects,
which can use a certain analysis, using the [land # button. For details about handling data
see the data section. If you add a taxonomic group or a project to an analysis, all children of
this analysis will be available for these taxonomic groups resp. projects as well. Thus, in the
example above it is sufficient to enter the taxonomic group and the project in the analysis
Mammals to have access to all analysis within this superior analysis as shown in the tree. The
different types of analysis are organized in a hierarchy. Some of the entries may only serve for
structuring purposes (e.g. Mammals as shown above) and should not be used to document the
analysis of the specimen. To ensure this, check the checkbox [Only hierarchy].

There are 3 states for result lists in the main form. (1) No result list will be generated if a
measurement unit is defined, for example if you specify "mm" as the measurement unit. (2) If
no measurement unit is defined, the programm will collect all values given so far and present
these values as a list. (3) Some types of analysis need categorized values. Enter these values
together with their description in the Result list as shown below using the [land #buttons
respectively. To show values different from the entries in the Result column change the
entries in the Display text column.
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m

H < OBy x ] ..I'-‘al'.d_usu
Juziw tesuks 1-1 = nalpegiz of host plants ~ O
- s —— =- Hast plant
sz 0l bl plenks X
chone afflistion
bud colai
shonot calor
shiool pubescens
height
diametel
:rl___..._. b _J
Dizplap bed  shoot pubssosnzs
Daecopon | aufgenommen in Fateganien [0 keine Haae. 1: wenig Have, 2 deulich Haaie, 30 dicht behaart )
Unik: | [] Oriy fer bersichyp
[Mihes:
T O
ta¥
Pzl N
X
oncler by | Analpsis wl
EI E@@E Fiezul isk Rasult [escription Dlizplary best [iplay orde Hiotes o] |
Quaty condiions 0 keine Haare Py
Pinject A~ 1 werig Hase
Projecd [UETagrech b/ 2 daidlich Haae
finalpsis w
Display = ™ UAI: [ﬂ]
Desciption -~
st = =
Halez = ™
URl - =~ &

If you want to access or inspect an URI given for an analysis type, click on the @button. The
URI related to the analysis will then be displayed in the window below.

To view the history of a dataset, click on the Abutton. A window with the history will open.
For more details see the section History.
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Geography of organisms

The geograhical position (using WGS84) of organisms can be captured related to the date to
e.g. document a migration or the distribution of an organism. In the tree the geograhical

entries are symbolized with a Micon as shown below.

= & Bos frontaliz gaurus C. H. Smith, 1827
Boz frontaliz gaurus C. H. Smith, 1827 [det.
§ 29122009 00:00:00

Ji: 18.12.2009 00:00:00
Ji: 08.12.2009 00:00:00

To display the corresponding map activate Maps and click on the 'imz'button. To edit an already
existing geography use the 4 GIS editor.

Page 124



Identification

Each organism or unit may have been identified several times. The identifications are listed in
the tree under the organism as shown in the image below. To create a new identification
choose the organism from the tree and click on the Elicon. The last identification will always
be taken as the valid one and set at the top of the list. To insert an older identification at the

base of the list click on the @icon.

= & 1907/5/6 Thiiinger: Stadtirn - Oberilrn, 360 m.
=l B 60 0049296
- ﬂ Salix
Salix zp.

- J* Buellia epipolia [Ach.] Mong.
Buelia epipolia [&ch.] Mong.
Buelia epipolia Mong.
Diplotomma epipaliunm
Buelia pharcidia Malme.  [responz.: Sipman, H.]

A Lettau, G.

To hide / show the identifications in the tree click on the Elicon on the right panel next to the
tree. To enter a confirmation of an identification choose it in the tree and then click on the &
button. To move an identification to the end or the start of the list use the gor Ebutton
respectively. To delete an identification select it in the tree and click the < button. To enter
details for an identification choose it in the tree. You can then enter the details in the form
opening on the right side of the tree as shown below.

|dentifization / Mame changes

T ax name: |.-’-'-.rthru:u:|au:|iella rnougeotii [Lév.] Y assilkoy _,—

Werr. berm: Qualifier: hd
Date: | — | —| —— | ¥| Suppl.: Cateqony: w
Type notes: Type stat.: hd
Responz.: | | | Date cat.: v

Reference: | % | |

Motes:

The taxonomic name of an organism can be selected from either the names already available
in DiversityCollection or from the module DiversityTaxonNames. To choose from the local

names type the beginning of the name and click on the drop-down button E to get a list of
available names. You can use wildcards according to SQL.

To select a taxonomic name from an external database click on the “button. A window will
open where you can search for a taxonomic name. In the database the data for the
identification is stored in the table Identification.
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Taxon lists

To see the list of organisms within a Specimen I, CollectionEvent &, EventSeries ®or
SamplingPlot Eclick on the ﬂbutton which will appear, if you select one of the corresponding

items in the tree (see below).

=M GER-schiuttenbach
&R
EI@ 1591/318 Dewtschland, Karsruhe, Baden-Wittemberg
----- Altitude (mMMN): 310m NN - 340 m NN
----- Coord. WG584 Long. (EW): 8.38333 Lat. (N5): 48.81
----- Schiuttenbach
=l SMNK-ARA 00460
g Aaroeca brunnea (Blackwall, 1833) [male
- Agroeca brunnea (Blackwall, 1833) [det. by

=
&

A window will open as shown below where you can gather additional information stored in the

module DiversityTaxonNames.

P

,E| Taxon list

=)

ﬂ Taxon list for sampling plot GER4cadsnihe
Taxonomic group:  arthropode - g
Include informations from taxonomic lists
Database: Diversity TaxonMames_Athropoda -
Taxon list:  SMNE_Roteliste -
Analysis: Roteliste_BW -
Group Taxon MNumber AnalysisValue
arthropode | Atypus affinis Eichwald, 1830 1 3
arthropode | Pseudeuophnys ematica (Walkenaer, 1826) | 1 b
arthropode | Scytodes thoracica (Latreille, 1802) 1 1)
arthropode | Thanatus formicinus (Clerck, 1757) 1 W

To retrieve information stored in the module DiversityTaxonNames for names which are linked
to this module select the taxonomic group of the organism. Then select the option [Include
information from taxonomic lists]. A combobox will appear where you may select the taxonomic
database. Next, select the project in the combobox and finially the analysis. After all options

are selected, click the Cbutton to requery the data.

list use the Ebutton.

To export the results in a tab-separated
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Storage and trees for the parts of the
specimen

In the tree at the base of the window the parts of the specimen with their related data are
shown. This tree depicts the parts either in accordance to their relation to each other in the
specimen tree (click on the Mllicon in the panel on the left) ...

I = Ml Accession number
-0 Piocessing 0910 2007 12:15:44 g
=-Z) Parasitic fungus
9 T Parackic hangus -
F o i Host plani . 4 Panel for data editing
B, —{F Parasitic fungus -
2 T P x
i ‘ Transschior
\ Y J
Tree for data

... or depending on the collections where the parts are stored (click on the Eicon in the panel
on the left).

n - LCalection

= Z) Parasitic fungus @
=) T Parasitic fungu -
P @ o plat |

F ) ) W Loan I Panel for data editing
ﬂ = E Subcollection t‘
:ﬁ - £ Parasitic fungus %
L 4 LGS " '
Jg Tranzaction
\ Y S
Tree for data

With the buttons in the left panel you may hide or show certain nodes in the tree. If e.g you
do not wish to see the processings, simply click on the button and they will be hidden in the

tree. The button will change to a grey version Tand the background will turn yellow, to show
you that there is hidden data of the processings.

The panel on the right of the tree is for editing the data, for example the Bbutton will insert
a new transaction. For further details see the sections Transaction and Processing.
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Parts of the specimen

A specimen can contain several parts which may be stored in several collections. These parts
may represent different material categories, e.g. herbarium sheets, microscopic slides etc. The
parts are shown in the part tree under the main tree. This tree depicts the parts either in
accordance to their relation to each other in the specimen tree (click on the Mlicon in the
panel on the left) - see first image below - or in relation to the collections where the parts are
stored (click on the E Eicon in the panel on the left) - see second image below. Here the two
parts of the specimen are located in two collections. To add a new part use the drop-down
field &in the panel on the right of the tree and choose the material category of the new part.
The material categories which appear in this list can be customized. You can set the default
collection for new parts. If the default collection is not set, you will be asked to name the
collection of the new part. If the part is derived from another part, select this in the tree
before creating the new part. The new part will then be added as a child of the old part. You
can later edit these relations by drag & drop. If you wish to create a copy of a part, use the
E3button in the panel on the right side of the tree.

= |!|_H| M-0013572
= EI Arthrocladiella mougeotii
------ ? Arthrocladiella mougeoti [Léw.] W azsilkow
------ ﬂ Lycium halimifolium
------ 'T Cyzstotheca lanestniz [Harkn.) Sace.
EI E Arthrocladiella mougeoti [Lév.] Yassilkoy
------ 'T Arthrocladiela mougeatii [Léwy. ] Vazsilkoy

= Botanizche Staatssammlung Miunichen (1)
= M-Fungi
=-=) Arthrocladiella mougeotii
‘T Arthrocladiella mougeati [Léw. ] W aszilkow
@ Lycium halimifolium
‘T Cystatheca lanestis [Harkn.) Sacc.
=] Botanizcher G artken und Botanizches Museurn Berlin-Dahlemn (B
=-£= Arthrocladiella mougeoti [Lév.] Yassilkoy
‘T Arthrocladiella mougeati [Léwy. ] W assilkow

If an organismis present in a part of the specimen, it will be shown in the tree. To edit its
presence select the specimen part in the tree and edit the Display order as shown below.

Display order
LIrits not in part; Show in label; Hide;
< P 2 (L &y | Vassilkon - .
J Lycium halimifolum
= =

. W ,I

In the expample above, all organisms are present in the specimen. However, the fungus
Cystotheca lanestris was chosen not to appear on the label and was transferred to the Hide
list. This is symbolized by a grey icon Tin the tree. You may enter a description for an
organism as a whole or for the organism within a certain part. The slide, symbolized by the &
icon, was created from the sample. Thus, in the specimen tree it is shown as a child of the
specimen symbolized by the Elicon. Concerning the organisms only the fungus Arthrocladiella
is found on the slide. Thus, in the tree it is the only organism shown as child of the slide. In
the display order the two other organisms appear in the Units not in part list (see below).

Dizplay order
Llrits not in part: Show in Ial:lel Hide:
Lycium halimifolium =ohii [ &

Custotheca lanestris [Harkn ] Sace,
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To move the organisms between the lists use the > and < buttons. In the list Show in label
you may change the sequence of the organisms with the .aand wbuttons in the panel at the
base of the list. The organism at the top will be the one taken as the main organism, e.g. for
printing a label. To edit the details of a part select it in the tree to open the fields as shown
below.

Specimen part =
Aoc M Part:

Callection: |M-Funal ¥ Date: ]
Freparat.: | o

Star. loc.: [+ | Arthrocladiella mougeatii

bat. cat.: | SpECimEn * | Stock:

Maotes: | s

The identifier, e.g. the taxonomic name under which the specimen can be found in the
collection is entered in the field Storage location. You can search for this entry in the guery.

To search for a free accession number use the Mllbutton (see chapter Accession). To enter
the storage location you may use the drop-down button E‘to select from the identifications

within the specimen. The drop-down button Elfor the Notes will provide you with a list of all
entries in this field, filtered with your entry in the text field. You may use wildcards like "%" or
" " (see Wildcards).

In the collection tree, the specimen are shown with their dependence upon each other based
on their location in Collections. To get information about a collection simply select it in the
tree. If you have the required rights, you may use the Elbutton to open the administration of
the collections. This formis accessible under the menu entry Administration - Collections...
as well.

The material category of a specimen part is indicated by the icon in the hierarchy.

Here some expamples:

" bones: bones or skeleton from vertebrates

&cultures: living cultures of organisms

drawing: original line or color drawing

¥lherbarium sheets: capsules or sheets as stored in a botanical collection
Eicons: icons, images etc. stored in a botanical collection

&Fmicr. slide: glass plate with sections of specimen for microscopic studies
Especimen: specimen stored in a collection

Specimens can be included in a transaction. Every stored part of a specimen may be treated
with several processings.

If there are images which are related to the current part, the button for the restriction of the
images will be enabled ( sl — El). Click on it to restrict the images to this part. The button
will recieve a red backgroud |El| to remind you of the restriction and in the image list a
button Ewill appear which enables you to show all images.

To edit the parts of the specimens see the chapter Grid for parts.

The data is stored in the table CollectionSpecimenPart .
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Processing

Every specimen can be processed, e.g. for preparation or preservation. Processings can be
applied to a specimen or a part of a specimen. In the hierarchy for the parts the processings
are indicated by the Sicon and a blue text. If there are any processings available, they will
be indicated by the icon in the tool bar. Please keep in mind, that the availability of the
processings depend upon the material category and the current project as described below.
You can hide Hor show Bthe processings in the hierarchy with a click on the icon. The
images below show a processing in the collection and the specimen tree for the parts
respectively.

i | = SAPM [SAPM
= = Theresienstr. 37-39 Keller 33
7 Boselaph

=-7" Boselaphus tragocamelusz 18
7} T Mazeration 09.11.2000 00:00:00
(=]
mi| = W SAPM-MA-02018
;---f-‘,_F" Boszelaphus tragocamelus 18

t- B Mazeration 09.11.2000 00:00:00
11
(=]

You can enter a new processing for either the entire specimen or a part of the specimen. To
do this select the specimen or part in the hierarchy and choose a processing from the list as
shown below.

y
I-'

|I|:|” SAPM] ﬁ Mew Mazeration 0= O
=7 Bose :
- R | Mew Kochen Add & new proc

T3 Mew Entfleischen
ﬁ Mew \wharmmassermazeration
ﬁ Mew Wassern Mt
TJ  Mew Entfettung
T New Anlage

. T3 Mew Bleichen

To delete a processing select it and click on the #button. To edit the data for a processing
select it in the hierarchy. The window will show you the fields related to the processing as
shown below. If you used any tools defined in the tool section, you may include the usage of
these tools.

In the window select the type of your processing from the list.

Froceszing ﬁ
Type: |Mazeration * | Protocol
Date: |07.12.2005 | Duration: hd

Fespons.: [+ [dbo |

Maotes: | Processing date iz entry date of dataset. Real date unknown,
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If you have the required rights you may edit the processing types in the menu entry
Administration - Processing...

= Processing

ies
H < OB X | | Proceszng
Query tesultz 1-16 = Wazeration ~ O
I Eachen
Anlage ¥
Benzin Eniflzizchen .
Bieichen Trocknen L_
Eirfrieren K afar > | an
Entiethun .
EI'I1|E|3E1"|an Dizplay lesk M arsraton
Enzyme
Kitar Dezcriphon
Kaiterazzanrazerston
Kochen
.
Sonne Motes:
R A
Warmwazsarmazeration Mal.cal. complete skelston |
Wazsarm ncomplete sheleton #
‘Wazsarsiotiperonid 5% poshzranial sheleton | —
Projects,  EERlnE W ET=| M
.
LA
arded by: | Processng o
1
(*] (T =)= (=]
Juery condbons
Frocezsng e
Hame = ~
Dasciption = =
Holes = =
Ul - = il

In this window you can define the processings used in your collection. To add a new
processing click on the Clbutton, to delete a processing select it and click on the Zbutton.
The processings are related to material categories within the database. To add a new material
category or projects, which should be connected to the selected processing, click on the O
button in the panel right of the material categories or the projects. A window will open where
you need to select the desired material category or project respectively (see below).

Select from the list =10l x|

Select a matenial categom

Ispecimen - I

Cancel | F.
2

The processing types are organized in a hierarchy. Some of the entries may only serve for
structuring as Mazeration in the example below and should not be used to document the
processing of specimen parts. To ensure this check the checkbox [Only hierarchy]. For the
import and export of data it is sometimes necessary to know the ID's of the analysis types. To
see the ID's of the data sets click on the ID button. The ID's will then be displayed as in the
image shown below.

= Mazeration [5]
Fochen  [6]
Entfleizchen  [8]
Trocknen  [9]

To view the history of a data set, click on the button. A window with the history will open.
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For more details see the section History.

The data of the processing is stored in the table CollectionSpecim enProcessing.
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Collector

The people or groups responsible for the gathering of the specimen are stored in the table
CollectionAgent. There may be several collectors for one specimen. In the tree the collectors
are symbolized by the f&icon as shown below.

= @ 2003481 GERMAMY. Bayern, Regerungsbezik. Qberfranken, Bayreuth,
=l }4-0125199
= ﬂ Aezculus hippocastanum
‘T Erpsiphe flexuosa [Peck] U. Braun & 5. Takam.
W Cameraria ohridella Deschka & Dimic
A Kehl, &,
& Rambold, G.

To hide or show the collectors in the tree use the fhicon in the left panel (it will change to a
grey version A with a yellow background when the authors are hidden). To insert a collector

choose either the specimen or an existing collector in the tree and then click on the ficon in
the right panel. Select a collector in the tree to enter details. In the right part of the window
the detail fields will appear as shown below.

Collector

[Eedda, L =
W

Col Mr.: | 3733 “withh reazon:

Mates: | £edda, Luciana

If a collector should refer to a dataset in the module DiversityAgents (where more details like

addresses may be stored) click on the % button. The sequence of the collectors (e.g. for
print on a label) as shown in the tree can be changed by with the . and w buttons in the
panel on the right side of the tree.

To remove a collector select the entry in the tree and click on the #< button.
You can search for the gathering numbers of the collectors in the guery.

Data of the collectors is stored in the table CollectionAgent.
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Relation

Each specimen may have relations to other specimens. This can be documented by adding
relations to these specimens. To add a relation select the specimen in the tree (symbolized by
the barcode M), You may then either add a relation to a local specimen using the & button or
add a relation to a remote specimen using the &= button. To show or hide the relations in the
tree use the &and & buttons.

collection in database

s

il related specimen

o

foreign collection

Ml specimen = — specimen

Internal relation & &0

To add an internal relation to a local specimen use the E'button. A window will open where
you may search for the related specimen.

# DiversityCollection Server: 141.84.65.107 User: mweiss

==

A
Query condibions Querny results 1 - 100 of 996
Specmen P
Boo M, * 7 M-O014 W-009£001
W-0014002
AccDate = = _|_|__|% M-0014003
Oii rotes = =~ W-001 4004
W-0014005
Everil Ii-004 4005
Place = = I-001 2007
W-001 4008
ColDate = = _| _|__|™ W00 4009
Locally + ~ M-001 4040
M-001£011
Identification W-0014012
Tavon | = = MW-0014013
M-001£014
Ta<gioup = = | w-0014015
M-0014016
Subsirate WM-0014017
Tagon = =~ W-0014018
Chorags M-0014019
g 1-0014020
Collection = = e M-001£021
Process MW-0014022
e M-0014023
Process. = = | M-001£024 b
Project ordes by S pecimen Acc.Mr W
Project Il (=]

open DieessityCollection |
0
11740
Acceszion number
00N 4000
L) eposibor
Exziccata
K.an, Fung Exz. Fenn.
Locahty

Ferria, Regio aboensiz, Kakskerba, Satava, Anttla

Collection date
1949109

Collectors
Fukkanen, |.

O rganizms

Emziphe aquilegiae var., ranuncull [Grey )R Y. Zheng &G, 3.

M aterial
SPECIMEn

Storage location

E psiphe aquilegiae vai, ranuncul

]

Select the related specimen from the query result list and click OK to close the window and
establish the relation. In the left image below you can see an internal relation 'Hwhile the
image on the right shows a reverse relation eifrom another specimen.
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= @ 18804/ Madagazcar, Imerina, pr. Tananarivo
ﬁ] Madagazcar
=l M-0003940
B p-0023593

= Potamogeton parmatus Hagstrom

Fotamogeton parmatus Hagstrom
< Hildebrandt, J 1. 4031

= @ [Deutzchland: Bayerm, Oberbayern], Minchen.
ﬂ] Miinchen, Oberbayern, B avern, Deutzchland
=l M-0023593
o M-0003340
= J* Piotoblastenia calva
Frotoblasztenia calva [rezponz.: Kainz, Chnstian]
S Sendiner

In the case of internal relations you can navigate to the related specimens using the
button.

External relation &=

To add an external relation to a specimen which is not administrated in the database
DiversityCollection use the &= button. In the image below you can see a relation to a specimen
in an external collection.

= @ 2000/9/1 Alazka, Kotzebue, "Seward; spruce-azpen taiga; Picea sitchenziz and Populus trichocarpon'
=l M-0143216
=l Trichia favoginea [B atsch] Pers.
Trichia favoginea [Batech] Pers. [respons. Movozhilow Yw k. Date: 1300/3/6]
M, Movozhilow vu k.
= LE-114672 [Duplicate] in LE

To delete a relation select it in the tree and click on the # button.

Editing the data

To edit the data for a relation click on the entry in the tree. In the right part of the window
the details of the data set will be shown (see below).
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Esternal relation to Duplicate LE-114672 in LE =

Mumber of duplicate or URL:

LE-114672 @)
Drescription: |
R elation type: Collection:
|Duplin::ate = [uplicate of anaot s | |LE L% | = |

Motes: |

The data is stored in the table CollectionSpecimenRelation.

Page 136



Exsiccatae

A Specimen may be part of an exsiccatal series. These series are administrated in the
DiversityWorkbench module DiversityExsiccatae. To enter the exsiccatal series select the
Specimen, the Organism or IdentificationUnit in the tree. With the Specimen the exsiccatal
series is shown at the base of the data form as shown below.

Exsiccatal series

|Hahenhn:|rst, Funai Eur. Exz. |_|_

As there may be several Organisms with separate exsiccatal numbers in one Specimen the
numbers are handled together with the IdentificationUnits. Select the concerned Organism to
enter data in the form as shown below.

Exsiccata senies: |F|a|:uenhu:ur$t, Fungi Eur. Exs. |'_,—

E=ziccata ident.; w | Euz Mr:|1522

You can either type the name of the exsiccatal series or choose one from the module

Htipd
DiversityExsiccatae. If you click on the = a window will open showing the link to the entry
as derived from the module.

URI of Rabenhorst, Fungi Eur. Exs. E|

htkps)fid,snsbuinfo)Exsiccatas /632034775

The data on the exsiccatal series is stored in the table CollectionSpecimen, the data on the
number and the taxon is stored in the table IdentificationUnit.
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Images

To insert a new image click on the [J button. A window will open where you can enter the
path and file name of the image. Click on the abutton to search for a web address of an

image as shown below.

.-

E Select a medium
Choose a medium from your local directory or a remote source

http:/ /pictures snsh irfo/BS Mwohifcoll AwebM-0031/M-
0031344 _20030717_103206 jpg

F Renamethe () M-012345_20000101_010101jpg

file far upload

(7) 4DB46030-2F6D-DE11-371C-D01ECIDTAE4Ejpg 72kb

==
= @ =

Size:

To use an image available as a local file click on the ‘Zbutton to search in your local

directories. You can upload this file via a webservice to the server of an institution providing
the DiversityMediaService. To use this service you may rename your image either using a GUID

or according to the accession number including date and time. Use the

upload your image to the server.

@upload button to
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P

[aZ] Select a medium = E'Ié]
Choose a medium from your local directony or a remote source @

C:MDatenBilderFische Kavango 2007.Upload Test560f 8ded-lcch-4bch-beSo-
3e01f014efab jpg

Rename the file for () M-D031344_20101216_113134jpg Size:
upload using the @ B5EbfEded-loch-dbebbe99-3e01fl1defabjpg  3190kb

il . ‘..-.ﬁ-._{!.\

To delete an image select it from the list and click on the # button.

Specimen images

[
T O O Image zize: b4
69320 KB
Res. -
L rit: bl
Type: hd
- Part: hd
w | Withh.: hd
10 B k=2 e D| T MB:| 20 $|| hitp: //pictures. sneh.info/Test jpg | Motes:

To zoom a specific sector of an image simply drag the mouse over the preferred area of the
image. A red square will indicate the zoomed area. To set the size of the image to its original

resolution click on the ! button. To adapt the size of the image to the available space in the
form click on the = button. To change the orientation of the image use the appropriate
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buttons ( A flip horizontal, = flip vertical, “V rotate right, 2] rotate left). To view the
image in a separate form click on the Ibutton. If the image should not be published e.g. on
the internet, enter any reason in the Withhold. reason - field. Next to images you can store
other media.

For the description of a medium see the chapter Image description.

Data is stored in the tables CollectionSpecimenima ge, CollectionEventlmage ,
CollectionEventSer iesImage and CollectionImage.
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Tools

The tools are used for the analysis of the organisms or the processing of the material. To
administrate these tools choose Administation ->#%* Tools ... from the menu. A window will
open as shown below.

P Tools F=RpEcE
View s |

H«DE X & e
Cuery resuts 1-8 - Barcoding O
Barcoding (= Primer X

Chest freezer -T0°C - LOO1490
Fraezer HCO2138 -
Freezer -TO"C '
HCO21598 Mame: LCO450 Only for hierarchy
Photometer Description: Primer for barcoding
Primer

Motes:

Analysis Processing:
mlecE [
> >
Usage or | = Tools - (&
settings: = LOO1450 e
S —- Direction ‘E '

l:u'd-wl:ry m - i Rayerss
] I = | ==l i~ Topalogy:
() () e (B o - %
Query conditions URI: hitp-//wwwe drabarcading.ca/primer/ Primers himl |a
Tool -
Mama =~ ~ ) =
e J © Barcodes of Life =
T ) -

URl = =~ -

There are 2 list where you can define for which analysis or processing the selected tool may
be used. The tools may contain a definition for the usage defined via XML

(targetNamespace="http://diversityworkbench.net/Schema/tools") (use the E‘g‘ﬁjbutton to see
the current definition) and depicted as a tree as shown above. To insert a previous defined
usage definition click on the #button to search among the usages defined for other tools. To

insert a new usage for the tool click on the =+ button. If a usage should only allow predefined

values, select the usage in the tree and click on the '|'button to add and the #button to edit
the predefined values. With the #button you may remove usages or predefined values.

In the main form you are able to add tools to an analysis or a processing. Choose the

respective itemin the tree and click on the = button for the Tools (see below). Depending on
the tools available for the analysis or processing respectively you may select from a list or
tools.

Tools:
E o+

)
=0

You may add several tools for one analysis or processing as shown below. Tools are indicated
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with a yellow background. To edit the value of a usage or setting select it in the tree and
click on the #button. After changing content click on the Ebutton to save your changes.

=] Tpnls
5 HCO2198
i B~ Direction: Forward

- REVErS

[a1]

- Topaology:
i beGene:
- LCO1450
= Direction:

o
[a1]

- Topaology:
- Gene:

To view the history of a data set click on the I button. A window with the history will open.
For more details see the section History. For any comments to this part of the application use
the Efeedback function.
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Methods

The methods used for collection events, the analysis of the organisms or the processing of
the material. To administrate these methods, choose Administation -> #*Methods ... from
the menu. A window as shown below will open.

-

3¢+ Administration of methods =-|-@

View i s |
Ho DO X B L

Cuery results 1-32 - DMA analysis O

Hareodng *

Dfi& analyss

(e

i

DisplayTeed. Barcoding For calection evert [ Only for hemchy [

De==scripbion: Smplficetion product cbhtared with the pomers LOD3 1450 forwerd] and HOOZ2198 [reverse]

Hotes
Pammeter
1450 dr=cten | Diplay b HCE 2198 diraction ] Use dedicabed values for & paramster
HED 2138 bonalogy Diascsiption Dexdicated parmeter valies
HCD 2158 Gene [forward  JRESHEN Ditsplary tese
oo ] (= rEyerss e
L0 10U |y (8] g o
Defah |forwand - Descrpbon:
+ X Motes: + X Un: | Fean /e whopeda o
FAnalyss Processng
ordarby Method == + [IEEET . -
7] %) [E
Cheery condiions ! T - [ ]
Methed " LRI il S ccdt. caviprimer, Primeans il |n
DisplyTe. = ™ _ =
- [ - (}F:!arr:'.-ﬁm of Life i

Motes - =
url = =~ -

There are 2 lists where you can define for which analysis resp. processing the selected
method may be used. If the checkbox For collection event is checked, this method may be
used for collecting specimen. The methods may contain several parameters as shown above.
To insert a parameter click on the =+ button. If a parameter should only allow predefined
values, check the Use dedicated values for a parameter checkbox and add values using

the P button. With the X buttons you can remove parameters or predefined values.

To view the history of a dataset, click on the button. A window with the history will open.
For more details see the section History. For any comments to this part of the application, use

the g]feedback function.

In the main form you can add a method to a collection event, an analysis or a processing.

Choose the respective itemin the tree and click on the = button to add a method (see
below). Depending on the selected method, you get a list of parameters for which the values
can be set. For the parameters where default values are available, these will be inserted when
adding the method.

Methods
e I'I:"'lEIT'E"" Color Parameter value:
> Size 1
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You may add several methods for one analysis resp. processing or collection event as shown
above.
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Image description

Creating and editing templates

To enter a description for an image or a medium a before designed description template for
the current project is required. To be able to create a template you need to be an
admininstrator or data manager. To define the template choose Administration - Ellmage

description ... from the menu. A window will open as shown below.

P

Edit XML ternplate

Please edit the image
description template
for the cument project

=)

Search template

=- D_esu:riptiu:un
- Size

To enter or remove description fields use the = and Xbuttons respectively. To search for a
template from another project click on the Search template button. A window will open
where you can choose from templates defined for other projects as shown below.

P

Select XML termnplate E'@
AP [=- Description
BeckColl 5. G
e
----- Width
..... Height
----- Resolution
..... Copyright
----- Latitude
----- Longitude

-

Description of the image

To edit a description of an image or medium select it from the list and click on the “F'button.

A window will open as shown below where you can edit the description according to the
template. If the template has changed or you want to add description fields from another
project, click on the Get missing fields button.
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Irnage description
Edit the image description

=R EER(ET

[=)- Description
E--Size
¢ e Height: 600
Resolution:
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Media

Next to images you can store audio and video files. Click on the [>>>] button
(see below)

to open Windows Media Player and play the content of the media. You must have Windows
Media Player installed to use this function. For the description of a medium see the chapter
Image description.
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DiversityMediaService

The webservice DiversityMediaService provides the possibility to upload media files like images,
audio recordings, etc. to a server. The usage of this webservice includes several preconditions

(please turn to your administrator):

e You need an account in the DiversityWorkbench module DiversityAgents with your login

in DiversityCollection linked to this account
e Your project has to be registered on the server

¢ You have to rename your media file according to the settings of the server e.g. using a

GUID (see image below)

Use the @upload button to upload your image to the server.

C:M\DatenBider\Fische Kavango 2007 \Upload Test \56bf ded-loc5-4beb-be S5
3e01f014efab jpa

Renamethe filefor (' M-0031344_20101216_113134jpg Size:
uploadusingthe @ 56bf3ded-loc5-4bcbbedd-3e01flldefabjpg  3190kb

T R

e e

Choose a medium fram your local directony or a remote source @
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Annotation

You can add an annotation for a @ collection event, a Micollection specimen, a @Epart of a

collection specimen or an ﬂorganism (= identification unit).

The available types are £ annotation, &problem and Ereference. To add an annotation,
select the corresponding data in the tree view. In the tool panel on the right of the tree view

F F
a button will appear: #if no annotations have been added so far or
annotations for this entry. A window will open as shown below.

P

Annotation E'@

Add or edit annotation

+ X

if there are

To add an annotation, click on the #+button and select the type of the annotation. The
annotation will be shown in the tree with the details listed below (see image below).

i

Annotation E@

Add or edit annotation
4 X
r

nom. nov. pro Criniger simplex Wallace, 1862, non Hartlaub, 1855!

[l Annctation for M-D003540

Title: Taxon -

nom. nav. pro Criniger simplex Wallace, 1862, non Hartlaub, 1855!

hittp:/ A biologie .uni-ulm.decgibindguery_all /details pl d=68270stufe=Ayp=00sid=T
lang=epr=nix

Source: T ||"-"|useum fur Maturcunde, Bedin |

Created by: Date of creation:

-

Enter your annotation in the text box as shown above. You can enter a title or subject for

your annotation or select one from the list. You may enter a link and a source as shown

above. The source may be related to the module DiversityAgents.
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Add or edit annotation

Annotation El @

+ X
; 2 nom.nov. pra Criniger simplex Wallace, 1862, non Hartlaub, 1855!
Elﬂi.II there is some problematic with the validity of olivacea

Ml Reference for M-D003340

Title:  Taxon

Reference: = |Dickinson, 2003

p. 573

Source: T ||"-"|useum fur Maturcunde, Bedin

Created by: Date of creation:

For the type reference (see above) you may enter a link to the module DiversityReferences.

To delete an annotation you have to be either an administrator or a data manager. Select

the annotation and click on the #<button.

If you want to see all annotations of the current specimen choose Data - All annotations...

from the menu. All annotations will be listed as shown below.

P

All annotations El @

28 o nov. pro Criniger simplex Wallace, 1862, non Hartlaub, 1855

EI& there is some problematic with the validity of clivacea

: in ROPPELL, Atlas Reise nardl. Afr. Rept.: 12 (Fubnote)
& wrong coordinates

Table: CollectionSpecimen
Title: | Taxon
nom. nov. pra Criniger simplex: Wallace, 1862, non Hartlaub, 1855!

http:/Awww biologie uni-ulm.de/cgi-bin/guery_all/details pl %d=68270stufe="Awp="00sid=T
lang=epr=nix

&

Museum fur Naturcunde, Bedin

Source:

| &

Created by: dbo Date of creation: 1/4/2012 1.35 FM

Data for the annotations are stored in the table Annotation.
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GIS editor
N &

To use the GIS editor, click on the rIlbutton in the # & control to show the maps and

choose the appropriate option ( # GIS- edit) from the first drop-down list in the maps control.
With this editor you can document locations with any geographical object (lines, areas, ...)
different from a simple point. If coordinates are available for your data set, the GIS editor will
load a map (Google Maps) as background. To insert the geographical object defined for e.g.

the locality click on the = button. To set the format for point symbols use the controls for
the symbol, color, size and line thickness above the GIS editor. To redraw the maps with new

settings click on the Cbutton.

With the GIS editor you can edit the geographical information for the CollectionEventSeries A

, the CollectionEvent @and an Organism ﬁ Furthermore you can create distribution maps
for any sample selection.

The GIS editor has several states which are needed to handle geographical objects. For a
detailed description see the GIS tutorial.
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Diversity GIS Editor - Tutorial

Introduction

The Diversity GIS Editor is a tool to create, visualize, edit and archive samples within a
geographical environment. It may be used as a stand-alone application or as a component of
the Diversity Workbench by other applications, e.g. DiversityCollection or
DiversitySamplingPlots.

In combination with a background map, equipped with world coordinates, collections of
Microsoft SQL Geometry Objects (points, lines and areas) may be displayed and edited in their
geographical context. The screen and world coordinates of the objects will be calculated and
shown in the status line. Color, thickness and transparency of the elements can be adjusted.
The working area which keeps the maps and objects may be shifted or zoomed.

The background map could either be loaded from a storage device or created with an online
map server tool provided by the editor. Other maps without world coordinates may be
adjusted to the background map easily by setting 3 pairs of reference points on the
background and the new map. The calculated world coordinates will be assigned and stored
when the new map is saved.

A GPS functionality has been integrated. If a GPS device is connected, the current position
will be displayed and - if an applicable background map is loaded - marked on the map.

The data transfer between application and GIS editor is made by interface function calls. In
that way geometry objects of a Diversity data base may be loaded to the editor, modified or
extended and sent back to the application, which then updates the data base.

5 | Diversity GIS Editor 2.0.0.0

W pl3 amplingPlotFage
) @ 15[ A Taxt | Exysghe galeopsidie
(OMap  (CIShift DFoirt  Color Chagrayse 1 Position X: 350 Position Y- 0.0

Oadapt (Line : U W longide 12682342 Letitade:  47.163225
(] OFEdit  ()hres [stroke[Z]Fll  DOpacity 100% Left / right mouse bution 1o set / clear object
- L o .-:’:' :

BG-Mag e, - T, e T s TS n ;
ME-1
RT-1a

®0
@]

Page 152



Diversity GIS Editor - Tutorial
Chapter 1: GIS Editor Layout

The layout of the Diversity GIS Editor could be divided into 3 regions:

e Control Panel
e Sample List
e Working Area

Control Panel

E‘ E E E E‘ E‘ I0: | A=c Text | Ery=iphe galecpsidis

(CIMap  (5Shit () Point  Caolor ] Positon X: 8620 PosiionY: 0.0
Odapt Oline —y mweuss v W logitide 12736150 Lofitude: 47163225
|I OEdit  (Olrea 2 L Stroke []Fill Opacity 100 % Left / night mouse button to set ! clear object

The Control Panel consists of the following elements:

e 7 buttons to load -J, save '.’-, delete )'(, print Sor add +samp|es, switch GPS .

and to open Lithe Settings window

e 2 text boxes for sample Identifier (ID) and Description (Text)

e 7 radio buttons to select the operation mode (Map, Shift, Adapt, Edit, Point, Line,
Area)

e 1 button to switch to a new object, if the current sample is composed of multiple
lines or areas
e 4 controls to adjust color and transparency of the samples (for stroke and fill) or to
zoom the working area
e Status lines with screen and world coordinates (if any) and an appropriate symbol
o=

Google| [JHlosa
, , =Hor
¢ A hint about the user interaction, which is possible or expected

Sample List

BG-Map &
)]
ME-1
&€
RT-1a
=]
Aszc

Bs)

The Sample List is the container for added maps or objects. Each entry is composed of the
following elements:

o Identifier of the sample
¢ Delete button to remove the sample
e Toggle button to hide or show the sample

The toggle button is illustrated with a small picture of the associated sample. Switching these
controls using the left mouse button will hide or show the corresponding sample. Using the
right mouse button will show the corresponding sample and hide all others, except the
background map. If the number of samples in the list do not fit into the window area, a scroll
bar will be displayed.
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Working Area

This is the drawing space containing loaded maps and objects. In Shift mode the area could
be moved or zoomed.
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Diversity GIS Editor - Tutorial
Chapter 2: GIS Editor Usage

The GIS Editor has 7 operation modes which are described in the following chapters:

e Map: Create an online map from the map server

Shift: Move the working area with the mouse or zoom it with the slider

Adapt: Calculate world coordinates for a new image using reference points of the
background map

Edit: Modify the current object and all visible samples of the Sample List

Point: Create a number of object markers on the background map

Line: Create a line string or a collection of line strings on the background map
Area: Create an area or a collection of areas on the background map

When starting the GIS Editor as a stand-alone application the start-up operating mode usually
is the Map mode. This is to remind the user that a background map with world coordinates is
necessary to work with geographic objects.

Chapter 2.1: Map Mode

¥ Diversity GIS Editer 2.0.0.0
¥

Wpls amplingPlotFage
E] [El 0 | Map Text | Moeerbaden
(ZMap  {)Shidt )
[Ij Adjust the map and press Add or Save. or Load to get 2 map from fle

Kate | Catet | myona | Gelange |

s

-
B

In Map mode the editor connects via Internet to the SNSB Google Maps service or
alternatively to the Open Street Maps service, regarding on the GIS-Editor Settings, and
displays an online map which can be moved, zoomed and switched as usual. The status area
Google D M

shows the o8 or respectively the '-' S symbol. The size of the map area adapts
to the size of the working area, even when resizing the window.

In case of Google the controls for moving, zooming, map type, the scale and the overview
window in the bottom right corner are displayed by default. The map can be adjusted to the
user's needs as follows:
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e Select map area: Press and hold left mouse button and move the mouse, or use the
Google shift control

e Zoom map: Turn the mouse wheel (if any), double click (left mouse button) on a
location or use the Google zoom control

e Switch map type: Use Google map type control

¢ Hide Google controls: Click right mouse button to hide, left mouse button to show them
again

e Hide overview window: Toggle arrow box in the bottom right corner of the window to
hide or show it

In case of Open Street Maps the pan and zoom control is displayed by default. It can be
switched off or on by clicking the left mouse button anywhere within the map area. The layer

switch control is hidden and can be opened by pressing the or closed again by pressing the
@button on the right side. The map can be adjusted to the user's needs as follows:

e Select map area: Press and hold left mouse button and move the mouse, or use the
OSM pan control

e Zoom map: Turn the mouse wheel (if any), double click (left mouse button) on a
location or use the OSM zoom control
Switch map type: Open the layer switch and select a layer
Hide or show pan and zoom control: Click left mouse button to toggle the control
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If an appropriate area has been selected, just press the Add button +, then the area will be
scanned and added to the Sample List as a reference map. This may take a couple of
seconds, depending on size of the map area and processor power. A little image of the map
will appear on the toggle button in the Sample List. The Google controls should be switched
off before adding to get a neat map image.

The mode will be switched to Shift mode automatically and the status symbol will change to

' indicating that world coordinates are present. The screen and world coordinates will be
shown in the status lines if the mouse is moved over the map surface.

The maps are subject to the Mercator projection, which is the GIS Editor's precondition for
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every bitmap used as a reference map. While the screen coordinates are linear in horizontal
and vertical direction, the world coordinates are non linear in vertical direction.
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Chapter 2.2: Shift Mode
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This is the quasi default mode of the GIS Editor. The cursor changes to a move shape @
when touching the background map. The map is "frozen" and exists as an image sample on the
working area. Changing the map region or resolution is no longer possible. But the Shift Mode
provides 2 features:

e Move the working area
e Zoom the working area

Moving the working area

Press and hold the left mouse button and move the mouse to shift the working area within the
display window. This is useful when having loaded a map from a storage unit which is larger
than the GIS Editor's window, or in combination with zooming the working area.

Zooming the working area

Place the mouse cursor at the slider control, press and hold the left mouse button and move

the control left to zoom out or right to zoom in to the working area. The range of the zoomis
from factor 0.6 to 3.0. The current value is displayed beneath the zoom control. Double click
the slider control to reset the zoom to default value 1.0.

Enlarging the working area makes it more easy to place objects precisely. The relevant area
then could be selected by moving the zoomed working area. Downsizing the working area
gives an overview of large map regions.
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Please note that the resolution of the map itself does not change any more when zooming in.
But objects on the map are created in vector graphics, so the markers, lines or areas will
remain sharp and clear while zooming. And they will adapt there thickness smoothly to the
size.
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Chapter 2.3: Area Mode

This mode is used to create areas (polygons) on the background map. The cursor changes to
a cross line when touching the background map. Each click on the left mouse button sets a
new point of the polygon. Every click on the right mouse button clears the last point set. The
closed polygon defined by the points is displayed completely at any time. When holding the
left mouse button the point can be placed while the lines of the polygon are shown as a
"rubber band" display.
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To create more than one area for a sample, just click the button. This will finish the
current polygon and start another one. It could be repeated without limitation of the number
of polygons.
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Setting the color

The areas are created as filled polygons, this means they have a border line (stroke) and a
filling. The color of stroke and filling can be set independently or simultaneously by clicking the
appropriate check boxes beneath the Color list box. Clicking on the list box will open a drop
down menu with the complete set of 141 predefined brushes. Use the scroll bar to navigate to
the preferred color and select it with the left mouse button.

Setting the transparency

Besides the color the transparency of the area could also be set for stroke and filling. In each
edit mode the slider control is used for that. The area stroke or filling changes smoothly from
invisible at the left till completely opaque on the right slider position. The value beneath the
slider control indicates the opaqueness in a range from 0% to 100%. The default settings are
100% for stroke and 25% for filling.

Before adding the polygon to the Sample List an Identifier (ID) and a Description (Text) should
be written to the text boxes in the control panel.

Clicking the Add button = will put the current area(s) as one sample into the Sample List. The
toggle button will show a small picture of the first area of the sample. The ID will be displayed
above the buttons. Furthermore a tool tip will be created for the sample holding the ID and
Description, which will pop up when moving the mouse over the toggle button or over the
polygon in the working area.
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Chapter 2.4: Line Mode

This mode is used to create line strings on the background map. The usage is adequate to
the Area Mode. The cursor changes to a cross line when touching the background map. The
points of the line strings can be set or cleared by clicking the mouse buttons. Clicking the

button will switch to the next line string for the sample.
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Color and transparency can be set for the line strings using the appropriate controls, but only
for stroke, because the line strings do not have a filling. Thus checking the Fill box will have
no effect. After adding the lines to the sample list a small picture of the first line string will
appear on the toggle button.

Page 162



Diversity GIS Editor - Tutorial

Chapter 2: GIS Editor Usage
Chapter 2.5: Point Mode

This mode is used to create Points (object markers) on the background map. The usage is
similar to the Area Mode. The cursor changes to a cross line when touching the background
map. The object markers can be set by clicking the left mouse button, clicking the right

mouse button will clear the last markers one by one again. The button has no impact,
because each Point represents a complete object and needs not to be finished before creating
the next one.
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The shape of the object markers can be selected from a number of predefined Point symbols
and icons within the Settings window, e.g.:

Pin: /P Assel: ’7 Fish: @ Mollusc:

M
Cross: + Bird: iﬁ Fungus: , . yxomycet
X: x Bryophyt: 4 Insect: w Plant:
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Reptile:

Square: O Evertebrate: M ammal: Vertebrate:

Circle: ) Echinoderm: ¥ Lichen: !

Diamond:

Color can be set for the symbol markers using the appropriate controls. It depends on the
selected point symbol, whether it just has a stroke (e.g. "Cross") or also a filling (e.g. "Pin").
Transparency can be set for both, the symbol and icon markers. The stroke thickness and the
size of the markers can be set in the Settings menu. After adding the object markers to the
sample list a small picture of the collection will appear on the toggle button.
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Chapter 2.6: Edit Mode

This mode is used to modify all samples (objects and images) which are currently visible on
the working area. It applies to the elements of the Sample List as well as to the current
sample.

Changing the position or shape of objects (points, line strings, areas)

To change an object one has to move the vertices ("corner points") which are defining it. To
do so just move the mouse close to a vertex to localize it. As soon as the corner has been

grabbed the cursor changes its shape to a hand symbol '{b .

Now press the left mouse button and hold it, then move the mouse to change the position of
the vertex accordingly. The shape of the object or the marker will change in the same
manner. Release the mouse button when the preferred position has been set.

Note that areas and line strings cannot be moved in total while keeping their shapes!
Changing the position or shape of images (maps)

Images (e.g. maps) can be moved completely (keeping their aspect ratio), scaled in horizontal
and vertical direction and skewed within an affine transformation. Editing an image can be
divided into 4 stages by grabbing and moving the following corners:

1. Top-left: Moving the total image by keeping its aspect ratio

2. Bottom-right: Squeezing or stretching the image horizontally and vertically

3. Bottomr-left, top-right: Skewing the image in an affine way by keeping the corner
points top-left and bottom-right at its positions

4. Bottom-right again: Skewing the image in an affine way by keeping the corner points
top-left and bottom-left at its positions

Stages 1 to 4:

L

Changing color and transparency

Color and transparency can be set independently (or simultaneously) for the objects using the
appropriate controls and check boxes for Stroke or Fill. The setting will affect all visible
objects, so objects which should not be changed have to be switched off before with their
toggle buttons. The color of images could not be changed, of course, but the transparency
can be set if the Fill box is checked. The transparency of the background map cannot be
changed.
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Chapter 2.7: Adapt Mode

Essential for visualizing Geographical Objects is a background map with world coordinates. The
GIS Editor's Map mode offers a convenient way to create such a map, but it is restricted for
the use of Google or OSM maps which are present in the web and are providing world
coordinates. It would be nice to load scans of e.g. topographical or even historical maps into
the working area and use them as background maps, but the problemis how to assign world
coordinates to them.

The Adapt mode solves this in an easy way by executing the following steps. As a
precondition a background map having world coordinates (e.g. a Google map) must be present
which covers the area of interest of the new map to be referenced.

1. Load the new map image using the Load button 7. The image will be placed top left
inside the working area.
2. Select Adapt mode by checking the Adapt radio button. The cursor changes to a

pointer symbol V having a green border when touching the new image and having a
red one when touching the background map.

3. Now 3 reference points must be set alternately on background and new map to assign
the appropriate locations (e.g. distinctive landmarks like road crossings). The last point
can be modified as long as the map is not changed. The cursor always tells you what
reference point will be set, according to its color and the number of dots in the

middle: V V V V W W

Note: It is reasonable to select distant points close to the edges of the new map,
because this will give more accurate results.
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All points are sat. change kast position or click on ather map to adapt

4. When all reference points have been set and the cursor touches the alternate map, it

changes to the finished shape @ . The next click will place the new map into the
appropriate background map area.
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The adapted image has been transformed to fit into the current world coordinates of the
background map. Now the new map can be added to the sample list by pressing the Add

button #. When it is finally saved to disk by pressing the Save button L-’-'-, the new assigned

world coordinates will be saved, too, in an XML file with the same name (see Chapter 2.9:
Save Samples).

Sometimes it is difficult to place the new map and the reference map side by side, because
the window is too small, and zooming out would blur the details needed for setting the

reference points. If the new map covers the background map, the reference points can be set
anyway

e for the new map by making it opaque with the transparency slider

e for the background map by making the new map transparent (less than 10% opacity)
with the slider
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Note: The Fill box must be checked to change the transparency of the new map. The
background map's transparency cannot be changed.
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Chapter 2.7: Adapt Mode

Essential for visualizing Geographical Objects is a background map with world coordinates. The
GIS Editor's Map mode offers a convenient way to create such a map, but it is restricted for
the use of Google or OSM maps which are present in the web and are providing world
coordinates. It would be nice to load scans of e.g. topographical or even historical maps into
the working area and use them as background maps, but the problemis how to assign world
coordinates to them.

The Adapt mode solves this in an easy way by executing the following steps. As a
precondition a background map having world coordinates (e.g. a Google map) must be present
which covers the area of interest of the new map to be referenced.

1. Load the new map image using the Load button 7. The image will be placed top left
inside the working area.
2. Select Adapt mode by checking the Adapt radio button. The cursor changes to a

pointer symbol V having a green border when touching the new image and having a
red one when touching the background map.

3. Now 3 reference points must be set alternately on background and new map to assign
the appropriate locations (e.g. distinctive landmarks like road crossings). The last point
can be modified as long as the map is not changed. The cursor always tells you what
reference point will be set, according to its color and the number of dots in the

middle: V V V V W W

Note: It is reasonable to select distant points close to the edges of the new map,
because this will give more accurate results.
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All points are sat. change kast position or click on ather map to adapt

4. When all reference points have been set and the cursor touches the alternate map, it

changes to the finished shape @ . The next click will place the new map into the
appropriate background map area.
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The adapted image has been transformed to fit into the current world coordinates of the
background map. Now the new map can be added to the sample list by pressing the Add

button #. When it is finally saved to disk by pressing the Save button L-’-'-, the new assigned

world coordinates will be saved, too, in an XML file with the same name (see Chapter 2.9:
Save Samples).

Sometimes it is difficult to place the new map and the reference map side by side, because
the window is too small, and zooming out would blur the details needed for setting the

reference points. If the new map covers the background map, the reference points can be set
anyway

e for the new map by making it opaque with the transparency slider

e for the background map by making the new map transparent (less than 10% opacity)
with the slider

Page 172



@

== Diversity GIS Editor 2.0.0.0

WplSamplingPlotPage
@ @ ID: | Mer-02 | Text | Mergenthaler
OMap OShit (OPoint  Color [ - ] wnx ETégam Position Y-
() Adapt ()Line : = itude: 12 Latitude
(+]) Qi Qhrea []Stroke [V]Fill - Opacity 50 % All points are set, change last position o clic
REG | '

Note: The Fill box must be checked to change the transparency of the new map. The
background map's transparency cannot be changed.
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Chapter 2.8: Load Samples

A background map is required before objects (areas, line strings, points) can be loaded. When
loading a shape file, the objects will be displayed at the background map according to their
coordinates and added to the Sample List automatically. The GIS Editor is able to read
MS-SQL Geo Object files (.shpl) as well as ArcView Shape Files (.shp), which are using
geographical or GauB-Kriiger coordinates.

When loading an image without world coordinates, it will be displayed top left in the working

]
area. If no background map is loaded yet, the Screen symbol !is shown in the status line,
followed by the screen coordinates of the current cursor position.

When loading an image with world coordinates and no background reference map exists, it will

be displayed top left in the working area. The World symbol is shown in the status line,
followed by the screen coordinates and the world coordinates of the current cursor position.

When loading an image with world coordinates having an existing reference map, it will be
embedded in the background map according to its coordinates. If the new image does not
overlap with the reference map, the image exists virtually in the coordinate system, but
possibly could not be seen because it is too far away from the reference map. In this case a
warning will be displayed:

Diversity Sampling P lots @

WARMIMNG!
Loaded image coordinates are outside the reference map area.
The image might nok be visible,

When loading an image it is displayed, but not yet added to the Sample List. The user has to

add it manually by pressing the Add button = . This is because the user should have the
opportunity to adapt the image to the background map to be stored later on with applicable
coordinates.

Page 174



Diversity GIS Editor - Tutorial

Chapter 2: GIS Editor Usage
Chapter 2.9: Save Samples

To save a background map which is currently displayed in Map mode just press the Save

button Einstead of the Add button ¥ A save file dialog will pop up to name the file, the

map and its coordinates will be saved and added to the sample list.

A background map is required before objects and images can be saved. Saving samples means

saving their type, attributes and world coordinates in files. When pressing the Save button a4
, it applies to all visible samples on the working area, except the background map. A current
sample will be added to the sample list before it is saved.

If objects are visible, a save file dialog will open and a name for the target file(s) must be set.
Objects (areas, line strings, points) will be saved in respect to the selected formats of the
GIS-Editor Settings:

e If MS-SQL is enabled, all visible objects will be collected and stored in one GIS Editor
shape file in ASCII text format (extension .shpl). The file contains the objects'
attributes and MS-SQL Geo Object definition strings. If altitude calculation is enabled in
the GIS-Editor Settings, these values are stored, too.

e If ArcView is enabled, for each object 3 ArcView compatible shape definition files in
binary format will be created: A shape file, an index file and a dBase file holding the
description (extensions .shp, .shx, .dbf).

If images are in the Sample List, they are already present on disk and will not be saved twice.
Instead for each image an XML file will be created with the calculated world coordinates of
the image and will be stored under the same location and name as the image. This does not
apply to the current background map.

If Save Working Area is enabled in the GIS-Editor Settings, a scan of the complete working
area including its objects is made and stored in an image file, which hame has been set in the
save file dialog.

To save only a part of the working area the Frame box must be checked in the GIS-Editor
Settings, too. Then a rectangular frame of the given dimensions is displayed, which defines
the part of the working area that will be saved. It can be dragged to the right position using
the left mouse button (click, hold and shift), and it can be resized by grabbing and moving the
corners of the frame.

Page 175



G| Miversity GIS Editor 2.0.0.0

Wt amplingPlctPage
(2] (a) D | fec Text | Erysiphe galecpsidis
OMap (ZShit OPort  Color [Charmeuse w j Position X: 3640 Position - 3580
(Adapt (C)Line - Longitude: 12710576  Latitude: 47142332
E CIEdit  O)hres 2] [JSwoke [JFil Zoom 1.000 Press laft mouse bution to shift or use slider to zoom working area
BG-Mag &

o e Winls ol

ME-1

83

RAT-1a

=0
&)

Page 176



Diversity GIS Editor - Tutorial

Chapter 2: GIS Editor Usage
Chapter 2.10: Delete Samples

To delete a single object of the Sample List just press the small Delete button #left of the
Toggle button. The sample will be removed from the list and the working area, the other
sample entries will be rearranged.

Pressing the large Delete button #.in the Control Panel will remove all samples of the Sample
List, except the reference map. A warning is shown before:

Diversity Sampling Plots |E|
WARMIMNG!
This will delete all samples of the sample list, except the reference map!
[ you wank bo continue?
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Chapter 2.11: Print Samples

Pressing the Print button =2in the Control Panel will open a print dialog to select a printer and
adjust the settings. Then it will print the complete working area including all visible objects.
This feature is useful e.g. for documentations.
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Chapter 2.12: GPS Tracking

When pressing the GPS button *.in the Control Panel the hardware will be scanned for a GPS
device. All available serial ports are opened and checked if they are delivering valid GPS data.
This takes 2 seconds. Be sure that the correct baudrate for the GPS device has been set in
the Settings menu (standard rate: 9600).

If no device is detected the button will be released. If a device has been found the button
changes the color according to the numbers of satellites which have been fixed by the device:

Red Eup to 3 satellites, yellow "iup to 5 and green “1if 6 satellites or more are available.
The number of satellites, longitude, latitude and altitude delivered from the GPS device are
displayed in the info line of the Control Panel beneath the status.

The current position will be shown by a GPS marker Oir an appropriate background map has
been loaded. If GPS Track in the Settings window is checked, the movement of the position
will be drawn as a line string on the background map. The color and stroke thickness are
similar to the last adjustment for lines. When switching off the GPS button again, the track will
be added to the sample list automatically and could be saved for future documentation

purposes.
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Chapter 2.13: Settings

Pressing the Settings button lin the Control Panel will open a dialog to adjust these GIS
Editor settings which are not frequently changed:

¥& GIS Editor Settings

Save Shapes in following file farmats: Stroke Thickness:
M5 S0L GeoObjects (.shpl) Point
] arcview Shape File {.shp, .shx, .dbf) Line
Save Image coordinates in following file formats: Area
Poink:
Symbal P Pin
Working Area: Size
[] Save Working Area as a screen sheot {.png) Frame:
Width Height
GPS Track: GPS:
[] Track GPS data when acdiive Baudrate 9600
Altitude for GeoObjects: MapMods-Viewer:
|:| Get altitude from Geonames server
() Google Maps () Open Street Maps
[ ok | [ cancal | [ Info |

Setting the file formats for saving objects

At the moment 2 formats for object files are supported:

e MS-SQL Geo Objects (.shpl)
e ArcView shape files (.shp, .shx, .dbf)

Microsoft SQL Geo Objects are part of a standard for storing geometry and geography data in
an SQL database, as used by the Diversity modules. They are more or less a well defined text
string containing the geometrical type (e.g. Polygon, Line, Point) and the geographical
coordinates (longitude, latitude, optional altitude) of an object.

Together with the GIS Editor attributes (e.g. color, transparency) they are stored in a
proprietary GIS Editor shape file in ASCII text format. This file can easily be read and changed
using a text editor.

ArcView is a common Desktop GIS tool and saves its data in binary files. The GIS Editor can
create ArcView compatible files to store the samples, which then may be read from ArcView
GIS tools. 3 files are required for each type of shape: A data file with extension ".shp", an
index file with extension ".shx" and a description file in dBase format with extension ".dbf".

The advantage of the first format is the transparency and readability of the data file, which is
just one single text file. But storing huge samples is very time consuming. If the samples
consist of more than 10,000 points, an error message is displayed and they are not saved in
this format:
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Diversity Sampling Plots

W R MIMNG!
The shapes consist of 348976 poinks, Saving them would take too long,

Using the ArcView format makes the data files compatible with many applications. Huge
samples can be stored much faster. But each type of sample requires a separate set of output
files, because different types of objects within one file are not supported so far. So a sample
list containing 10 objects will produce 30 data files (file name with an appended index, which
is incremented for each sample). Furthermore the attributes like color, transparency and
stroke thickness will not be saved.

Currently there is just one format supported for storing image coordinates. They are written
into an XML file which is also used in DiversityMobile modules. Saving the coordinates in this
format is required for the GIS Editor, so it cannot be disabled.

Saving the working area

Selecting this box and later on pressing the Save button '.’-will additionally scan the working
area including all visible objects and save it as an image file under the name provided in the
save file dialog, see Save Samples. This is useful for documentations.

Note: There are copyright restrictions on maps or aerial images which are created with the
Google maps viewer. Please contact Google before using them for publications to grant a
license, or use Open Street Maps captures, which could be used freely under the Creative
Commons Attribution Share Alike license conditions.

When checking the "Frame" box just a rectangular part of the working area is saved. The pixel
size of the frame has to be defined in the adjacent "Width" and "Height" fields. This is
convenient if the resulting image should have well defined dimensions, e.g. fit the resolution of
a smartphone display. This feature is only active when the Save Working Area box is checked.
After closing the Settings window a rectangular frame of these dimensions is displayed on the
working area which defines the part to be saved.

GPS Track

When checking this box the movement of the GPS marker on the background map will be
tracked by a line string. After switching off the GPS button the line string will be added to the
sample list automatically.

Altitude for geo objects

This box applies to MS-SQL Geo Objects only. If checked, the appropriate altitude of the
object points (longitude, latitude) will be stored in the file, too. This is not recommended for
sample objects with a lot of points or vertices, because for every point the Geonames server

has to be contacted to request the associated altitude value. This could slow down the
saving procedure immensely.

Setting the stroke thickness

The stroke thickness for area, line strings and point symbols can be set by using the
appropriate slider. The value of the thickness is shown in the label box left of the slider.
Double clicking the slider will reset the thickness to its default value 1.

Setting the Point symbol

The symbol for the points can be selected from the drop down menu. The symbol size can be
set using the slider below the menu. The point symbol display will change accordingly.
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Setting the GPS baudrate

It is essential to set a suitable baudrate for a connected GPS device according to its
specification. The rate can be selected from the list of the drop down menu. If no GPS device
is available, Demo mode could be chosen to see the behaviour of the functionality.

Setting the Map Mode viewer

The radio buttons offer the choice of the viewer for creating a background map. Currently

Google Maps and Open Street Maps are provided.

GIS Editor Info

Clicking the Info button will display a window containing GIS Editor version and license
information.

I GIS-Editor Info

2

Wersion:

Institution:

Authors:
Copyright:

Licensa:

Disclzimer:

Diversity GIS-Editor

A tool to create, visualize, edit and archive samples
within a geographical map environment.,

2.0.0.0

The IT Canter of the Staatliche Naturwissenschaftliche
sammlungen Bayems

hittp:/'www.snsh.info/
Walfgang Reichert

© 2010 - 2011, Diversity GIS Editor

This program is free software; you can redistribute it
and/'or modify it under the terms of the GNU General
Public License as published by the Fres Software
Foundation; either version 2 of the License or later.

This program is distributed in the hope that it will be
useful, but WITHOUT ANY WARRANTY: without even
the implied warmanty of MERCHANTABILITY or FITNESS
FOR A PARTICULAR PURPOSE. For more details sse:

hittp:/fwww.gnu.org/licensefgpl.html

X

Saving the settings

Finally pressing the OK Button will save the settings, pressing the Cancel button will discard

them.
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Access to the data

To get access to the data, you have to fulfil several requirements. In DiversityCollection, you
must be a member of one of the user groups. You can only access data, which is listed in the
projects you have access to. For external users data may be blocked by entries in the data
witholding reasons or due to a data embargo.

remote access

Collection event Collector

“aw ‘thh0|dlngRe

o ... @
Q" mEa °¢

ojec
| f@

¥ gro

Administrator

CollectionManager

DataManager
‘ Editor

Requesier
StorageManager
Typ ist

User
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Availability of data sets

The data of certain parts of the database can be blocked for remote access. If you want to
prevent access for the whole dataset, enter your reason in the field Withholding reason in
the header (see below).

AccNo Erysiphe aguilegiae var. ranunculi (Grev.) U, Braun |0 [Specimen / Event] Vession  Withhold resson 3 )
M-0040337 1355648 7 211558 3 /1 ¥ [ =

If you want to block only the access to the data of the collection event or the collector,
choose themin the tree and enter your reason for withholding the data in the corresponding
fields. The data will only be published, if these fields are empty.

YWWfithhald. AL W

Within the database a user has only access to the data of those projects for which he has
permission. If a data set belongs to a certain project, it is stored in the table
CollectionProject. To prevent publication of the data it can be blocked for the whole data set
(table CollectionSpecimen), for the locality and collection site information (table
CollectionEvent) and for the collectors (table CollectionAgent) - see overview below - and for
all image tables: CollectionSpecimenlma ge, CollectionSpecimenPart , CollectionEventimage ,

CollectionEventSer iesImage and CollectionImage.

CollectivnlventSeriexlmaye Callectiankucat Inaa e CallectlanSprcinen i mange:
] W Seeem - ool ¥ tobmeEvedD - g QT — .
T oW L TR | 5 LRI
o CallectionEventSeries ':"::::':u ZsezroeR Zmenrce K
0 | b i IragTm Sosdnestar D
==ty SerimeE el Hores o [EELF T PN
esereban Darsahhoici- ;7 sasan . TR p— B [
stk 3 o
oS S~ EngREnmn
Gia bl ) CollaLionSpeLimen
Sutalil 3 ColscrSpedrenD - | [
Sulctra il et lanF et B
i " f CrsomnEsell o a—— e rEnENET D
Ve Crdaion T o
S Sarlee e e d
Crlectora bk Aczmearels
celstmnlax R sy
ol eomoniyy Lrr e rdarh
Celnstondies Brewrrnienr
Criscorien: ArcamizrData S oo
EE TP — Bumrdlolz gy
QS L L PR - R w bl
ColnTinnTiee Twrodnrcinech B
CriscorTireian Percdmironmati..
LozalDemseriprion LabaTibn
Fe Lzl Lobe | ma:
[T e AT AT Calllection Col leCi g i e
LT BERL -1 LEX Rl EER L TP gl JEEETE C e o | 7 Raele
b encaural Fenceals §1 ] b Sl LA
ol lead e lalbin sk Vakectioetbare. T Tyre
hiza T CabactiomAeramm = hzine
ot [P Admrinta beeCorlacthars Calsihhokdngras = -
Fmbn i Evddnefe e - - Aabe-mrsaThe Aumml bl LAy
JPLAMET 1] Deariokn
e o I zmsns
Frodleres
Tmbea RkinaRaens

To edit the withholding reasons for all specimen selected in the main window choose Data -

LbExport - @Withhold data... from the menu. A window will open as shown below, giving a
summary of all withholding reasons set for the selected specimen and related data.
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L withholding data = o~

Handing the datawithholding reasons for the selected data
. Number of published ewvents: 44 @ Mumber of blocked evenis: 3
Ml MNumber of published specimens: 53 @ MNumber of blocked specimens: ({1
&  Number of published agents: 42 @ Mumber of blocked agents: 0
&l images
@ Mumber of publshed senes images: 0 @ Mumber of blocked senes images: 0
8 Numberof published event images: 0 @ Mumber of blocked event images: 0
N Mumber of publshed specimen images: 2 &% Mumber of blocked specimen images: 0
B} Mumberof published collection images: 1 @ Mumber of blocked colection images; 0
il Mumber of specimen ||Embargo openend  stating: 2/25/2013 12:00:00 AM  Number of specimen: 1
NOTinan embaro | pargono begn _endng: 2/6/2014 12.00.00 AM_Number of specmen |

To edit the withholding reasons for certain entries choose the corresponding page where the
details are listed as shown below.

Handing the datawithholding reasons for the sslected data

Mumber of specimens without a withholding reason: 363

-

M-D000007 3
M-00000 2

M-0000013

M-D000013

M-D000020 -

Mew reason: @ wmﬂwtﬂﬂm] [#i Hﬂ{nuwwﬂi‘nﬂummﬁuﬂd}m]

Curent withholding reasens: & .. only to ssiected | |4 ...only irom selected |

To block all data enter a new reason for withholding the data and click on the @Add

withholding reason to all ... button or the ... only to selected button, if only the
selected entries should be blocked. To remove the withholding reason from all data sets click
on the ##Remove withholding reasons for all ... button or the #... only from selected
button, if only the selected entry should be published.

Data embargo

To mark data to be not published for a certain period you can define a laldata embargo and
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include the data in this data embargo.

Permissions for projects

The user's access to the data within the database is stored in the tables shown below. The

tables UserProxy and ProjectProxy are related to the Diversity Workbench modules
DiversityUsers and DiversityProjects respectively. See User administration for further details.

UserProxy

% [Loginkame
CombinedilameCache

ProjectProxy

ProjectUser

% |Loginkarme
7 |Projectio

% |ProjectID
Project

CollectionProject

% | CollectionSpecimenID
"7 |Projectn

N LogInsertedwhen
LogInsertedBy
LogUpdatedwhen
LogUpdatedBy
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Projects

Every CollectionSpecimen may be assigned to any number of projects. To assign a specimen
to a project click on the Clbutton. To remove it from a project select the project from the list
and click on the #button.

Projects

BShzchiefoall

[ | €

If there are projects, to which you have no access to, these will be listed in a separate list at
the top as shown below.

Frojects

&P
FungalDMabankcoll
b B ol

Wiorkzhop

B 5 Mlichfungicall

O X * |

To transfer all selected specimen into an additional project choose Data -> ’Transfer -> G
To project... from the menu. A window will open where you can select the project to which
the specimen should be added.

To remove all selected specimen from an additional project choose Data -> #Remove from
project... from the menu. A window will open where you can select the project from which
the specimen should be removed. The last project in which a specimen is placed can not be
removed.

The data is stored in the table CollectionProject.

Details of the projects within the DiversityWorkbench are stored in the database
DiversityProjects. To access further information on a project click on the fbutton. To edit
details in projects you require the application DiversityProjects.exe in your application
directory and access to the database DiversityProjects. To synchronize the projects listed in
DiversityProjects you may use the synchronize function in the user administration window as
shown below. If DiversityProjects is not available, you may create a new project by clicking
the Mibutton. If DiversityProjects is available, use the synchronize function

Synchronize with DiversityProjects '*.
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Synchronize and download projects in vour local databaze

Databagze;  DiversityProjects -

Praojects mizzing in databasze Diversitwbgents

[:i iGet Projects EI@

[T Blettaucal

BSkaddrezses
EI|:| BSk ol
: EI|:| ESMalgaecal

[ BSMdesmidel

ER (Sl = = % PO e pgy |

Start download .,L]]

The ER-chart below shows all tables with direct relations to the project tables. For more

details see the sections Analysis, Processing and Image description.

UserProxy ProjectUser
% LoginMame e | ¥ LoginMame
CombinediameCache ——— 33 | % ProjectlD
UserURI
AgentURI
Queries ProjectAnalysis
CurrentProjectID @ AnalysisID
RowGUID ———oG | P ProjectlD
Settings
ProjectProcessing
ProjectProxy % ProcessinglD
@ ProjectID - | [ w3 | F ProjectID
Project |E|
ImageDescriptionTemplate e CO"ECﬁDIlPI’DjECt
% CollectionSpecmenID
—————y | ¥ ProjectlD
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Login administration

To administrate the logins on the database server, their permissions and roles respectively as
well as access to projects choose Administration - Logins ... from the menu. A window will

open as shown below.

™| Login administration L[ E
BSM7\Administrator (| Login
BSM7\Alen 0 g ini —atanase Jof Lset Moimalions
S J Enabled ? Syztem administrator Diversitwigents
BSM 7 Bioehm
BEMF"'&hraethl - Divessitpfgents  »
BEM?'\ETEUHIQ Diversitudgerts & Mel It
BSM7\did DiversituAgents | '
BSMTheszer Diversitpdgents . 3 b2
BSk P falkenbern | Diversitwoents
BSM7\feher - Divessi ol o
_ =- DiversityCollection 3 Roles Projects | 5] Settings

BSM?"-.EIL.,IIE!DUH DiversityCollectio et m lLE] ks
BSMTHiwi - DiversityExsiccati :
BSM 7 AImageT ransfes DiversityE xsiccal
BSM 7K atta DivarsituE xsiccat
BEM?'\K_":'” D rverzityE xziccat ’
BSM7ALink - DiversityG azettee <
BSMPLokalerT ester s . - DiversityGazettes
L m ¢ DiversitGazettes ™

= ] m F
& X

all databases and tables together with the timespan (From - To) and the number of data sets
where any activity of the current login has been found.

% Statistics for the login Novozhilov | )
: DiversityCallection || DiversityCollection_Test I Diversity TaxonMames_Mywomycetes I Diive * | *
Table From To Mumber i
3 CaollectionAgent 2/26/2009 4:43 .. (117972010812 ... |4132
CollectionEvent 3272009 6:02 PM [ 11/9/2010 812 ... | 3145
CollectionEvertl... |2/26/2009 443 ... |11/9/2010 812 ... 10200 |
CollectionProject | 2/26/2009 443 .. | 117972010812 ... (4174 1
CollectionSpecim... | 2/26/2009 443 ... (11792010812 ... 4174
Identification 6/1/2009 1113 .. [11/9/2010 812 ... | 3208
IdentificationlUnit | 2/26/2009 443 .. | 11/9/2010812 ... (4174
IdentificationUnitl... | 2/26/2009 443 .. | 11792010812 ... (4172 -

To create a new login click on the &1button. A window will open as shown below.
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A Create new login EI@

Create a new login

@ SOL-Server authentication

Laair: |

Pazzword:

Informationz about the uzer az stored in Diversitpdgents

Databaze:  Diversitpigents -

I e

Fram databaze: |

Cancel | | ak |

Here you can enter the name of the new login, the password and the information about the
user which will be stored in a DiversityAgents database. You may either create a new entry in
this database or select an existing one: Click on the *button to search for a name in the

database (see below).

] Create new login E'@

Create a new login

-

e

@ SOL-Server authentication

Laogin:  Traizer
—

Fazsword:

EEREIP IR

Informations: about the user az stored in Diversitpbgents

Database:  Diversitpdgents -
I e
@ From databaze: w |Traizer, C. |i§ ?

Cancel | | ] |

To edit the access for a login on the server select the login in the list. If a login should be

Page 190



disabled L’?&, uncheck the enabled checkbox (see below).

&, [[] Enabled

All databases on the server will be listed with the current database showing a yellow
background. The databases where the login has will be listed in while the
databases accessible for a login are black.

= [Z!iversityﬁgents

= D_iversity[:ullec:tiun
i DiversityCollection Training
= D_iversityE xsiccatae

= D_iversityE azetteer

To allow the access to a database select the database from the list and choose database as
shown below.

& @ Motindatabaze @ In database

Use the > and < buttons to add or remove roles for the login in the database (see below).

:?‘ Folesz |

Auailable [aranted

Diversiteswork benchd dminis Diversibytaorkbenchl ser
Dhiversityork benchE ditar
i W' ork benchll zer

wh_funchions

Depending on the database you can edit the list of projects accessible for a login (see below).
Projects are related to the module DiversityProjects. To get additional information about a

project select it in the the list and click on the “%button.

Mo access Acceszble

S PGcoll BSMaddreszes
BSMecollectors

GLMaddrezzes - =
B collectors Diverzitworkbench | £ |
|IEFagents bl

IndE «=E ditors 57

Orderby: () ID @ MName

|BSMaddresses ifl

’ Load projects fram DiversityProjects lLJ]

Starting with database version 02.05.35 next to the projects with full access, a second list
provides projects with Read Only access (see image below). Use the .aand wbuttons to
move projects between Accessible and Read Only.
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Mo access

Accessible
- BSMgrossebrcoll -
API M BSMiichfungicoll
APlplartnames — BSMmyzacall
BechkCall BSMneubert =
BiblioRara BSPGeoll
BIOTAlichencoll MBeuoll i
BIOTAlichendescr i
BIOTAlicheneco Read Cnly =] =)
BIOTAlichenmaon E"DT.F\
EIEHEIJW" - GBOL

To load additional projects click on the Load projects lubutton. A window will open as shown
below. Projects already in the database will be listed in green, missing projects in red (see

below). Check all projects you need in your database and click the Start download “button.

I

[:i Get Projects

Databaze:  DiversityProjects

Synchronize and download projects in vour local database

Projects mizzing in databaze Diversitwbgents

-

=N [R5

-

~[T] Blettaucal
- [¥]BSMaddresses
-] BSMeal
: EI |:| BSMalgaecall
¢ D] BSMdesmideal

[l D Chdoimivnmimelmnl

Start download .,L]]

Depending on the database you

| b HD|ESI I:I F'ru:uieu:ts| [ Settings |

can edit the settings of a login as shown below.

Edit the zettings for the user - .

Search template

EI DI\-‘E[SIt_'.-'MDbﬂE
i b MatenalCategonies: specimen
i e TawonomicGroups: fish
=- GBOL
B- DiverzityT amoni ames
T aronomicGroup; ingect

[ |

T asonomicGroups:
fizh

If you wish to use settings already defined for another login, click on the Search template
button. A window (see below) will open where you can choose among the settings defined for

logins in the database.
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Select XML template

(=& |meSa)

alex

B S 7\Reichert
|:||:||:|

robe
TestEditar

=~ Settings

EI D_iversit_l,lM ahile

Ié_l--GBEIL

-

&

b atenalCategaones: tizzue samplelfozsil shelltrac
T aronomicroups: fighlbird

Driverzity T axoni ames
i T awonomicGroup: ingect
i Degoniption: Heteroptera names for GBOL -

4

m [ b

Cancel

-
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Security

A user may be in 8 groups with diverse rights in the database. Here certain higher groups have
all rights of lower groups in addition to special rights for the higher group, e.g. the group User
may only read data of certain tables while Typist has the rights of User and additionally may
edit the data in certain tables - see overview below.

Summarized overview of the group permissions

Role Permissions in addition to lower role and user group respectively Included rights
ﬁ;jmmlstrat Delete data, edit user permissions DataManager
CollectionM dmini . f collecti handling | S M
anager Administration of collections, handling loans etc. torageManager
eDrataManag Delete data, edit image descripton templates Editor

Editor Create new entries and delete details (not entire data sets) Typist
Requester Has the right to place requests for specimen

E’;(;t:rgeMa Administration of stored parts, handling loans etc. User

Typist Edit data User

User See the data of the data tables, add annotations

If you are an Administrator you may add a user to one of these groups.

Any user may have access to several projects.

Page 194



Collection management

Collections are managed by fcollection managers (see Administration -> Transaction
management -> Collection managers ... in the menu), who organize the "@transfer of

specimen between collections and track the exchange balances 0 o Any transfer "%Elof
specimen is organized via transactions (see Administration -> Transaction management

-> Transaction ... in the menu). To be able to place a request Wpfor specimen from a
collection you must be in the group of & requesters (see Administration -> Transaction
management -> Loan requesters ... in the menu) for the requested collection and a
collection manager for the requesting collection. An overview is given in the image below.

-

f o ding request ”

| :
Collection ’r%nnaannage-rﬁt
manar er - 2 Requester
"ﬁr Sending Io» 9

4

Inventary

Exchange halance
with other collections
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Collection

The organisms in a specimen can be stored in several collections. To see the place where a

specimen or parts of it are stored use the lower tree and click on the Eicon to select the
display according to the collections as shown below.

= Botanizche Stastzzammiung Muncher (k)
= t-Fungi
=14 Trichia persimilis P.Karst.
I Trichia persimiliz P K.arst.
=-[Z] Trichia persimiliz P.Karst.
I Trichia persimiliz P K.arst.

In the tree shown above select the collection Ellto display the data fields as shown below.

Collection
Marme: |
Acronyr: | M

Contack  |Botanische Staatzzammiung Mi.jnchen|%

[ezcrpt: | Botanizche Staatzzammlung Minchen

Location:

Owrer | Botanizche Staatszammlung Miinchen

To be able to edit the details of a collection, you must be a collection manager of said
collection. The restrictions for the access for editing the collections are defined in the
CollectionManager section.

At the base of the fields you find the default collection, used for the creation of new
specimen parts. Specimen parts that are not created as a part of another part will be placed
in this collection. Use the #button to edit this entry.

Drefault collection for new specimen parts
B - b-Algae - Diatom collection of F.J \weinzierl - Dried vouchers - Box 2

Administration of the collections

If you need further information about a collection click on the Elbutton or choose
Administration - Collections... from the menu to open the window for the collection
administration (this menu entry is only available for collection managers). This will open a
window (see below) where you can edit the collections used in your database for which you
are a collection manager.
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Collection

B OB X =) | .Dnllectlun
Query rezults 1 - 87 =M D
M F M-Algae >
M-tigae M-Bryophytes
M-Bryophiytes M-Fungi
M-Lichens
-Lichens i M- azcularPlants
MEB W
ondes by: | [ v| Mame: | M-Fungi |
(] (PI®J(=]  contact [Trebel Dagma 1= X))
Query conditions Dezcnphon: |
Colechion
Mame = ~
Acrorgm v % | |
Description = = | Location: |
Location ~ Owner: Botarzche Staatzzammiung Minchen
Contact - = .
Dizplay arder: |3

Specimen placed in the collections

The specimens stored in a selected collection are listed in the specimen list. You can hide /

show this list using the ET/ button. The specimen list will appear as shown below. Click on
the collection in the tree view to fill the list and see the specimen that contain parts which
are placed in the current collection. To transfer the parts of certain specimen from the

current collection to another collection, choose them in the list and click on the ’button. To
change to a specimen from this list click on the #button.

Specimen
ZFME-TIS-10175 -
ZFME-TIS-10176 D

ZFME-TIS-10172
ZFMK-TI5-10134
ZFME-TI5-10187
ZFMK-TIS-10129
ZFMK-TI5-10130
ZFME-TI5-10192
ZFMK-TIS-10193

ZFMK-TIS-10195
ZFMK-TIS-10198
ZFMK-TIS-10201
ZFMK-TIS-10204
ZFMK-TIS-10207
ZFMK-TIS-10209
ZFMK-TIS-10210
ZFMK-TIS-10212
ZFMK-TIS-10213
ZFMK-TIS-10215
ZFMK-TIS-10218
ZFMK-TIS-10221
ZFMK-TIS-10224

ZFME-TIS-10227
ZFME-TI5-10229
ZFMK-TI5-10230

ZFMK-TIS-10232
ZFMK-TI5-10233 =

FCORALS TIC AnynCc

# B

Creating new collections
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To create a new collection use the Clbutton either above the Query results or the Clbotton
right of the hierarchy, where the new collection will be placed underneath the collection

selected in the hierarchy. To copy a collection either use the B2ibutton or the E@button. The
latter will copy the collection including all child collections. To set the superior collection, use

the t=button.
Images

To show the images related to a collection, click on the Elbutton. This will open the area for
the images as shown below. Use the [land #<buttons to add or delete images of your
collection. For further details about handling images see chapter Images.

Select a collection

Type: I

Withhold .reason:

— = Motes:

4012 hitp:/Awww2 hu-berir

IE‘ @@@E,Ma.l‘ﬂﬂ:

To view the history of a dataset, click on the Abutton. A window with the history will open.
For more details see chapter History.

For details about handling data see the Data section. Data of the collections is stored in the
table Collection.
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Collection manager

Collection managers are users with the right to edit the transactions for a collection, including
loan, purchase, inventary etc. To administrate the collection managers you must be in the

administrator group. Choose - Administration - Collection managers Lﬁ'!\from the menu to
open the editing window for the collection managers as shown below.

I

-

F? Administation of collection Friahagers E'@

Collections adminiztrated by a

Collection managers collection manager Collections
Beckindreas | N -
Lyzzenko, Anna [Minchen) bd-Algas 7 T
TestAdmin bd-Fungi 1355 || =
Testh anager -Lichens A1
wieizz, Markus [Minchen] b azcularPlants o2
A
[>])a3
an K.okabi verliehen
o

Use the < and > buttons to edit the list of the collections for which the selected collection
manager can create and edit transactions.

For details about handling the collections see the Transaction section. Data of the collection
managers is stored in the table CollectionManager.
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Collection user

The access of users to collections can be restricted. To edit the collection list for a user

choose - Administration - Collection users ... Laﬁ.':from the menu. A window will open, where
you can add or remove collections a user has access to as shown below. The access includes
all subordinate collections. This means adding a collection to the list a user has access to also
grants the user access to the subcollections as defined in the hierachy of the collection. In
the example shown below the second entry is not necessary as it is already included in the

first entry.

-
E Administration of the collections a user has access to

Callections accessible by a uzer [inclsdng al
subordinate colechions)

Schubeikonstanze . b | M-Elgas

Sebek, Ingnd (M iinche b | bd-Algae | Distom collection of F.J W einze
Sl Z5M

Tenoe, M

T estidimity

TestD atah -:mail:r

TestM anager -
TestStoragebdanages
Test Typist

Testllze -

HE

EE

[B A

E=RECR =)

Colection:

E | B-Lichens

BOLD

BA

BR

ER | BR-Mannesrga-Bemekamp

BSPG

BSPG | BSPG-Hauptsammbing

BSPG | BSPG-Hauptzammiung | Faum 204

BSPG | BSPG-Hauptsammiung | Baum 204 | Schrar
BSPG | BSPG-Hauptzammibung | Raum 204 | Schrar =

Use the < and > buttons to edit the list of the collections for which the selected user has

access to.

If a user has no collections in the list, all collections are available for this user.

A collection manager has access to the collections he is allowed to manage as well as those in

the list as a collection user.

Data of the collections is stored in the table CollectionUser.
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Collection requester

Collection requesters are users with the right to place requests for loans in other collections.
To edit collection requesters you must be a collection manager for the requested collection.
Choose - Administration - % Collection requesters from the menu to open the editing
window for collection requesters as shown below. The list on the left contains all users that
are in the group Collection requesters. See UserAdministration for further details. Select a user
in this list to edit the accessible collections for this requester.

@

& Administration of loan requester

Caollection requesters Calectons open for requests Calections
Mavozhilay, Yura (St Petersbiag WM ] Hesb. Fambald
Fiambold. Gerhard [B ayreuth) i

Schritthes, Maitin [Gresf swald) M-Fungi
W4 ascularPlants

5.-'-‘-.F'h-1

Inchude subcollechons
- H L)
= Miblgae
= ‘WerzierdColl
= Diried vouchers I

Use the < and > buttons to edit the list of the collections for which the selected requester
can place a request. If the option Include subcollections is choosen, the requester can send
requests for all subcollections of a collection. Otherwise the requests can only be sent for the
collections in the list. The subcollections are shown in the hierarchy below the list.

For details about handling the collections see the Transaction section. Data of the collection
requesters is stored in the table CollectionReguester.
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Transactions - Request %:%

To enter a request for a loan you need to be in the user group or a
DiversityCollectionRequester (see UserAdministration for further details). This is done by the
CollectionManagers for their collections. To enable a user to place requests choose
Administration - “.Loan requesters ... from the menu. A window will open as shown below.

=

& Administration of loan requester

Caollection requesters Calectons open for requests Calections

Mavozhilay, Yura (St Petersbiag WM ] Hesb. Fambald
Rambold, Gerhaid [B aweuth)
Schrittes, Martin [Gred sweald) M-Fungi

M ascularPlants

5.-5Fh-1

Inchude subcolechons

M ~
= M-Algae
= ‘WerzierdColl
= Dried vouchars w

As a CollectionManager you may give requesters access to the collections you manage. Click
on the < or > buttons to add or remove collections from the list for which a user may place a
request. If the option Include subcollections is choosen, a user is able to request specimens
stored in subcollections of the administrating collection. To give you an overview of the
subcollections the hierarchy of the collection is shown in the tree below the list.

If you are a CollectionManager and there are requests for your collections, the administration

menu will contain a *#Loan requests ... entry. Choose it in order to open a window listing
the requests for specimen in your collections.

If you have entered a request for specimen in a foreign collection, the administration menu will

contain a "F‘I»My requests... entry. To inspect your request choose this entry from the menu
to open a window as shown below. The window will show your requests and loans from foreign
collections.

-:‘p Request

I

| ] » .Specimfmcun |oan

| 2= ¢ M-0024405 - 5

= | |M-0024404 - specimen
= J M-001 3568 - specimen
M-0025188 - specimen

Spacimen raturned

b0 4206 - spe
4-0014237 - specimen
M-0014004 - specimen

To enter a new request click on the Clbutton. Use the #button to search for specimen in the
collection and the #button to remove unwanted specimen from your list.
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Transactions

Prerequisites

The transfer of a specimen between collections is handled with transactions. There are two
prerequisites to use transactions in DiversityCollection. You are required to be in the user
group or a CollectionManager (see UserAdministration) and the collections in which you have
the right to handle transactions must have been assigned to you is shown in the
CollectionManagers section.

Visibility of transactions

A specimen may be involved in diverse transactions between collections like loan, purchase,
gift or exchange. The transactions are shown in the tree for the parts of a specimen and

symbolized with a ‘&ICOI’] For specimens which are still on loan a Jﬂlcon is shown while a
returned loan is symbolized with a f&lcon (see image below). A data embargo will be

symbolized with a #icon. If there are older accession numbers linked to a specimen involved
in a transaction, these numbers can be documented together with the entry of the
transaction of the respective part of the specimen.

= Botanizche Staatssammlung Munchen 1]
= b-Fungi
—-=0 Arthrocladiella mougeotii
j’& 14.171.2007: Loan to B, Hein - 2007
=& Arthrocladiella mougeotii [Lév.] Yaszilkoy
WA 28.03.2008: Loan to D. Magel
= Botanizcher Garten und Botanisches Museurn BerlinD ahlemn (B8]
= _;ﬁ; Arthrocladiella mougeotii [Lév.] Yassilkov
@ Exchange with B

If you are a CollectionManager, you may take a look at the details of a transaction. Select the

specimen part in the tree and click on the '»%button which will be shown in the details next to
the name of the transaction. This will open the window for the transactions as described
below.

Tranzaction \a
BSMlundellcoll Geschenk, H. GroRe-Brauckmann, Seeheim L

To edit the transactions choose Administration - Transactions from the menu. A window
will open as shown below. In the tree at the top the relations between the transactions are
shown. To create a transaction dependent on another transaction choose the superior
transaction in the tree and click on the Clbutton in the panel right of the tree. With the
button you may create a copy of a transaction. To delete a specimen from the list click on

the #button. To transfer all selected specimen in an existing transaction choose Data -> »
Transfer -> '@To transaction... from the menu and choose the transaction where the
specimen with all their parts should be included. In two following dialogs you may restrict the

transfered parts to a certain collection or material category. The data for the transactions is
stored in the tables Transaction and CollectionSpeci menTransaction.

To view the history of a data set click on the Ibutton. A window with the history will open.
For more details see the section History.

Data entry v

On this page you may edit the data of a transaction. Every transaction is linked to an
administrating collection (symbolized by the key ¥) and can be edited exclusively by
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CollectionManagers of this collection. To appoint managers choose Administration -
Managers from the menu.

o
¥_ Administration of transactions

HB-D&Xa | Laan to B. Hein o I =)
Dloeny resdis 190 Tranzacion
Loan SHE s = Loan to B. Hein M
Loonto 8. Hem | 200
Laoan to Barcekns 2004 Eﬂ
Lasniba D, Magel 3005
I srmrpaten aus Costa Rica 0 o at
Tyroentpcaten s s ceen Bbssnd -
Fvenimpcsien aus Fussiand, Hi
Purchase from Barced ora |
Request to Barcelona & Dataenlry | 8 - = i P & - . " g =
Rese st b Eiaresiana ety | W Sending | W Confimation | M Remindes | g Pantisl iehun | My Retuin| 48 Piinting, epacimen it | 3 Documants
e IR o o i fa !
Cobmstms 44 A8 PR AT Title: |Loan ta B. Hein Ll
crder bt | Trarachr] b Waneiinl: | spacimen % Materiak de=serphior: |Fleckian wd Moose aue dai Tuake
(] (TIn)® =] s
Duery conditions collect..
neacl
S PR Lo colection Loan Mr; Loan partner
e Frc |MFungi s 455 v =
Tz = = i . o/ | (g
i S = To: |B ~|= [t ] |He1n_ Evrghiaid, D, |_ il[ll
Erd = = | - Begin; | 2310 2007 |v Units; |3 Categ: | KneFlecht=n w
Cormceal B =l End: | Z300.2003 W Aclend: el nvesligalon | H. Meer
Moles = = |:L'1III1I:I'I|..
Faom E P
Humbes = | E— Irt. motes:
Patrem - L
Calleelion b Fiespons.: |8 | I .
W

The transactions can be organized in a hierarchy as shown in the image above, if e.g. you
wish to keep together all loans to a certain institution. To create a transaction of an inferior
transaction choose the superior transaction in the tree and click on the Clbutton in the panel
at the right side of the tree. To create of copy of a transaction, use the Babutton and the
button to delete it.

Depending on the type of the transaction additional tab pages will appear for creating
documents.

Tabs Transaction
types
Borro Exch .
Data entry Loan W ange Gift Purchase Request Inventory  Embargo
Exch
Sending Loan \I,3Vorro ange Gift Purchase
. . Exch
Confirmati Loan Borro ange Gift Purchase  Request
on w
Exch
Reminder Loan \I,3Vorro ange Gift Purchase
Partial Loan Borro
return w
Return Loan Borro
w
I Borro Exch .
Printing Loan W ange Gift Purchase Request Inventory
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Exch

W Loan \I?Vorro ange Gift Purchase Request Inventory
Exch
Balance ange

Common notes

On the tab pages for generating documents you need to specify a xml-schema for your
document. Click on the ‘Zdbutton to choose one of the predefined schemas or create your
own. To edit the schema files (*.xslt) you may use a text editor or software like e.g. EditiX. If
you do not specify a schema for your form (i.e. the field for the path of the schema is empty
- see below), you will see the XML output created by the database as shown below.

¥ Transaction

B OB > R | laresclin
AT = Loam to B, Hen 3
Quezip emnidey 1-4 2004 Eg
2005 2 i - {
A6 W Date e | W ewing W Corfimation| W Reminder | Vg Patisd et | 8 Retun| & Pritig. | Docuents
BENEromsstrcol =
BSkursasbrool Gaschank, H, cron™| || Schena =A=R- 1" ¥ |
e by Trarsecion ¥ Fesncd o collecion M-Furg E E Raaingd 1o matedis] spaanay E = EJ | - |
(7] T=]=] A
W03
Domip cordions <?xml version="1.0" encodng="utf- 1&" 2= WD 3507
e " - =Transaction: W01 3578
Nama = = chates5. Mow. 2007 </Date =
Bagn + = |v =ParentTransacbonlD=30-=/ParentTransactionll:=
|- =TranssctionTypedoan </ TransactionType=
End W r =
_ ot . cTranzactionTitle = 2004 </ TransactionTitles
- “FlepartingCategory=Hryf Flechten < ReportingCategary
Moms - = sadministratingCollactioniD >3 </ AdministratingCollectoniD =
Fiom cMaterialbescription >Mal. Descriplion .. </MaledalDescriplion >
Humbsr = - =MaterialCategory =spedmen-y/MatanalCategory =
aiumbariafinits =3 < HumbarafUnits » "
Patnzr = — - ~ - = Py -
W

To choose a schema click on the ‘Zbutton and select a schema from the list.
DiversityCollection contains several ready to use schemas in the folder Transaction -
Schemas.

8 C:\Daten\Diversit yWorkbench 2.01Release\DiversityCollection\ Transaction\Schemas

Datei  Bearbeiten  Arsicht  Baworibenm Extras 7 },'
@ Zurick = () I_’_‘ - Suchen | [{= Ordner il
Adregse |-:J C:\DateniDiversity\Warkbench 2, 0iReleass\DiversibyColection Transaction|Schemas w Weschsain zu
Ordner » Nama e =
= |2 Release ~ o Balance, sl Z3KEB  #5L Transform
) 20061120 A Confirmation. sk 10KE %50 Transform
=) AfricanTypes 2 Confirmation_DE . xslt 9KB  ¥SL Transform
03 Diversityfgents 2 Cover.xsit Z3KE  ¥5L Transform
= ) DiversityColkection (2t Inverkary. xek FKE 45L Transform
E ) alt _;lJLl:lan.xslt 1 KB %5L Transform
# [ LabePrinting 2 Overview sk Z3KB  ¥SL Transform
|2 LabelSchemataFuerProjekte ' PartisReturn, xek 14KB X3l Transform
= 3 Transaction _;I]Rarrn:iar.xslt 14KE #5L Transform
= ' Return.xsk 13KE B3l Transform =
! 3 e | : .
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Feel free to change these schemas according to your own needs (editors are available e.g.
from http://www.altova.com/). Choose the schema you need and click on the Elbutton to
create a document. To print the document use the Sbutton. To store the current document

for later reference in Documents click on the Ebutton. An example for a document is shown
below.

Y Adminietration of transactions

B o [ E X | | 2005 io: 12 =
Quenresadiz 1-10 Tan sachion

AT = Loan to B. Hein C
2004 a0z

2005 - Lt
2008 =

2008 %E x
2008

Loan & 8. Hain

Loan fo S celona
Loan ta . Nage

| Tranedcsan R [latail W Serdding B Cosfimation | W, Feminde Mg Pasaliehan| B Retwn | 0 Saved documests
oidst g | Tharesachon 5 Sobymmar LN abert Deveesl e orkberch 2 D8 aly Colechord bent Dieba gb, Tiansachony Scke | H &‘ H | ﬂ
Y ENE
v (= (= Frestica b cnlbection M-Furgi [ B Restic! 1o malanid spacmen [ =) w
[y corcitinns [ _
Trarescton FY - AT
. Pt LN 07 - snacamen
Hame = Botanische Staatssammiung Munchen ST AT - specimen
Type ~ « BEX w M-001357T - spacimen
. Menginger Sir. 67 S0638 Monchen GERNARY Phong: 0E
Bsgn =~ = bl Fax: i
End -~ = W E-mait IrebaiGi
Commenl = *
Mo =~
i HotanbBohe Siaatssammiung Minchen, Menzinger Str 67
20638 Minchen GEANANY
Number = ~
Pailngi = ~ Or. Burghard Hein
Colaction w Botan. Garten u. Botan. Museum Berdin-Crahbam
T Fraie Universitat Barlin
Kansgin-_uisa-Sirala §-8
Lilacion W
Mumbar * ™ 0 - 14191 Beadin 3
Failnm = = | b3 *> |

The specimens will be listed with their accession number, an optional label of the part and the
material category to ensure discrimination in case a specimen contains more than one part
(see image below).

k4-00713601 -
k-0025183 - zpecimen

T

[BQE|qNSHES

Jagquinpuoissacy’
foBayeneuaEw

If a transaction entry has no address or transaction partner linked to an entry in the module
DiversityAgents, where addresses are stored, the program will try to find an address in one of
the superior transactions from the transaction partners found there. If no address exists in
these transactions, the program will try to get an address from the collections. Therefore, a
transaction partner linked to DiversityAgents is only necessary if either there are no addresses
for the collections or you wish to use a different address. The search path as described is
summarized in the image below.

Page 206


http://www.altova.com/
http://www.altova.com/

Address

Check addressesresp. .
: Hein, Burghard, Dr, |22
partners of transaction [Hein, Burghard. Dr. |55

Address found

No address found

&

Loan to B. Hein

Check superior 2003
204 |Hein, Burghard, Dir. |'_,—

transactions for
addresses ;ggg Address found

&

Mo address found

&

Check collection = Buotanizche Staatzzammiung - -
= Mg |Hem, Burghard, Dr. |_,—

foraddress
Address found

&

No address found
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Transactions - Sending %

In the sending tab page of the transaction window you can create the covering note for a
sent sample. To choose a schema click on the ‘Zbutton and select a schema from the list.
DiversityCollection contains several ready to use schemas in the folder Transaction -
Schemas.

To add a specimen to the list, you can use a mbarcode scanner. The code detected by the
scanner will be displayed in the field behind the MSymboI and entered in the list below. If no
scanner or barcode is available, use the combobox underneath, enter the first letters of the
accession number of the specimen and select your specimen from the drop down list. In case
your scanner is reading only parts of the barcode try to adjust the timer intervall - click on

the Fubutton to open a window as shown below.

Timer intervall |Z| |E| E|

Fleaze give a walue for the timer intervall of the zcanner in
millizeconds

| 300_ |

To restrict the selection of the specimens and parts of the specimens, you can check the
Restrict to collection ... and Restrict to material ... options. To remove a specimen from
the list, use the #button under the specimen list. If you want to see the details of a
specimen, choose it in the list and click on the #button. Click on the Elbutton to create the
document as shown below.

Y Administration of transactions

w3 [ By - 2005 i [32 ]
H < [ B X | | 32 2

Quen resadiz 110 Tan sachon

EEN - Lo to B Hein o

2004 e e

2005 004 H

2008 c

2008 oLl *

2008 ENE

Loan ta 3. Hain

Loan fo S celona
Loan ta . Nage

| TrareLo6n 8 Dot | W Sending | G Cosimation| W Femindee | g Pasialvetar | 8 Frovwn | 3 Saved documees
oidet By | Thresachon Lo Sobmmar LA\ abert Drveral ok beract 2 0ADveeiaty Colecliortben Debgh, T ransactions Scha | r: & ﬂ | ﬂ
[¥] [ =] (=] Fiestrica b coallection M-Fungi & Restric! 1o maleidl spacimen [ 23 hd
[ty conciinns
Transaction -
: i (RN - eanen
fame Botanische Staatssammiung Minchen ST - specimen
Type = = E a MO0135TT - moscmen
. MERZInger Sir 67 50633 Mincren GEAMAKRY Phane: DE
Bsgn =~ = i Fax: 08
End = = w E-mail Irabai
Commenl =~ ™
Ml = ™
- Holanbche Siaatssammiung Manchen, Mengingsr Sir. 67
G083 Minchen GEANANY
FMumber = ™
Pailngi = = Cr. Burghard Hein
Colection v Botan. Garten u. Botan. Museum Bedin-Dahbam
o Fraie Uniwersitat Barlin
Kansgin-_uisa-Stralla §-8
Cadachinn W
Mumbar = ~ 0 - 14191 Bedlin 2
Failnm = ~ b > ]
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Transactions - Confirmation %

On this page you may create an inquiry letter for a package sent, e.qg. if a parcel was sent to
a loan taker and no confirmation that the parcel reached its destination was returned so far.

With the ‘Zdbutton choose the schema you need. Click on the (Ebutton to create a document.
To print the document use the Sbutton. To store the current document for later reference in

Documents click on the Ebutton.

S Diota ol | W Sending | p Conlimetion [, Reminder| Mg Patial istuin| W Retun| S Priing| (0 Documents
Schema: | C:ADaben\Diversitpd oikbanch 2 0'\DrisansitpColkecton’ bint Debugh T iarsactiont S chema shConfimat or sl

Botanische Staatssammlung Miinchen M

Menznger Str. 67 BOE3E Wunchen GERNANRY Phone- DBS 1FBET 265
FAM- DBS 17851 133
E-mait officed@bem.men de

Sotantache Stastesammiung MOnchen, Menzinger Sir. 67
50633 Minchen GERMANY

Dr. Burghard Hein

Delan. Garten u. Botan. Museum Gedin-Uahlam
Freie Universitad Badin

H.onigan-Luise-Strate §-8

D - 14151 Bedin

Munchan, 13. Nav. 2007

The Botamsche Staalssammlung Manchen sent you as a loan the hefranum sgecimen(s) specdied in the
=i attachad

Spacinen

M-0013570 - speci
H-O013571 - zpeci
MM 572 - 2
W00 3573
10013574 -
1-001:3575 -
14-001:3576 -
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Transactions - Reminder %

If a loan is due to return or a loan taker did not meet the deadline, you may create a prompt
note here.

With the ‘Zdbutton choose the schema you need. Click on the (Ebutton to create a document.
To print the document use the Sbutton. To store the current document for later reference in
Documents click on the lbutton.

In the upper right list the missing specimen and at the lower right list the returned specimen
are listed.

% Dizte eriy | Wi Sercding| & Confimation B Femids Mg Partialretur | W Flehun | o Prirting | 3 Documents
Schema | C\Dalen’\Decerstvenikbench 200 Relaaset\ Dy Collection T iansac on\S chemas\Senimda. sl 3 [£ & HI
A Specimen onloan
. . WO 571 - speri
Botanische Staatssammiung Minchen M Mmz.,w-ﬂn
M-O0N 3573 - specimen
Menzinger Sir 57 B0538 Winchen GERNARY Fhone: 085 17351 255 M-O3574 - specimen
Fasl 0Bs 178s1 183 M- 3575 - specimen
E-mai offics@bsm mwn de M-I013575 - specizmen
Bolnieche Ssapteaammiung Minchen, Nenzinger Sir 67
BOE3S Manchen GERMANY
Dir. Burghard Hain
Baten. Garten u. Botan. Museum Bedin-Dahlam
Fraie Universitit Berin
Eanigan-Luse-Strale 5-5
O - 14191 Bedin
Munchen, 14. Mov. 2007
The Botenische Staatssammlung Manchen is scknoadadging herewith tha return (complste return) of the
herarum specimen(s) { 7 fungi ] sent on loan to your institution. The spacimans armved in good ordar.
Murnber of specimens returnaed:
1 =8 & fntal -
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Transactions - Partial Return %

If parts of a loan were returned, create a letter of acknowledgment here.

With the ‘Zdbutton choose the schema you need. Click on the (Ebutton to create a document.
To print the document use the Sbutton. To store the current document for later reference in
Documents click on the [button.

%2 Details | Vi Sendng | W Comfimation | W, Reminder | W Partial retum | Wy Retum | T, Saved documents |

Date: 0E09.2011 =  Schema: C:\Daten'Subversion'trunk DiversityColection'bin'\Debug' Trar "2 E&ER r:.

D-0280& Goritz GERMANY -

Prof. Dr. Marco Thines

Biodwersitat und Klima Forschungszentrum
Senkenberg

Senckenberganlage 25 u

D - 60325 Frankfurt am Main

The is acknowledging herewith the retumn (complete retum) of the herbarium specimen(:
loan to your institubion. The specimens armved in good order

Mumber of specimens returmned

5 as a total
3 by latest partial shipment
Mumber of still cutstanding specimens: 5519

4 (L] [ 2

Specimen on loan

GLIW-FO24TED - harbarium she
GLM-FO26208 - herbarium she
GLM-FD34503 - herbarium she
GLM-FO37978 - herbanum she
GLM-FI33424 - harbariom she
GLM-FO38574 - herbanium she
GLM-FI40128 - herbarium she
GLM-FIL4E73 - heanium she
GLM-FO4E421 - herbarium she ~

Sentsp, ¥ A # =

GLM-FI 7281 - harbarium shests
GLM-FIN 7286 - herbarium sheets
GLM-F0N 7283 - herbarium sheets

Retumed spacimen

GLM-FO13883 - herbarium sheets

You have two options to enter returned specimen. Use the .aand wbuttons respectively to
move items between the lists or use a barcode scanner Fui. Move the mouse cursor into the
field for barcode detection and scan the barcode. The specimen will be automatically inserted
into the list for the returned specimen. In case your scanner is reading only parts of the
barcode try to ajust the timer intervall. Click on the Fibutton to open a window as shown
below. Here you may set the interval to a value which is compatible with your scanner. If you
wish to see the details of a specimen, choose it in the list and click on the #button.

Timer intervall Z E'E'

Fleaze give a value for the timer intervall of the scanner in
millizeconds

300_ |
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Transactions - Return %

If a loan is returned, you may create a letter of acknowledgment here. With the ‘Zbutton

choose the schema you need. If all specimen were returned, click on the ¥ button. This will
include all remaining specimen into the list of the returned specimens. With the date field you
may define a different date as start, if e.g. you started to register the returned specimen

several days earlier. Click on the Elbutton to create a document. To print the document use

the &button. To store the current document for later reference in Documents click on the &
button.

&% Details | ui Sendng | * Confimation | \% Rmmdu'| gy Partial retum " Retum 1 Saved documents
Schema; ChDaten'Subversion ruri DiverstyCollection’bin'\Debug\ Transaction Schemas'\Retum Retum xsk =HER—2"

Specimen on loan
1

Botanische Staatssammiung Miunchen

Sentsp. T =]
M-D25181 - dried apecime
Loan no. : 4 specimen(s) [ 4 lichens ] M-0102911 - ded specimen
M-0025181 Absconditella trivialis M0011262 - cried specimen
) M-D023652 - dried specimen
M-0102911 Dimerella dilucida
M-0023652 Pachyphiale himalayensis = Rstumed specimen
M-0013262

To transfer the items from the Specimen on loan list to the Sent specimen list click on the

wbutton. After all documents are generated and saved, click on the Ebutton above the Sent
specimen list to enter the changes into the database.

Page 212



Transactions - Printing / Inventory <

In addition to special pages for creating letters along with a loan, this page provides the
possibility to print cover letters, inventories etc. You may restrict the selected specimen to
the current collection, include subcollections or all related collections - simply activate the

corresponding checkboxes.

To add a specimen to the list you may either use the combobox or a barcode scanner. To use
the barcode scanner move your mouse cursor into the pink field on the right of the scanner.

In case your scanner is reading only parts of the barcode, try to adjust the timer intervall.

Click on the Fubutton to open a window where you may set the timer intervall to a different

value. To remove a specimen from the list select it and click on the #button.

With the ‘Tbutton choose the schema you need. Click on the Elbutton to create a preview of
the document. To print the document use the &hbutton. To store the current document for

later reference in Documents click on the Ebutton.

S8 Data sy | S8 Frinting | T Documerts

] Irciude subcclechons [ Iredueds el elated colectiors Mumner of spacimer; (152

Botanische Staatssammiung Miinchen
rugegangan am: 1o Jan. 2007
462 KryiFungi: The Fungal Collaction of Seth Lundell

Geschenk

Inv.-Nr.. 8809
Zugang: Kry/Fungi: 452 Belege - The Fungal Collection of Seth Lundell

Geber: Helga Grosse-Brauckmann, Seeheim

Geschenk

Fulige cinarea (Schwain.) Margan P-014 0301

Albatrellus crisgtatus (Schaeff ) Kol & Pouzar M-0140302
Amylocystis lapponicus (Romell) Bondarisev & Singer ex Singer M-0140303 - M-0140304

Sohemafile | CDalertDmsalbsfokbere 2080 eeratColkecioetbin'\Debugh Trarsachaon' S chem e rmeenlone sl = | r-_ E n ﬂ',
-

3

~

Specmen

kA0 -
M- 40305 -
W-0140E05 -

W01 4007

k040208 -
k-0 40203 -
-0 A00 -
W-0140317 -
WM-0140212 -

W-0140E13

W40 .
W4
W-narns -
W40 7 -
H-O1 400018 -

W-0140E13
L]

040321 -
-0 A0z -
M40 -
W-07140024 -
W01 40325 -

M40325

-0 40E27 -
b0 A3z -
W04 -
W-071400337 -

id T AT

Fpecman
Ep ECImESn
i ECimeEn
ESl el sl
e
i
FpeCman
TP ecimeEn
2P ECamesn
I ECimen
0BT
]
FpeCaman
TpecimeEn
Ip ecamen
Smecimen
FOECimeE
AT
Feqiman
TpecimeEn
0 ecimen
S ecime
FOECimeE
e
FpeCaman
TpecimeEn
TP ecimen
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Transactions - Documents =

This page stores all the documents created or received along with a transaction.

% Dhaka aniry -;_:;. Printing _.-." Dacumsntz

Botanische Staatszsammlung Miinchen
zugagangen am: 1. Jan. 2007

452 Kry'Fungi: The Fungal Collection of Sath Lundell
Geschank

e -Klr . GEOY

Zugang: Kry/Fungi: 452 Belege - The Fungal Collection af Seth Lundell

l &idd mage fram dacumenk J

0O

To add a document scan it and create a screeshot of said document. Then create a new

Addi fraann o t
entry (click on the button) and insert the screenshot with the mage T AREET Jhutton.

In the lower part you may enter any text related to the document.

Page 214



Transactions - Balance +

This is the balance for the exchange between two collections.

With the ‘Zdbutton choose the schema you need. Click on the (Ebutton to create a document.
To print the document use the Sbutton. To store the current document for later reference in

Documents click on the lbutton. To include either the subcollections of any related
collection or the collections of the current transaction select the corresponding checkboxes.

E [ata aniry e Balarce i Printing | =3 Documents

Dr. Burghard Hein

Botan. Garten u. Botan. Museum Berlin-Dahlem
Freie Uniersitit Berdin

Kanigin-Luise-Stralke 6-8

D - 14191 Berlin

Minchen, 19. Nov. 2007

exchange balance per category

category recened sent halance
Kry/Fungi 0 666 666
Kry/Flachtan 200 0 -200
Kryl&lgae 50 111 51

total balance 22T

exchange details

received/sant category date specimen  inv-no description
sert Knffung 22062004 666 v

Schema file | CADalen Divesibbfokbench 2000 verspCollecion\ brhD ebug\ Transaction®S chemas\B alance wsh — |__| Q E
[[] Include subcoliechons of M-Fungi ] Inchede all colections related bo MEungi
[ Include subcoliechions of B-Lichens ] Inchade sl colections elsted to B-Lichens

exchange partner: =
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Transactions - Embargo

If specimens should not be published for a certain period, you are able to create a transaction
of the type embargo and add parts of the specimen in question to this embargo. If a specimen

is part of an embargo, it is shown as in the image below for current tand past or future
embargos 1.

=-l ID: 983711

To create an embargo choose Administration -> Transaction management ->
Transaction from the menu, create a new transaction and choose the type embargo for the
new transaction. The period of the embarge is defined by its Beginning and End (see below).

Transaction
..... Embargoe 0O
~
® Do |
Type: embargo v Admin. coll.: M-Algae] - 7
Title: Embargo o

Begin: 2/25/2013 =
End: 37232013 -

Commenrit:

(a] -

Int. notes:

Fespons.: | |
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Maintenance

To open the maintenance form choose Administration -> #*Maintenance ... from the menu.
With the maintenance functions you can update values cached from other modules or external
webservices. DiversityCollection can be linked with several other modules of the
DiversityWorkbench. If you link a data source to another module, the URI of the data set in
the other module together with one or several cached values will be stored in
DiversityCollection. Due to changes in the source modules these cached values may differ

from the original values. To get the actual values you can use the Msynchronize functions
. . - . . .

for taxonomic names, family and orders, Zpeople, exsiccatal series, geographical nhames and

Edreferences. Further functions provided by maintenance are a search for Miduplicate

accession numbers, the insert of updated taxonomic names, the removal Ig}of orphaned
CollectionEventSeries and @ CollectionEvents, the search for ﬂadditional geographical
information based on WGS84 coordinates and the ruconversion of coordinate systems.
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Maintenance - Taxonomic names

To synchronize the entries for the taxonomic names derived from the module
DiversityTaxonNames choose Administration -> Maintenance... from the menu. A window
will open as shown below. To synchronize the taxonomic names for entries linked to the
module DiversityTaxonNames choose the tab Collection <-> TaxonNames. There are two
ways to synchronize taxonomic names. You may either Synchronize taxonomic names
based on the link via an URI for entries where the link to a taxonomic database is already

established or you may Synchronize taxonomic names missing a connection where no link

is established and you can query for identical names in one of the databases.

Synchronize taxonomic names based on the link via an URI

The taxonomic names are stored in the field TaxonomicName in the table Identification. Select

a taxonomic database and a project which should be synchronized. Start the query with a

Check far differences

click on the

|button.

F DiversityCollection v, 2.5.3.6 Server: BSM1  Porl: 5432  Lker: BOTSAMML 2 Zamweiss

Toassoeony dalahaie
Dz T moontamer_Fungl
Projct

ASk sl

[#] Irchide accession numbes

Choeza o and chwack
datasel in calzbase

Chiech For chifeneswass

1391 diffensmoes found

Spnchiones didebesss: | Remove urslsted swenks | Flemove unislled even: seiies

Surchioras te cached dala i dependent datsbazes with the cngingl souce

Swchionzs Eonamic rames: hased on the ink va an URL | Sppchiones Laesromee names msang a corescdion

Colecton < TawanMames | Famiy ard cider | Colection <+ Exsiceatae | Collection <-+ Gazsthesr | Cobechion > Fafersrces | Accessionblurber duplicabes

Taesoe amaCacke in
DirwerzilpT meonkames:

Enephe aguabegiae O, vai, aquiegiaz
Enphs sgulegis= 0T, wer. sgul=gss
Enezphe aqakgiae O vai, aquisgias
Ewsphe squlecis= OC, wa. sgulsgss
Enezphe aqubegiae 00 var aqulsgias
Ennphe sgulegiss 0, val. sgul=gss
Enephe aqubgiae 0T, vai, aquisgias
Ernphs sgulkegiss 0T, war. sgul=gss
Enezphe aquibegiae 0T vai, aquisgiae
Esphe aguleciss [T, var. sgulegas
Eneiphe aquikegiae 0T var aquisgine
Emphs sgulegiss 0T, wal. squlsgss
Engiphe aquikegiae 0T var, aguisgia:

E iz [T, = . iz

T asomomicH ame in DieepitpCollection
Evapha aquisgiaa var, apdagas
Cresphe sgulsgiss var, soquilsges
Ewaphe aquisgias var, agiegan
Emsphe sgulegiss var. soulsges
Ezpha aquiegias var aquegan
Csphe sgulsgiss war. souilsgas
Ezpha aquisgias var, aquirgan
Civsphe sguisgiss var, squlsges
Enziphe aquisgiaz var, aquirgae
Esphe sgulegiss v, squisgas
Emziphi aquisgias var, aouiegai
Civsphe aguisgiss va. soulsgas
Enaiphe aquisgias vor, aquiegae

Aooessiont umbe

CollecliorSp=cimaniD *

= 24

w0130 475

= 4400
0013320 %

SOTTEE .l
w0013 13

O LR
w2013 =5
001330 150
013304 1133
SO 1A
wA01FE 14623
=130 4633
ot = ] 1525

If you synchronize your data with a webservice as shown in the image below, you can specify

the taxonomic group as well.
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“* DiversityCollection, Database: DiversityCollection Test v, 2.5.5.8 Server: 141.84.65.107  Port: 5432  User: BOTS. .. El@"il
Syncteonie datebases i Ramove urvelated averts | (8 Aemove ureelated svar: series (2

Synchiarzie the cached data in dependent dalabases walh the anging zouics

Colection <-» TasohMames | Famiy and order | Colechion < Exsiccalas . Calechion ¢ Gazeltmer | [ Collchon <> Aetemiences | M Socessianblumbe: duplicstes

Synchiorize Loaname names bazed o lhe ik vis 87 URL | S0 chomize laxonomic names mizsing a connechion

Tararmamy datanase Tasonomichlame in DieerskpColection Hame in | ndexFungonm My~
InderFungaium w Albugo candida [Pers. ] Funize Abwge candida [Peis.) Boussel ki
.F'T:ied' Ascacathcium aramalum [Els & Harkn | Eaile Azcocorticum anomabum [Elis & Haikn ). Schial, hity
BIOTakckencal - Camarophyluz nssocoriacess [Bak & TE ML) E. . | Coamaophylus nssoconaceus (Betk, bJozkl MLl heh
: Clinatiug anomais [Fi.| Fi. Cotinanus arameles [Peis) Fi. ki

TararamicEoup
Hygrocybe nuzzoconacea [Besk, BT K MIL)P DD Oro,. | Hygiocybe iussoconaces [Herk, & Jos . ML) P.DL Or kel

furgue w
' Lapiota seminuda [Laach)] Gilet Lepiata saminuda [Lazzh] P. Kumme bty
[ Irchsde accession rambers Mpceria crocala |Schiad | P, Keast Mycens ciocals [Schead | P Eumm ke
Farelus serotinus [Schrad ] Kidner Panelus sercirme [Pers.] Eibhne ket
Fhicliola auieella [Batsch] Fi. Phibota auivelz [Batzch] P. Kumm. ki
k for dil C:
| Ehech, oo Bimegers ] Pyenoporus ornshanrus Flacg | Fr Fucrapas cnnsbsinus [Jscg [P Kl ]
14 difersrces ba Indew ungaiim o - . 5
Sphasropsis visel Sphasiopsis vizci [Alb E Schwsain] Sacc bty
| Sty ] T ardut it abvsrs 11 1 Tiael T arbwnridha strsts IFe | Menl [
L4 ¥

The form will list all differences found. To update the database click on the

Start update |button. If you wish to have a more detailed look on your data, you need

to check the Include accession humber checkbox before starting the query. A button

Claze form and check.
datazet in databaze

will appear which will take you back to a single data set in the database.
Synchronize taxonomic names missing a connection

Select a taxonomic database and a project within this database, a project in the collection
database and a taxonomic group to search for identical names. Start the query with a click on
the Check for identical names button. You may either restrict the search to an exact match
(= Compare whole name) or to the first parts of the name (= Compare first parts) as
shown below. If the names do not match exactly, you may either update the name (= Update
similar name) in the collection database or import the name from the DiversityTaxonNames
as a new identification (= Insert as new name - see options in the window depicted below).
If you choose the option Restrict to last identification, the former idenfications of an
organism will be ignored. In the result list only matching names will be checked (column OK).
The other results will be marked indicating the difference. Yellow indicates a difference in the
authors while red indicates differences in main parts of the name. To use these similar names
check themin the OK column.
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%1 Syrchmrize daabases

Everd owrie | U Coboction sverts | M1 Specimen | [ isottcatons | B St 3

‘Symichronzie the cachsd dets in dependent datzbases with S ongnal soums

Coliecnon -2 Teswnliames | Herchy | 8 Coletion <3 Agents | Calestion < Bsiocatae | @ Colecson ¢y Gazemser | £ Colection < Refermnces | U Colaction < SampingFiota |

[ Symchrnizs tenamic namea inked 1o an extemal defescure | Simchronze {monomis rames mssng 3 comechen |

& Mac. r. of resks:
I induds accesson umbar

[ ek for iontical names B
13Imaiches o
Siant updale .7

mT;m_mqam1um . 0K Tasonamichame in Dty Calaction el T e HameLiR
Tesnamy project: b [ carthoscsides solcipemis Metsch. 1074 | Acarhoscebdes pebdperris (Motsch., 1074) repo/tnt derst..
E8Lrames - I | Corabrus nemorals |E‘=|abmm'rmah ML, 174 TT—
¥ Cwysddas Chrysddss fetpd it demt
Progect ¥ | Basmossths nterstinctus (Linnseus, 1758) IElmmrn:mm (Lrreeus, 17580 |hipo'Antdresst..
Raplication Ter - (=TT e —— |E|.u'u testaceipes [Erischke, 1583 T r——
Tasenamic grp |77 irmeat ||r.mumu..1m bt et
et - ¥ Crthonotus nrons Fabén, 1807 Dntharwctus nées (Fakén, 1807 fetp At demt
) Compne whole rame [ Prwlocsips cbics |F‘I'n'lumbﬂ chita (Servle, 1527 et demt
W@ Compane first parta .-1 E ¥ | Pllophonus clavarus (Linraeus, 1767 Pilopheomnus clvebes [Linnasas, 1757} hitp At dreerst .
& Inset 25 rew name I Pori=na prodma Fontania prosdma {Serwille, 1R23 hiip At divessit .
© Updste smiazr nams Il | Portana sandae BENSOH Portana mancrae Bensan, 1341 Fetp/ATE dnemest .
I} Peetict ol idertfication [ Zsugaphore fzvcols Zeuguohers Frvicalls (Manh., 1502 et demt
¥ | Zoguphors fvcolls (Mersh., 1502} Teuguohors Smvicolis {Marsh., 1802} T —

The form will list all matches found. To insert the links to the database click on the

Start update

|button. If you wish to have a more detailed look on your data, you need

to check the Include accession humber checkbox before starting the query. A button

Claze form and check.
datazet in databaze

database.

will appear which will take you back to a single data set in the

Synchronize taxonomic nhames missing a connection with Index Fungorum

To synchronize the taxonomic names with the webservice of Index Fungorum select
IndexFungorum as Taxonomy database. You may either compare the entire name or the first
parts of the name (see image below and description above). If the name in your data does not
match the name in Index Fungorum perfectly, the name will be marked with a yellow

background (see below).
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http://www.indexfungorum.org/ixfwebservice/fungus.asmx
http://www.indexfungorum.org/

H il e | 134 v, 1.0.06.1%
ﬁMhmmdum@mml.wmlﬂm“ﬂmlgw_ 'EJ]
Synchronze the osched data in deperden] datsbesss with the ongnal source
Cobection o x Taonbames W Hivachy | B Cobedtion <> Agents | Calbsclion <> Exsiccatas | @) Colection <> Gazettesr | B} Coleslion <= Rl [ . Golaction <+ Sampin * | *
| Synchronize tauonomes names inkosd (o an sdemal detesouroe SyMciTonize LRonomc names missing a correclion |
Tannomy dalabase 0K Taonomichame in DeerstyColsction Hame in IndedFungonm Sristes
IrdexFungorum| - B=cidun sughorbizs Pesoon = F. Geeln 1732 |hﬁ-nﬂnﬁml’n _-I
[¥] | Becidium mnuncul-acns Pamasn 1500 Becidium ranunoul -acis Pes, 1
Proect: Empadomycas quisguale Ces. e Schiechl 1852 Ampelomyces quisguals Cag 1
AgasmCol » | |¥] | Bmpslomces cusqusis Cesst ex Schischl. 1352 _hnpdnm:m.ld:f.ﬂ. 1
 —— [#] |facachyta aropae Bressdols 1530 _.hmd'r.tnm Bires. _1
frus = Facachyta mpatiants Breaadola 1900 Aacochyta impatiants Bres 1
o FRR— |#| | Becactyts teremma Seccade & Roumeguers 1862 _.ﬂw:-ud'mmrinuﬁum.lﬁu.m. 1
| | Bsemma sh=um B. Sutton 1960 Lt El 0. Sl 1
& f— +| & (Ferscan) [ emma ainsam [Fers) on |
& It [#] |Blumesa graming (D) Soeer 1975 Blumara graming [0 ) Speer 1
a5 N name
T Updats smiarnama || | Bosmremia sigua var. vibumi {Roum. ex Secc ) Aveskamp 2000 Bosremia smgua [Deem ) Svesamo, Guder b Veddey 5
mﬁnd:bll.uhdidmiﬁmm || | Brema lactucss Regel 1043 Bremia lactucas Regel 5
Mae v of rmedke. 20 1| [ | Corcoepes mecusaks Passerini 1877 Cortaens maicunals Pass. 5
] inchude fon |¥] | Chrysoemyacs thododendn (D) de Bary 1815 _Mmmdm [DC.) e Bary |
[¥] | Dadeapaium soldznelze Joop 1307 Cadosporium scldonelas Jaop 1
. Dlavicemn popues Tulgens 1353 Cavicape pugures {Fr) T, 8
l o R H Col L "H:r" Jolle] Cith 1355 mm-nn::umm- 4
19 matches o IndexFunaonm : '
l - ﬁ il Coleznznium suphraiae [Schumacher 1803) G. Winber 1832 Calrnsporium euphrasiae [Schumach JG. Winter 1
' [] | Codeceaponium ssnacionia (Pacsonn 1801 - Peraoon 1801} 4 Kicko i, 1ﬂ?|l:dm_mtl’w.lﬁ. 5

Names where several similar names were found will be marked with a blue background. To

select one of the similar names click on the Select valid name gbutton. A window will open
as shown below listing all similar names found in Index Fungorum. Select one name and click
OK to use it.

Please select the valid name from the list

MName in IndexFungomum

Bremia lactucae f. carthami Milowtz.

Bremia lactucae f. chinensis L. Ling & M.C. Tai

Bremia lactucae f. dmorphothecae-aurantiacae Savul. & L. Vanky

Bremia lactucae f. dmorphothecae-pluvialis Savul. & L. Vanky
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Maintenance - Family and Order

To synchronize the entries for the family and order of taxa derived from the module
DiversityTaxonNames choose Administration -> Maintenance from the menu. A window will
open as shown below. To synchronize the higher taxonomic entries for entries linked to the
module DiversityTaxonNames choose the tab Family and order. These entries are stored in
the fields FamilyCache and OrderCache in the table IdentificationUnit.

In the upper part you may synchronize your data with the entries in taxonomic databases like
DiversityTaxonNames_Fungi. Select a taxonomic database, a project and a taxonomic group,
then choose whether you wish to synchronize the family or the order. If you wish to inspect
single data sets you need to check the Include accession number checkbox. Then click on

Check for differences

the button to start the query.

%1 Syrchmeize datahases | Fub commands and nesds | B Famovs umslated sveris | %) Semove urrslslsd evem saas =

Synchnonzie the cached daia in dependant dotsbomes with the original sours
Callacson <> Taortlames  Famiy 2nd snder | & Calleclion <2 Ageria | Colection < Frsiceatas | @) Cobeclion < Gavettear | I Colection < Relamrces | [ Accassiontuambar dhpbcatss |

Synchmnires with datahases

Tasnacany dalahasa;

Doversty Taon®lames_Furg -
Tmwomomypeepect
Glkinames -
Frojeed:

GLKcol -

The form will list all differences found as shown below. To update the database click on the

Start update |button
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Syrichmonze the cached dats n dependent deisbases wih the ongnel soums

ﬁ Syrchronize detsbemes |B|.lsmnﬂh.mdbuﬂh | 3 hmmwm]l@mmmim|

Sy with

LasllderificationCache

Pleopsid.m chisephanum (Wakienh ) Zacf

Family

Cidler

Poauidrvemia furfurmona {1 ) Zopf

Rrizocamen geminglum Mot

| Codetion <> Taxanbamea | Famiy ard ovder | &, Calection < Agata | Cobection < Besiccatan | @ Colection < Gareseer | KA Coliecion <> Raferences | I Accessionbumoss dupicates |

In the lower part you may synchronize your entries within the database. Choose a project,
the taxonomic group and if you wish, the family or the order and click on the

Check. far differences

click on the

Start update

|button.

button to start the query. To import the higher taxa to the data set

&)

Synchronize with available data

FPrajecs:
BSMeayzzol

[ Inchude sccession mumbers

I Check ior dfferances ]
B1 dfferences found

| Start update |

*
T axaromic group:
|h.|ngl.ﬁ b |
() Famiy ) Ordes

Last dertheslionCache Farmiky

R ——
Cladosponum spec, Mpcosphaersllac,
Cystothaca lanestiis [Harkn | Sace. Esiphaceas |
Erpsiohe adunca [Walr] Fr. o var adurca Ersiphaceas
Enmiphe adunca fo'sli] Foovar adunca Hermiradze
Erpziohe adunca var regulaiz (ALY Zheng &G GL L. | Ensiphaceas
Enpsiphe adunca var, ieguians (A Zheng kG Q. C. | Homirdse
Ensiphe betas [Wanhal Welizien Enziphaceas
Erpsiphe besas [Wanha) Welizen Hemiridae
Enxiphe cichotacaaum OC. var. cicharaceaum Enziphaceas
Erpsiphe cichoracaarum DC. war. cicharaceanm Homiridae
Erpsiphe cicharacearum var. feche |5, Blumes| U, Bre.. | Ensphaceas

If you wish to have a more detailed look on your data, you need to check the Include

accession number checkbox before starting the query. A button

Cloze form and check,
datazet i databaze

appear which will take you back to a single data set in the database.

will

Synchronize with svsilable data
R T | w

Taesorcan e Qo
|Iuru.|s ¥

) Famy O Onds
[#] Inchude accession rumbers:

Closs fom and check
dataant in databcss

1755 di¥farerees found

L=zt g nidicationCache Famip TemmnomicGroup | AcoesssiorMumber | CollechionSpscimer | &
Mpcosphamesllecea lungus K004 R BE
Oadoeponam spac Wpcosphamallec, . lungus (SR RN ] LEADIE]
Cysinifscs laresns [Haikn | Sace. Ervsipheceas Tungus M-00ETE 3251
Emsiphe sdumes [afal | Frowar. sduncs Erysiphaceas Tungas K-D040457 135712
Eniphe adarea il | Fr. war, adunca Hemisidas ungu DT q3EnE
Ensphe adurca va epalans (R Y Zheng 850 L. Ervepheceas lungus K-MHHE 139333
Empsiphe sdurcs war i=gulans (AL Y. Zheng 85,00 L., Homividss ungus K-DaE .135333
Emysiphe hetae [Vanaa) Welzien Erysiphaceas lungus -0 40 1377
Enaiphe hecae Y anhal Wiizen Ergephacaas lungus [QRUNEIL: i A58
Emysphe betss [Yanna) Wslizen Ervspheceas lungus K-0071406E 3307
Emysiphe betms [ ania) Welzien Erysiphaceas Tunguas B1-D01 4087 2985
Erysipha betas [Vanhs) Waktzin |Ensiphacest | lungas DTS 55
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Maintenance - identifications

If you wish to add updated taxonomic names for specimen in the database, you can use the
bulk insert function. Choose the project, the taxonomic group and the taxonomic name for
which the new identification should be added. As shown in the window below you may enter
additional information about this identification. By default the [Only last identification]
option is checked to prevent you from searching in older identifications. If you uncheck this
option, the program will search for any identification, irrespective whether it is the last or an
older identification.

If you wish to check single data sets check the [Include accession numbers] option. A new

Cloze formm and check,
. datazet in database . . .
button will appear which will enable you to close the window and turn to

a specimen selected in the table.

To search for names click on the [Test] button. The found names will be listed in the table as
shown below. To insert the new identification click the [Start insert] button.

* DiversityCollection, Database: DiversityCollaction_Test v, 2.5.6.6 Server: 141.04.65.107  Port: 5432 User: BOTSAMMLE 2\nmweiss r: E E|
Syrchionize datshepes | Bulb commarcs and iniets {8 Remave sl stsd events @ Fismavs umislatsd even: ssiss E_
R - add ugdealad Laairg s name
S Oid_Pame Oid UR!  Hes Name Hewa LRI
EEE=] w |k m Anlhiacdadieda mougeoti [Lév | Vasakoy byl snsh inlo/ Tasorblamez:_Fung /2011506
.TEWDHEGEU:\I Aknoclaceda ouageals Adlbiacdackadly mougends [Lés | Vassakoy bl Mad snsh elod T zesorMames:_ Fung Z20TT5E
roa e vocladeda el Ailhiacdackalls mougends [Lese | Vamakoy  hip Al ensb elod/ T aorMames Fung SZ0171000
.:Ik wemfatan Sfvocladela maageoh fullnadadialls mouganls (e | Vamkoy b Al enchoelod/ TasorMames_Fung 2011505
[futhocladicls maugot L R — fulhvaclacdislle mougscli (Lé | Verskoy it snsb. o T ssorHsmes_Fung /2011508
TE’T’::‘ h mocaea ke varel ]2 (R[] ettt el Bl et Va5 ol e Funa 2011505
.'1":|nnaj-c|'|.=|m Ao laciels msuos ot Anhisclsdislls mougecti (L& Varikoy b/ snsk.rlod/ T asorM sres_Fung 72011508
I o leciela mouoeoti Anhiaclydislls mougeoti [Lév. | Vassikov  hisid snsk.rlod/ T asorM ares_Fung @2011508
derliization catsgow etrocl=ciels mouge ot Anhiacladislla mougeoti [Lés | Vessikor  higyid snshorlodTasorM ares Fung @2011508
w Ertnoclaciela mooeati Anttnaciadislla mougeoti (Lé | Vassbar  higedd snsh inlosTasorblares:_Fung 2011508
Diata of ths i Artnnclaciela moloeali At mougeoti [Lé | Vasabay  higld snsh inlodTasoeb ames:_Fung 2011506
_—|—| J— |"'| Suppl: | sftiociaela mougEal Adlhiociackalla mougenls [Lev | Vassakaoy  hip A ensh mlod TasorManmes_Fung G010
Fetarerce Akvocladeda ool Fulhiacdackalls mougends (L | Viasakoy  hip Al el o/ TasorM ames_Fung 2001715008
‘I IT' Sphocladela mougeoll Pulhradadidls mougsols (Lév | Vemakoy bt enck rlo/ TasorMames_Fung /2011508
Resporuiie dreclaciela mageati Authrociadislls mougecli (v Varikey i ensb.nlofTaworM ames_Fung 2011505
Tvulm IEI frhroclsciels mouceoli Anhraclsdislls mougeoli (L. Varakoy  hid'd snskorlof TasorM smes_Fung /2011505
| Ardroclciela mzageati Anhiaclydslls mougeoti (8. Vassikov b snsk.rlod TaworM ares_Fung /2011508
Aedroclaciels mouceoti Anhracladislls mougecti (Lév. | Vassikaoy  higesYid snsk.inlod TaxorM anes FungiZ2011508

Ertroclaciela mougeati Anhncladisl mougech [Lé | Vassbar  higx Y snshinlos TasorM ares_Fung /2011508

[ Only lss: idsrtifostion:

L Induds acoassion numbars

T sl

e

Eaitnzeil
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Maintenance - Accession number duplicates

The database will warn but not prevent you from entering an accession number several times
e.g. via an import. To check for duplicate accession numbers choose Administration ->
Maintenance from the menu. A window will open as shown below. On the tab page [l
Specimen you may restrict the query to a project. To start the query simply click on the
Check for duplictes button.

|"

30 DiversityCollection, Databases DiversityCollection_Test v, 30.1.1

Saarch far duplcate
acoession numbens

Project
2I0T Alchencall

-

| Cneckfor dupicates
14 duplicates found

J

Closs form and check
dalasel in detshase

| %) Synchronize databases | Ml Specmen | [F] identiicatons | @ Collection events | %) Event serics 553

AccessionNumbar Collection SpecmeniD Project | 58
193679 B0 TAchencl
copy of 108185 153855 BIOTAichencoll
copy of 108185 153507 B0 TAIchencoll
M-0003343 154229 BIOTAichenesll
M-0038380 107846 B0 TAichencall

M-D0Z8380 181051 BIDTAichencall =
M-0033551 108196 B0 TAichencal
W-0034551 14877 BI0TAichencall
M-0039553 108177 B0 TAichencol
M-0039553 108205 BIOTAichencall
M-0039603 108178 B0 TAichencall
M-0023502 108180 BIOTAichancall
M-0125335 141384 B0 TAIchencoll

-

The form will list all duplicates found as shown above. To switch to a data set in the database

select it in the table and click on the

Cloze form and check,
datazet in databaze

button.
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Maintenance - Exsiccatae

To synchronize the abbreviations of the exsiccatal series titles which are linked to the module
DiversityExsiccatae choose Administration -> Maintenance... from the menu. A window will
open as shown below. On the tab page Collection <-> Exsiccatae select the project for
which the titles should be synchronized. The title is stored in the field ExsiccataAbbreviation in
the table CollectionSpecimen. Select the project which should be synchronized and start the

query by clicking on the Check for differences button.

* DiversityCollection, Database: DiversityCollection_Test v, 2.5.1.6 Server: 141.04.65.107 Port: 5432 User: TestCditor =1:3
Syrchronee datsbmses

Spnchioneee tha cachad data in depandent dalabace: walh the oiging sowca

Collection <-» Tawonblames | Famlp and cider. Collection <> Ewsiceabe | Colaction <> Gaeslleer | Collaclion <> Relesnces

Punject: E vatnhresiation in DiemsitpE wsicoalae Exsizoatsdbbravistion in DiversiyCallaclion Accezsinblumber O
BSiamacal w ||k Anorgmioue. Soo Boch 0018758 1:
Ananpmous, Soc. Fech 1352 Snorgmous, Soc Hoch, [CRMLI] = e |
Bondartzey, Fungi Exs. URSS Bordartsew, Fungi Exx. URSS [1-700] -00719330 3
2] Incluce accezsion numiaers Briosi b Cavora. Fung Parss Park Colt UWiEss. | Biioai & Cavara, Fung Feras, Fisnte Cok URE Ess | MAI0 5207 4
[ R A — Brios & Cavara, Fung. Paizs Paanbe Coll UWiEss.  Bnosi & Cavaia, Fung Paras, Fiante Cok UGG Ess | M-001T232 q:
delszel n delabare Bnom & Cavars, Fung. Peiss Prarbs Dol UiliErs. | Eoos & Cavers, Fung, Farss, Fiante Cok Ubh £ M-0076330 q
Briczi & Careara, Fung Pazs Prante Calt Ui Ess Eniosi & Cavara, Fung Foras. Fiamte Cok UGF Esz | M-O0ESLE q
| Check for ditererces | Brios: & Carvara. Furng Paes Piarta Col UNiEss.  Biioai & Cavara Fung. Paras. Fiaste Cok UG§ Ess 0013873 3
529 dllererices bourd Bios & Cavara, Furg. Paiss Pearba Col. UiEss. | Bicsi & Cavaia, Fung Paras. Fianle Colt U E=2 | W-007350 5
Bnon & Cawara, Fung. Pmias Paarte Calt. UiEes. | Buiosi & Cavers, Fung Paras. Fisnle Cok Uk Esz | M-0015150 5
Bring & Careara, Fung Paras Plante Colt UHiEss, | Bricgi & Cavara, Fung Paras. Fisste Cok UG§ Esz WAOD1ESLd 2l
- Brios & Carvara. Funa. Paias Planba Coll WiEss.  Bnosi & Cavaia. Funo, Faras, Fiante Cok UG sz (M-00714204 }3: L

The form will list all differences found. To update the database click on the
Start update

|button. If you wish to have a more detailed look at your data, you need
to check the "Include accession number" checkbox before starting the query. A button

Cloze form and check
datazet in databaze

will appear which will take you back to a single data set in the database.
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Maintenance - Agents

To synchronize the names of collectors, determinators etc. which are linked to the module
DiversityAgents choose Administration -> Maintenance from the menu. A window will open
as shown below. On the tab page Collection <-> Agents select the project for which the
agents should be synchronized. There are 9 tables which may contain links to
DiversityAgents: Collection, CollectionAgent, CollectionEventLo calisation,
CollectionEventProper ty, CollectionSpecimen, CollectionSpecim enProcessing, Identification,
IdentificationUnit Analysis and Transaction. Choose one of these tables for the

synchronization. Then start the query with a click on the Check for difierences Ibutton. The

type name is written as defined by the default display type in the module DiversityAgents - for
more information please see the documentation on DiversityAgents.

%1 Syrchrorize detebases | M Specmen | (£ demfinncns | @ Colection everes | (5 Evere senes |

Symchrongs the cached dala in dependen] dalsbesss with 1he onginal soucs
=" 2= TamorNames | Famiy and order | B Colacton «» Agerts | Collection <= Bxm Il Collaction < G |@r- TR —
Symichronize agenl names based on the link via an UAl | Synchronize agenl names missing & conmeclion

::p;ml . mﬂmaﬂmhm tama of the colectorin Accessonbmiber ol PRM—
% Hu O M Hu. Chi Ming M-D013627 13041
Tabia Tahbnchmer, ] B Fahbeuckrwr, Jeharn Baptin WAD018963 5611
CollecsonAgant s Tahbuckrer, 1 8. Fmeemarn, Joharn Baptist WO0135T0 BA50
Wieger, F. N, Meger, F. M-001 35T G350

|| Inchuds szossman numbams

Cloaa fom and check
dmaset in drabas

4 dfferences found

E—rr—

The form will list all differences found. To update the database click on the

start update button. If you wish to have a more detailed look on one of the data sets
in the list, you need to check the "Include accession number" checkbox before starting the

Cloze form and check

datazet in database . . . .
query. A button will appear which will take you back to a single data set

in the database.

Search for possible links

You can either update the cached names for entries which are linked to DiversityAgents as
described above or you can search for possible links based on the names as shown below. In
addition to the options described above you may choose the display type for the query to find
any possible match as names may be written like "Hertel, H.", "H. Hertel" etc.
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%1 Syrchrrize daabases [ Wi Spec

[Z] verifications: Cobinction avends | MY Evant e

‘Symchronze the cached dets in dependent datzbases with S ongral soums

| Cobisction c-» Taveniiames | Faméy and order | & Collection <= Agents | Collecson ¢-» Bescoatse | @ Collection <3 Gazetiear | B[]l Calection <> afanences

Synchmnize agent reames based on the lnk via an URI Synchmnice agent names missng a connscion |

Project: BgmmiMemes n Dvesnssyfgems

BSMenyaccl - B A

Table

[T — - Bran, Ul Braun, U
Buridra, | A Bunkina, | A

S Feige, G B Frige, G 8

Itedfiane, Giemblame. 0.9, Hesl, = Fotzie, O Fatzk. 0
Hertel, H Hesed, H
Kainz, C Hairz, C.
Lipen, W. [——

I Include accessan rumber Magnes, M Magnes, M.
Piplec, WL Pispek:, M.
[ Srhneder

Check for idsrrincdl names. Crimnler, B Seholer M

IO matches S ) Schuber, K Schubart K.

| Satupdae F— [ra——
e in PR
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Maintenance - References

To synchronize the titles of the references which are linked to the module DiversityReferences
choose Administration -> Maintenance from the menu. A window will open as shown below.
On the tab page Collection <-> References select the project for which the reference titles
should be synchronized. There are 3 tables which may contain links to DiversityReferences:
CollectionEvent, CollectionSpecimen and Identification. Choose one of these tables for

synchronization. Start the query with a click on the Check for differences button.

* DiversityCollection, Database: DiversityCollection_Test v, 2.5.1.7 5

Server: 141.84.65.107 Port: 5432 User: BOTSAMML22\... [2 |[81]%
Gynchronee detshases |

Spmchioneie tha cachad data in depandent databaces wath the oiging souce

 Collession £+ TaganHames: | Famip and oder | Collaction < Ensiccataa | Colaction <3 Gaaalle:ar: Callection «-+ Relenences |

Pumject ReTescriation Cachein S i e e CollectioriGpecmer Gccessioniumbsr Rl
|F‘luld:nlmcﬂi£dl » |

3 Aldricty 1966 A& shudy of the ulrastuztuoral | Aldich T3EE & 2tudy of the ulrasing,. 121363 M DOEAEE3 Fitp /.
Takle

[ gertlication

[#] Ircdudie accession numbers

Check fon diffeiencas

1 difterenczs found

The form will list all differences found. To update the database click on the
Start update

button. If you wish to have a more detailed look on one of the data sets
in the list, you need to check the "Include accession number" checkbox before starting the

Cloze form and check

datazet in database
query. A button

in the database.

will appear which will take you back to a single data set
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Maintenance - CollectionEventSeries

To delete CollectionEventSeries with no relation to CollectionEvents or other event series

choose the tab page @Event series. Click the List unrelated event series button to list
these series and the Delete unrelated event series button to delete them.

-

e DiversityCallection v 30 =
:j Gynchmnes delsbases | Ml Specizen | % Idenifications | . Colection everts '&\ Ewerit euiloe Hl
List SenesiD SenesPanmiD Descrption SenesCode  Holes Geograpity  DoteStyt DmeEnd CteCache -
e
— 3 TSRO0 Grischerdand 1950 fud
-ra2 Newe Evenl Senss Nul
-T31 -T933 Mewe EventSenss Nul
T340 New EventSenss Iul
3] everi 73T Iewr EventSeres Il
penra e 7336 et Evert Seras had
celechan 735 Pt Event Serias P
EYEnts of
other senss -Fa8 [ CverlSenss [l
-Taz -1315 Nevs EventSenes Tl
-T318 New EventSenss Il
7313 Republic Soush A Il
R 710 Mew EvantSaries b i
) - — o = .n . .
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Maintenance - CollectionEvent

CollectionEvents - unrelated events

Provided you have the proper rights you can remove unlinked data sets in the tables
CollectionEvent and CollectionEventSeries. To delete events which are not linked to any data
in the database use the tab page @ cCollectionEvents - 7 Remove unrelated events.
These unrelated data sets may e.g. be derived from specimens which were transferred to
another CollectionEvent. Click on the [List unrelated events] button to list all events which
are not related to a specimen. The found CollectionEvents will be listed in the upper part of
the form. The lower part shows the localisations and the event properties related to these
CollectionEvents. These must be deleted first before you can delete the events related to
these data sets. Otherwise only the events with no relations to localisations or properties will
be deleted.

3= DiversityCollection  v. 30.1.1 —
% Synchronice detebases | M Specimen | [ icentiications | @ Colection averts | %) Event series =
Femave urrsieled svenls | Sa plsos and coumry | Add coordinates
L=t ColiectionEvertID  Version Senaell ColactoraEvanthlur  CollactionDate ColactionDay CobactionMonth Colect ~
|
evale F
121&51 4 B1,1959 1 a 1995
E‘é‘fj__ﬁ:" 126174 3 R/201980 20 8 1980
everts with 148123 1 463 28_40 11/ 247002 24 1 2002
e redalion o -
Epasamad 57733
157491
Daleta E—
urvelated TR0 -
ey . T
18350 - — . - -
N — ColiectionEvertlD  LocalisationSyatam  Location Lisceattion2 LecatonAcoumacy  LocationNoles DetamminglionDabe  Cletarn =
Delete 121851 4 BD
Lrebsed SR - P [P i
q ¥
I-.!I-::T:ﬁ wih CollechionEvertll  PropestylD Dby Toeet Property IR PropestyHemchyl  Property'Value Resporableblame  Fespo
ol redalion 1o [ 3 m bl Bale-Maumborge . Fifo Aadsnsbinl .. HaleMaumbuge
Dialeba 123174 ] Dubenisr Hesde hito:fdsnsbinf...  Dubensr Heide .
urvaialed - = .

Country, Place and Altitude via GeoNames

If your data sets contain WGS84 Coordinates, you can use the webservice
www.geonames.org to insert or update the country, the place or the altitude of your

collection sites. Choose the tab ﬂSet place and country, the project you wish to update
and an optional upper limit of the data sets (recommended for slow connections). Click the
Query GeoNames button to start the query. According to the selected option (only if missing
/ when different / for all entries) the retrieved data will be marked with colors as shown in the
images below.

Whit
e

The data set will be inserted or changed

B8 An error occured
According to the selected option this data set will not be inserted or changed

Yello The data set has been deselected and will not be inserted or changed

Gree The data set has been inserted or changed
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http://www.geonames.org

| ] Synchronize databases | Ml Specimen | (=] Idertifications | @ Collecton events | (€Y Event series |
| X Remove unreiated events | 54 Set pisce and country | i Add coordinates |

% DiversityCollection, Database: DiversityCollection_Test v.3.011 o] sl

=

I your data contain WG5E4 coordinates, with the wabservice weww geonames org you can amend or replenish your geographical

Country | Place | Atitude |

* only fmissing @ when diferent () for all entries

data with nformationz about the courfry, geographical places and the alttude P '
Project: SAPMmammaliacol v (7] Maimal number of resuts: 10 itip/fwvew geonames o) HL

0K CobectionEvent Cument country Eﬂtﬁ' Emor

/71585 - Oberschleifhaim (Gemany

Set countries | @4 Close window and check datsset |

1

In the first column you can deselect a data set for the update. To inspect a single data set

from the list select it and click on the #Close window and check data set button. To

update the data set click on the Set countries button.

As for countries, the places will be listed as shown below.

| %1 Syrchvariza databases | B Spacinen | (5] iderifications @ Colectior everts | Y Evar savie

}'{ Famove urrel=ied avems E‘ Set place and country | ﬂ'l Mdn:um:i'ﬂr:._

¥ DiverstyCollection, Database: DiverstyCollection Test v 3011 EE

=

F your dats cortsin WSS 34 coordinates, with the webssraice www geormmes omg you can smend or replenish your geographicsl data wih mfomations sbout the country. gscgrashical -
plane and fhe Sl
Froject:  ESMachnitier + | Maeral number of resubs: 1l Gy GeoMames bt/ A
Country | MRS58 htude
T oonty §miang @ when dlleenel ) tor ol anlies
0K ColecHonEvent Curent plaps Hew place Cistance Cirecian Bocumcy [iies Emor -
[ | #8207 - Sseony, Saeonian Swilze, ., | Nedaeratha Salhevalda, Sxeory (rmany B 2Em SE BE2 Mm ST W
[& | 897172002 - Limen Provines, Sees de | |km 74 ol Panam Empalme, Coata Hica T 88 m TEE 48 m
E
¥ s Saeorwy, Saonian Switan. . | Sadt Wahlen Hawaide, Samny, Gemany 45507 m Sk ABE 0T m SO WE
F | arasnnd Saecrwy, Saonian Switae. . | Sadt Wehlen Mowaide, Samny, Gemany 40542 m E L5 4 m Sourc WE
[ | 155273003 - Puniamnes Pevince. Cor . | Srera siafion Srera, Punlanras, Coata Fica 9123 m HE 912X m Source wa
[T | 1422000 - Puniamses Pewinee. Cor . | Srera siafion Pawe Pumameras, Ceabs Rles 213012 m g 312 m o W
[F | 15252003 - Funlareniza Powinee, Cor . | Sirera station Sireren, Punlareres, Coata Fica 91222 m HE 912X m Source W =
‘ m ¥
rsen places " Close window and check datasst

To insert or update the selected data sets click the Insert places button.
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%) Synchronize detaneses | Wil Specmen | [ identfcanions | @ Colecton everts | () Eyent series | &5
[ 7 Remove unrsieted events | 4 5o place and courtry | fi Add coordinetes
i your data contain WES524 coordinales, with the wabsarsice weww geonames org you can amand or replenish your geographical data with informations aboul the
country, geographical places and the afttuds '?th
Pt BSMichfurgcsl v 7] Masmelnumber cfresuts: 10 | Gusey Geohlames tip /e penemes ol Y
| Courtry | Piace | Ateuce
O oriyfmizmng @ when dffersnt (D) for dll enines
OK  CaolectionEvert Cumeri aftibude New alfiude Accuracy  Nobes 1=
I | [ B111585 - Sosin, bslas Canaries, Ten. . 232 Source: ws geonemes.ong (Shuttle Radar Tapogrep
7] | 2041042003 - B¢ Region, ciy of Temuc._ | 310 fmhi) 2 [ | Sounce: we geenames.org (Shuttle Rader Tapograp
3 7] | #7/2/2002 - England, Ashdown Forest, . | 50.960741282614 - 314, | 370 Sourca: we.geonamea.on (Shuttle Radar Tapogrep
| | /52005 Minchen, Unteshachng | 517- 156 517 | Saurce: ws geonames org (Shutle Rader Tapogrp
12737 HS - Thile, X Ragion, prowines . | 203 F. X ] | -Ei:h_n:c ws geonemes org [Shuttle Fadar Tapogrep &
187975 - NW-Spilebergen: Amslerd . | 489 439 Sauma. we geonames.ong [Shutte Fader Tapegrap
W] | 87777008 - Botanischer Garden Minchen | 502.526115581565 - 512 | 518 Sourca: we geonames.on (Shuttle Radar Topogrep
| | 201072003 - ¥ Fegion, ciy of Temuc | | _ |
& | 10/12/2008 - Regensburg, Universizts... | - 350 I3 Source: ws geonames org [Shutle Radar Tapograp
| &) | 24272000 - Expaen, Comurnt Wilan_ | [ 51 Eoure: we gecnames org (Shuitis Rader Tapogrn +
1 [ ] »
Irser aiteuces |#8 cse window and check dateset
| d

The image above shows the data for the altitude. After the update all updated data sets will
be marked green (see below).

) Synchronize detansses | Bl Specmen | 5 identfcations| @ Colecton sverls | ) Event aenes | )
| ¥ Remave unreialed everts | %4 St pinos and country | i Add conrdinates
H your dala contain WE5234 coordinates. with the wabeerdcs www paonames org you can amand or repknish your peagraphical data with infamatione aboul the
zourry, peopraphical places and the sftitude AR,
Prect: BSMicurgesd = ] Musmelmumber ciresits: 10 | Glusry Geallames At ot ]
Country | Piace | Atkude
) oy fmimng @ when dfferet () for all evines
0K CalectionEvert Cumerl aftibudes New ahitude Accuracy  Nobss =
Q1151989 - Sosin, kslas Canaries, Ten.. 232 232 I |hﬂ:ummmw
T | 204102003 - X Region, city of Temue.. | 310/ (mMN) il Sourca. we.geonames.ong (Shuitle Rader Topogrep
| | 277272002 - England, Ashdown Forest, . (50.9607412826%4 - 1.4, | 370 Sourca: we geonames.ong (Shuttle Radar Topogrep
7| | /52009 - Minchen, Unishachng 517 517 | ' Saurcs: w3 geonames o (Shutic Fadar Tapogrp
¥ 1237HNS - Thile, X Region, prowinoes . | 203 23 Sounce: ws.geocnemes.ong [Shuttle Rader Tapogrep B
15751975 - NW-Spilzbermen: Amslerd . | 485 489 Saurss. ws geonames.ong [Shuttle Rader Topograp
/| | 8/7/2008 - Botaniecher Ganen Minchen 516 518 | Sourca: we geonames.org (Shuttle Radar Tapograp
204102003 - ¥ Aegion, cfy of Temuc
10412/2009 - Regensburg, Uneerstats.., | 383 3E3 Saurce: ws gecnames.org (Shutile Rader Topograp
247372000 - Espafing, Comuriat Velen... 510 510 Sourcs. we.geonemes.ong (Shuttle Rader Tapogrep -
‘| m . "
Inse ateudss | ¥ Ccae window and check datasct
| |

Sampling plots

If your data contains references to sampling plot coordinates, you can update the locality
description according to the name of the sampling plot (see image below). Click on the Start
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search button to find links to SamplingPlots where the locality description does not
correspond to the name of the sampling plot. You can restrict the search to missing locality

descriptions and attach the name of the sampling plot to the existing entry in the locality

description. Use the Start update button to set the locality description according to your
settings and the differences found.

’ | I = e
[0 Oneriycolcton, DatsbaseDherctyCotlection K w3083 (oo @m

mmdﬂmlﬁ&tmﬁmEWWImIE Identéications | (B Storage

o)

M mumm| M Mm|ﬁmﬁmmm [ samping plot -> Localty

Transfer the name of Lnnairufwuemm

the sampling plot into

the localty of the | Gormany 1 Schoribinch... | Genmany | Scheribincine Al | Unpring

Project: Gemnary | Plorzheim | Bad Lisbenzel | Bskeller Beutelstardalsen
SMNKspidercod = Gemary | Pforzheim | Bad Lisbenzel | Biskeller Beutelstenfelsen
Restrict to empty Germany | Plorzheim | Bad Lisbenzel | Eskeller Beutelsteinfelsen
Atach to exsting » Gemany | Plorzheim | Bad Liebenzel | Eiskeller Beutelsteirfelsen
[ Start search

2 differences found

| Statupdate

@

If your data contains or needs coordinates, please see the corresponding chapter on adding
and calculating coordinates.
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Maintenance - Collection event coordinates
Add Coordinates

If your data contain coordinates you can add additional coordinates in a different system for
those dataset, where entries of the additional coordinate system are missing. E.g. you can

add WGS84 coordinates on the basis of Gauss Krueger coordinates. In the MAdd coordinates
tab choose the project you want to update and an optional upper limit of the datasets. Then
select the source coordinates and the coordinate system these should be converted into.
Click on the Start conversion button to start the conversion. Where a conversion is not
possible, the fields for the target system will be empty as shown below. Click the Insert
coordinates button to insert the new coordinates into you datasets.

™ ]
30 DiversityCollection, Database: DiversityCollection_Test v, 3011 —
:__l Synchronize databases ] Bl Specimen “-';n entficabons | @ Collection events Ig} Evert series EI_

| 7 Remove unrelated events | %4 Set place and couniry B Add coordnates

Add missing coordinates &= calculated form exdsting coordinates of & diferent type:

43.43527001953125

45, 783416 74BDMEETS

43.4053573p0835044 11.7404527654 18457 5363091.14767296 4430889.89145155
48.185140315824215 11478050231 533554 5339147 95270485 4461298 S06E0228
43.163841247558094 11.5005357 73663036 2336323 76700331 4452552, 35468444 1
48 163641247558554 11. 50053577966 3086 5336323 7600331 4467552 J5460444

43.16384 1247558594

1027161 5582055664
21 E165714263516

11.5005397 79663026

RIGAZTI0OFTIGL

R336323. 76700331

437222%.635T643

4452952 36468444

Project: BSMeryscol » 5] Madmal number of resuts: 100 Coryvet WGES34 w g (Gausskniger * | Sat conversion J
WE584 Latbude WGES5E4 Longitude Ganss Kniger H GaussKriger R 2
43.083400726318355 1413331031 7353164 SI2TE17 4516815 S435564 J16E487E

9599300602417 -1. THEBESARTISRE15S
10.20165634 1552734 -2 46754646301 26553

4815773972363 11 .5EF 4584350586 5335630 59262268 4465718 47232039

4 1 13

Inset coordintes |

Calculate Coordinates
If your data contain coordinates e.g. written as non numeric entries you can try to calculate

numeric values from these entries(see below). Click the Insert coordinates button to insert
the new coordinates into you datasets.
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%] Smchronize databases | (&) Evert seres @ Colecton events | M| Specimen | 5 Identfications | (B Storage |
| 7 Remove unrelsted everts | %4 Set place and county | I Add coordnates | W Calculate coordinates | i Check geogrephy | [ Coordinates * |+ |
Calculate numenc values for coordinates from engsting coordnates
Project: GLMeol v [J] Maimal number of resuts: 100 Type of the coordinates  WGS84 -
-
WGESE4 Aesut WESE4 m m‘ﬂﬁsn Motes 5
80" 24'300 W 804 TN 27 465665666566655 | [On val s 27" 280 N, 80 24'0C W] | 25km
BI 05 10°W B3.086111111111109 | 35° 25" 30" N 35425 [Ovival : 357 25 307 N, B3° 05 10°W] | 400 m
B0 24 30" W A0.4 2T 28w N 27 AGGEEEEREEEERES | [Onval: 27° 280" M, 80° 24" 0" W) |25km
B3 05 10°W |B2.026111111111108 | 35" 25'30° N 15,425 | [ovi.val . 35° 25 307 N, £3° 05 10° W] | 400m
B3 05 0" W -H3.083333 33330329 | 35 28" N 35 416EEEEEEEE6654 | [Oival : 35° 250" M, 83" 05" ™ W) | 12 km
78 26300 W 78.433333333333337 | 38" 3530 N 38,583333333333336 | [On.val: 38" 3500 N, 78" 2600 W] | 25km
.?B'Zﬁ'ﬂ-'w ‘-?&WT 36" 35 " N ﬂﬂwl[ﬂﬁxdﬂﬂ'ﬂ?n'ﬂ.?ﬂ'ﬁ'n'm 25km
83" 05 W H3.083333333333329 | 35" 260" N 35.4166656665666654 | [Onval: 35" 250" N, 83° 05" W) | 12km
83" 05 300 W | £3.0871313337333309 | 35" 250" N 15 416665666566654 | [On.val : 35" 25'c” N, 83" 0550 W] | 12km
BI 05 10°W H3.0861117111111109 | 35° 25" 30" N 35425 [Ovival : 35° 25" 307 N, B3° 05 107 W] | 40 m
83" 05 10 W B3.036111111111108 | 35° 25 30N 15425 [Onval: 35° 25 307 N, 83° 05 10 W] | 400m
B3 05 10"W lﬂﬁiﬁ‘llﬁﬂmﬂ 35" 25 30" N 35425 I[C“-‘Id:ﬁﬁ'?ﬁ'ﬂ'”. 83" 05107 W] (400 m -

Add Coordinates for TK25 entries

If your data contain TK25 (= MTB) entries you can add try to retrieve the coordinates and
geography for these entries from data in the module DiversityGazetteer (see below). Choose a
project and click on the Find differences button to search for coordinates. Click the Start
update button to update the TK25 entries with the found coordinates.

[ Sychvoniae defebmes | () Evertscncs| @ Calection everts | B} Specimen | [ idertications | B Storoge B
| %4 Set place and country | ll Add coorinates | I Caiculate coordnates | Hi Chack gecgraty | [ Cocrdinates ior K25 | M Samping plot > Localty| |+ [+
Sesrch for dferences betwesn oK TK2S Quadrant T THOSLatude |l Lattude
coandnates and geagrashy [# |7edz2 2 48 3TE0204375
Source: 0 e &2
THZS [DiversdySamplingFlet: ~ 774 2 POINT (114574 |48 77400207519 . | 11 45702552795 . |48 77400207515 .
Froject: [# |s3z7 1 45 7389678955 ..
ESMichungeal . e 1
Frddfiernces | ] |45 m POLYGON (|15 5. | 5140000152587 |15 51 400007152587 .
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Maintenance - Gazetteer

To synchronize the entries derived from the module DiversityGazetteer choose

Administration -> Maintenance from the menu. A window will open as shown below. On the

tab page Collection <-> Gazetteer select the project for which the entries should be
synchronized. There are 3 targets for the synchronization: Locality name stored in the field
Location1l in table CollectionEventLo calisation, Country stored in the field CountryCache in

the table CollectionEvent and the Coordinates stored in the fields AveragelatitudeCache and

AveragelongitudeCache in the table CollectionEventLo calisation. Select one of these targets

Check far differences

for synchronization. To start the query click on the button.

* DiversityCollection, Database: DiversityCallection_Test v. 2.5.1.7 Server: 141.84.65.107 Port: 5432 User: BOTSAMMLZZ:... [= BB

Syrchronee datshases
Schiores tha cackad data in dapendent dalabase: wilh ha ongnal soucs
Uil besctioon < | asonBames | Famnlp and sides | Collschon << Exaccales Colechion <) Gazelleer | Callachon <> Relensnces
_P":ﬁ'f' Flace name in Diversips azetes Flace name in DivershCollecsion Acoessiortlumber | Latilade L
Fichobl edamialall w 5
TR, P .
Chiecen e part B shoid be checked Aoz, ek M zE4s
Placa nama 3 Almsmn, Sawana, Liguia, [kl Almzsio, Savons, Liguma, [bsls M-O02E1ET
: . Alazzmn. Savona. Liguia, el Alazsio. Savona, Liguia hala M-O0ZE e
[¥] Ireude accession numbers -
aliahd & dei Lare, Harmovei, Geimany | Aleld anodee Lena, Hanpower, Miaded..  M-0022409
Algaver Mpen, Schwsben, GEmany Allgsuer &lp=n, Schwsken, Bspem, 0. M-O02E067
Algaver Apen, Schuaben, Ermany Allgouer slpen, Schwaben, Bapem, D MAODZEE4D
Algaer dlpen. Scnmanan, Geimany Allgauen Alpan, Schwaben. Gapem, D MO0ZE550
Check. for differenoss
Elgaver Mpen, Scheabsn, Geimany Allgsuer &lp=n, Schassben, Gapem, 0., M-00ZEL35
216 diferamices; lownd - -
Algaver Apen, Schemben, Gemany Allgauer &lpzn, Schwaben, Bapem, D MAODZEED
Skl wpdais "
Allrzs e Alrcsy Srhmuzhan Ramann Allrzoor Alran Srksuabos Qoo T (TRl
£ >

The form will list all differences found. To update the database click on the

Start update

|button. If you wish to have a more detailed look on your data, you need

to check the Include accession number checkbox before starting the query. A button

Claze form and check.
datazet in databaze

To check for countries which do not match entries in DiversityGazetteer choose Country from
the list as shown below.

will appear which will take you back to a single data set in the database.
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Optional Project

Optional inclusion of the
accession number to
check single datasets

The new entry Tor
the country

Optional Mote about
the original content

Synchronze the cached data n dependent databazes vath the onginal zouce

- DiversityCollection, Database: DiversityCollection_Test wv. 2.5.3.9 ... E'E'El
Symctronize datebasss | Remove unislated svents | Remove unrelabed event sanes

Collection <-= TaxonMames | Family s oider | Collection <> Exsiccatae Colechon ¢ Gazetteer | 4 b

Progect:

Chooze the part the should be
checked

|EDmr|_|..-

[ ] Include sceession rumbers

| Creck for difterences |

Change the selectad countiy o;
|ﬁ:ganlima

[#] #dd onginal to nofes:

||:|Il. Counlry: Aigenbne
23 differences found

| Gtart update

Countiy i DiverstyColechon Ainzahl -ﬁ
“ [The “wceld) 103

Ardanctica 1
3 » Aygentna

Bozriz-Herzegovina 2

Guapana 1

harndudy 1

FAZARHSTAN [ASIATIC PAAT) 108
w FAZAEHSTAN EURDPEAM PART] 171

Moldawiz 1

Montensgio 1

Hubsia 1

Republic of South Afnca 3564

RIS Sk (ASIAN PRRT) 40

RUS Sk [ELUADPEAN PART) 2983 w

Orngnal content that
does not match any
entry in the country list
of DiversityGazettear

The number of the
occurences of an
entry

The image above summarizes the options for an update of the country. You may restrict your
query to one of the projects you have access to. If you wish to check single data sets, check
the include accession numbers option before you start the query. To keep the old entry in
the Notes field check the Add original to notes option.

Maintenance - Gazetteer: Adding links

To set links to the DiversityGazetteer for places which are not linked so far choose the second
tab under Collection <-> Gazetteer for synchroziation of places missing a connection to the
DiversityGazetteer. Choose the database and the project and click on the Start query

button. The results will be listed as shown below.
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ﬂmnuumam |mmﬂu|.mm]ﬂm]lﬂ ertfications | (8 Sioreg E]
Synchmnoe the cached dria in dependent detshasss wih the onginal souros
| Collection <> Taxoniemes | '8 Hierarchy | 8 Collection <= Agents | Calection < Exsicostae | 4 Colection <2 Gazettonr | E[]| Cobection <> eferences | B Colectior * [+
| Symchnoize piaces with 2 ink b the: DrversiyGazettesr | Synchmunize places missng a link to the DiversiyGazettesr
Firee seshctirey plbvcans i hes Direraitylarntioer
Datahaes: DivershGersieer Geo = Hemchy. e _:'___:—_I- .
Prpc:  FepicaionTes! - |4 Seectal | Aesinct to unambsguos || Seiect nane |
OK Flae Hierarchy lshde  Lorgiude MO Accessonbumber
3 E By Uritad Kingdom, Dewvon. England. Besr B07 31 1 D 195240]
] | Bor [Lrited Kingdom, Dewan, England, Basr [s0.7 X [ IID: 185841]
) | Beer United Kingdom, Clvan, Engiand, Bear 507 al 1 [ID: 195847]
] | Eching Germany, Bawari, Kiets Fretsing, Eching m2m 11821 2 [ID: 198827]
1 | Eting \Gemany. Bavara. Stact-/Gemeindeted v. Fiamng. Kieia Bichatan, Srting 48 82 167 2 | ME-ETT00017
¥ | Feddmoching Gemany, Bavana, Sled-Gemeindeled v, Munchen, Feldmoching 43215 1507 1 D 1958149]
B | Freisang | Germansy, Brvars, Mrsis Freiting, Fraiting lagams  [nmss 2 | 10 195808
Fressing Germary, Bavana, reis Freising, Fressing 454020 11.7483 F ID: 195&11]
] | Kukmbach Germary, Baveria, Kiets Kubmbach, Miiméach B01132 | 114578 2 [0: 198217]
W] | Obemchieilheim | Gemany, Bavarla. Krsis Minchen. OberchisiTheim 482556 115608 1 10 198821]
T |Obersdod ~ |Gemany, Sawsey-lnhalt, Ksis Sangerhausan. Dbarsdad BSZ [11.3%64 B (1D 195E240]
7 | Puling |Gemary, Baveris, Sl MGemeindeted v. Freing, Kisis Freing, Fuling |48.3653 117047 |1 |jD: 158218
7| | Straving Garmany, Bavaria, Siraubing AEENIE | 12576 1 [ID: 19882]
5 Stan update My hepect datzsat

As many places have identical names in different regions you may restrict the query to places
within a certain hierarchy. In the example below this was done twice: First type e.g. Ger in
the Hierarchy box and select Germany from the list. Then choose within the list to receive all
levels within Germany - in this example Bavaria was chosen, restricting the query to places
within Bavaria.

t]&,mmnuauanam,@m“|.m¢mmﬁ]ﬂm]lﬂm‘|usm =)
Synchmonoe the cached dria in dependent detshesss wih the onginal sourcs
| Coletion =+ Tameniames | 15 Hermmchy | & Colleglion == Agenis | Colection = Exsicoalze | 4 Calection <> Gazettoer \E@ Colietion <> Feferances | [ Coledior * [+
] Symchnoize places with a ink ba the DiversiyGazettesr | Synchmnize places missng a likcto the DiversiyGazettaar
Fired malcring placss in the DiverslyGarellesr
Diatabass: DivershiGesstfesr Geo »  Herachy: Gemany, Bavana, - .._' " ':._TJ,:-_I T N
Prajet:  FepiicaonTeat - | 7] St st | | Amstictto unambiguows | | 7] Setect nane
0K Place Hievarchy Lalude Longitude :"m't' Poosss
' ﬂ Eching Gemany. Bavana. ¥reis Freising. Eching wam |net 2 - 198
Lal BIi Gemary. Bavara. Slad-Gemeindelel v. Flamng, Keie Behetan, Eting 4352 11,6667 2 JWIEET]
i Fulrh'mdii'u Gemary, Bavana, Slad-Gemsindslsil v, Munchen, Feldmoching 43215 11507 1 Jice: 1
Fressing ‘Germary, Bavana, Freis Freising, Fressing 48 4028 11.7483 Z Jice: 1
| | Freising Germany, Bavana, reis Freising, Fressing 48 4028 11.748% F e 1
Ll | Kidmbach | Gemany, Bavara. Kt Kulmbach, Hulmbach 501122 114575 2 po: 1
¥ | Civemchieilheim | Gemany. Bavena. reiz Minchen. Oberchis Bheim 43 2556 11.5608 L po: 1
T | Obersdod Gemmary, Bavera, Sled-/Gemeindeleil v. Hochslad a. Main, Hreis Lichtandels. Obesdod | 50,7356 11.1578 3 1
W] | Puling Germany, Bavana, Had-Gemeindeted v. Freming, Krsis Freming, Puling d48.3653 11.7047 1 JIce: 1
Strauting Germany, Bavans, Simuhing AR EH20 12 57RE 1 [ I9q
1 in k]
5 Sta updale M bepeact dalzast

The unambigous results will be selected by default (see image above). The number of identical
names found in the gazetteer is listed in the column Number of places. Ambigous names will
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not be selected by default, you may, however, include themin the update, if matches for the
name were found. To inspect a single data set to evaluate the found place select it in the list
and click on the #Inspect data set button. This will open a window showing the entire data
set. Finally, click on the % start update button to enter the results in the database (see
below).

v DiversityCollection, Database: DiversityCollection_Test v, 30671 |
% Srchvonice cataoaes | (%) Evert senes | @8 Cobection sveres | Il Specmen | [ identfications | (8l Storage =
Synchonoe the cached doiz in dependent databases wih the onginal souce
| Collection <+ Taxeritiemes | 'S Hiererchy | & Collection > Agents | Colection = Exsiccatae | 4 Colection <> Garetteer | BTN Colieetion <> Fieferances | B Colectior * [~
] Symchnoizs places with a ink ba the DiversiyGazettes | Syncninize places misang a linkto the DiversiyGazettasr
Fird malctineg e in the DivenslyGazellesr
Databass: DiverstylGassfieer_Geo w  Hemcky: Gemany, Bavara, ~] You ‘- ‘- .| 5 higra _
Project:  FepicatenTeat - | 7] Seectal | | Festictto unambsguows | |7 Seiect nane Start query
0K Plece Hierarchy Latiuds Longitude ;"m't' Acceig
N . Gemany. Bavaria. ¥rels Freising. Eching wam |ne 2 - 158
T | Etthng Gemary. Bavana. Slad-Gemeindslel v. Plamng, Kieie Bchetan, Effing 4352 11,6667 2 JWIEET]
7| Feldmoching  Gemary, Bavaria, Sladl-/Gemeindetei v. Munchen, Feldmecting 825 NS 0 o
| | Fresing Germany, Bavana, Kres Freigng, Frsssing 4B 4028 11.7483 F Jice: 1
| | Freising Germary, Bavana, reis Freising, Fressing 48 4028 11.748% Fd e 1
] | Kubmbach Gemmany. Bavana. Kmeis Bulmbach, Huimbach 501122 114575 2 pe: 1
71 Querachisilheim Gemany. Bavara. Hiske Minhen. ObermchieiBhem 432556 1S 1 o
T |Obenedad Germery, Baveris, Sled-/Gemeindelsi v, Hochuladd a. Main, Ko Lichienlels. Cbersdod 501356 [ 111578 3 o1
Fuling Gemmany, Beveris, Stac-Gemeindetei v. Fresing, Krsis Fresng, Puling MB35 117047 1 110 195
Streira Cemary, Bavans, Streubing MBEEIE | 1257HE 1 o 198
‘[ in v
% Stan updeto | - = 24 hapes Gtz
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Maintenance - Insert missing organisms in
specimen parts

To print a label for your samples you need to specify which of the organisms in the specimen
should be shown on the label. If for any reason the organisms where not included into the
parts as shown in the image below, you may do this belated for all data sets for a selected
project.

=l M-0013570
EIGI Arthrocladiella mougeotii

Select the print tab as well as the project and click on the [Check for missing units in
parts] button. The missing entries will be listed as shown below. To insert them click on the
corresponding button.

-
3+ DivessityCollection, Database: DiversityCollection_Test v,3.037 o=
3 Synchrorize databases | (€Y Evert series | @) Collection everts | M| Spacimen | (=] identiications| BP Storage &)
Search ;;ﬂg orgaiems AGCEITN | ot dentification Somge 255;;1; :
Project: M0131142 | Omphalina edcetanm (Bull. ) M, Lange Omphaling efce. |, | specimen
BSMgrosssbreoll - M-0131260 | Achroomyces micrus (Bourdot & Galzn) Wopwoda EpECITEn
. ST e— | M-0131268 | Coricaum confine Bourdot & Galzin Epecimen
M0131268  Colacoglosa peniophorae (Bourdot & Galzin) Oberw_.. Epaciman

M-0130%903 | Veerpa conica var. conica {0.F. Mul ) Sw. spaciman 2
insert mesing Lnks in parts M-0131130 | Micromphale foebidum {Sowerby] Singer specimen
M-IN31021 | Hohenbuehelia atrocoendea (Fr) Singer specimen
M-130854 | Pegiza palustis Saut Peziza palusiis .. |specimen

ke

-

Page 242



Import

There are several import mechanisms:

Import wizard for tab separated lists: Import data from foreign sources and attach further
data to data sets in the database.

Import of specimen scans: Import image data, where the accession number is a part of the
file name. Image data can be imported together with default information to the entire batch.

Import and reimport of tab-separated lists: Import data from foreign sources and reimport
after external editing.

Export

There are several export mechanisms:

Export of tab-separated lists: Export data in a tab separated format for external analysis or
editing.

Export from Grid-Mode using the export function.

ABCD: Export data as XML according to ABCD schema 2.06.

JSTOR: Export data as XML according to format of JSTOR and the Global Plant Initiative
respectively.

BIB: Export data as files according to format of the Botanischer Informationsknoten Bayern.
Naturgucker: Export data as files according to format of the Naturgucker initiative.

Generation of labels.

Generation of inventary lists.
Replication with a local database

An overview of some options for the im- and export of data is shown in the image below. The
export and reimport of tab-separated list allows external editing of the data in e.g. spread
sheet programs

]
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Import specimen scans

With this import routine you can import new data sets along with new images into the
database. To achieve this the image files should be named corresponding to the accession
numbers of the data sets which should be imported (e.g. M-003145 in the example below) and
an optional trailing identifier (e.g. _20070711_122541 in the example below. The image below
shows an overview of the entire import process.

Extracting
accession rumber
Collection P M-003145 M-O02145 20070711 122041 df
- L
Material combining
irmage path ___J
CrriginalScans

To import images like scanned labels from specimens choose Data - Import - Specimen
scans... from the menu. A window for the import of images will be opened (see below).

Import scans of specimen

It ol mags = of specimer. The A= nemes shoald comespand W de socession manbe of the specimen, =g, M-00174400 gg
Inage souce
Cad=ct ihm images el should == S
beinportedion he datshase (9] O ol ananelimeges | HiNGchimlerd et |
Irupacal oo andd sscuniy chas
Overvios eriding Flsce mapss:in _— chezk tha Al Sepaaim o Chacks lor e l_
O gL = subfolde of largic i o of the imeges [ sccession raambes lT arces=on ki [=] chech i H [+ chach lengt | d |
OF. fuce. b Sours il Path in dalaege Emai App
3 H-003x 37 W03 37 _200707 301 70350 g W fpiciures. snsh nio B S M sehisfool wsbe M- DOC0F MO0 321 37_20. O
|| W-Dm17T45 WO TTAS_S0070604_1 30620 1pa M fpmhares snch o B S M oo tyafzn L vashy 000 24 W00 1 T745_210 O
O3S H OO T AL 13094 g Al et spsh RS M st Lesb i 08 D319 A O
[=] «-003x20 0033 30_A0070EDL 123852 pg st dpietores srshont B S M sehisfoaLtwsbabd D020 W00 337 2020, O
Y003 21 W03 2 _20070G04_1 31042 jpg g fpiciures. snsh nio DS M schisfoa L wsbe b DOC0F H-00 300 21_20. O
| w-Do3HI22 w0033 22_A0070604_131400 jpa M/ Fpmhures. srch nian B M eohisfoo L esbyM - D0ES 00337 22_210 O
MANETZE RN AR TR g Al et spsh iR EM s lesb - DEE A 03 23 O
[=] -0033 e 033 2d 0070730172436 pg ttp:d fpiciures. srshonfoB SM sehisfoobfesbebd - D00 H 00337 24 20 [
H-003x 25 W03 25_20070730 17502 ipa W fpiciures. snshnio DS M schisfoel sk b D00 H-00220 25_20.. O
[=] w0033 26 w0033 26_200707 3017200 4 g Hp:f piciures. anch mioeB S M cohisfoo L esby M D0EES W-O0 337 26_210. O
NIk RN R ISR M I R Al At st ndRE M b LW N W03 30 O
[=] w-00%x 38 003 38 AI0A0FA0 12704 pg wHpd fpetares srshontuB S M sehisfeo bbb DS/ MO0 33 28 20 [
H-003x 29 W-0033 20_20070730_1 71340 jpa g fpictores.snsh nisd DS M sehisfoel sk M- DOC0F H-00231 29_20.. O
[=] W-D03H 30 W33 30_200707 30171420 ipa g ‘pmiares. ansh mineB S M oo isfoo besby M- D0EES W-O0331 30_210. [ =
Catzbars ) .
Fararvestes for the ] .
impait in the database Lwah: wacs || [ Cobection dae | —|—[“'| Supl:
§ i [ Emression dabe: ™| Suppl:
Tes Innparn I - I_ —l | | B == L |
Collecdore | M-Furgi W | fdateniad _!N'Ei'fﬂﬂ ¥ Pumee  BSMschisfcal £ Image ype | lnDel |
Apoerd image: i ElPri _"I [ teeeby: |w | Tasnn gour [hngus ~
O memmnnts  coas 3] &) vamtn fnieins |
E Impen | e imegs rot vl bhe oniginel paih 25 cpeciisd sbos bt as UIAL B:&dJHLII'ﬂn:fu’pi:mwsh.nlw'BSMmanmM’ ] n
Logfis for vspait |

The fields marked with red are mandatory.

Image source
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To select the images you wish to import in the database click on the ‘2 button. A dialog will
open where you can select the images you wish to import into your database.

Suchen in: Iﬁ OriginalScans j o ch': _

B M-00314571 . 4F
B M-o031458
B M31451 .t

D ateiname: I"M-EIEIE'I 4572 LF 0037 3658k R -003 4Ej Offren I
D ateityp: I j Abbrechen |
P

Select the files and close the window to enter the selection of the images in the list in the
form.

Import options and security checks

If you wish to replace data sets for images already in the database, check the Overwrite
existing images checkbox. If the images are located in a subfolder wich is named according
to the first characters of the accession number, check the Place images in subfolder of
length checkbox and specify the length of the name of the folder. If you wish to check the
URIs of the images, check the corresponding checkbox. The data sets will then only be
imported if the images are available on the web. If the filename next to the accession number
contains a trailing identifier, it must be separated by a unique character. Check the
corresponding box and enter the separating character. If you wish to assess whether the
accession numbers are correct, you can check the start and the length of the accession
number by checking the appropriate checkboxes.

Image list

The list shows the image files selected for the import. To test if all files satisfy the specified
checks, click on the Test import button. If the file name passed all checks, the OK field for
the image will be checked after the test. Otherwise an explanation for not passing the checks
will be shown in the Error column.

The first column of the list shows the accession number extracted from the file name. The
second column shows the file name of the original image file and the path written in the
database. These paths may differ from the original, if you select the option for setting a
different BaseURL. If a data set for an image already exists in the database and you selected
the Append images option, the checkbox Append at the right end of the table will be
checked.

Database
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You can set several mandatory and optional values to be written in the database for all
imported data. The fields marked with red are mandatory. These are the collections in which
the specimens are located: the material categories of the specimens, the project, the content
type of the scans (e.g. label) and the taxonomic group of the main organismin the specimens.
If you wish to refer to a web source for the labels instead of a local file, you need to provide
the base URL as well. Optional fields are a place according to the DiversityGazetteer and the
date of the gathering event, the collector, the accession date, an identification, an exsiccatal
series and the type of the label. For explanation of the buttons see module related entries .

To test the import and whether the images are present in the database click on the

—lTESt meet | button. If everything is fine click on the — =% |j tton to start the
import.

Logfile: To log the list of imported images and any errors during the import check the Create
log file checkbox. This will create a log file with your name, the date and time of the import in
the directory where the image files are located.

The program will check whether an accession number is already present in the database. It
will only import the data, if the option Append images if accession number is present is
checked. Otherwise this data will not be imported.

If the images will be provided by a webserver, check the appropriate checkbox and specify
the folder or click on the Q button to search for the website.

In the overview below the mandatory fields are marked with red, the optional fields with
yellow.
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Import tab-separated lists

With this import routine you can import data as tab-separated lists into the database.
Choose Data -> Import -> Import list... from the menu to open the window for import. In
the window click on the ‘Zbutton to select the file with the data you wish to import. Use the
proper [encoding] to ensure that all special characters will be transferred correctly. If you

change the encoding after opening the file, click on the button to reload the file with the
new encoding.

The content of the file will be shown in the upper part of the [Column mapping] tab page.
Use [Data start in line] to set the area for the import. Preceeding lines will be ignored and
depicted with a ' gray background as shown below. Every column in your file must be either
ignored or mapped to a column in the database. The lower part of the mapping section shows
your mapping while the upper part contains the first lines of your file. You can either use a
prepared column mapping or create a new one. To import a previous column mapping click on
the ‘d button and choose one of the XML-files.

Column mapping

For a column which should not be imported choose the color from the group as shown
for the second column in the image below. These columns will be ignored for the analysis and
the import. For all other columns choose the [Table] and the [Column] your data
corresponds to. If you wish to import two different data sets in the same table, you need to
change the [Alias for table] to a unique value for this data set.

If some columns should be transferred into one field, you have to choose a group for these
columns as shown below for columns 3to 5, 6to 9, ... . Simply choose a color from the group
combobox other than white or black to choose a group. To save the current mapping click on

the [Ebutton.

Page 248



| | Import list r__”'ElE

Ercadivg: UTFR w | Flerame. CADalensDesibilokbench 2 0\Diversity Colecioaini Debugh moot\ HEREAR 41 .1 = | [i] [#] Uz= mepping
Fresetting parsmstens for the impos:
Lolkecton é-wenl and galbamng intomatoee: | Spacaimen ard iealed miomalones | Diganene: and e ale:lr'h:-mall:r':e' Columa manging

COLHO GRUPFE GERLIS SPEOIES AUTHORS LAMD BUMDESLAHD REGIOM STADOT STANDCIA|
am ki Acapa of. reagein, g low Creta Rica Prore. Limon Camitean Lol | Limios shiongly ©
am W g CrEiEg vai, ceeiea [Bul L Losta Rica Frirs, Liir Lambaan Loskr Limoy shonghy ©
SaEron " Cieds Rica Proes, L Canbasn Loslan... | Limon ehonagy ©
sozEnn H Ceeta Rica Frore, Limon Cambaan Losler... | Limon shongly ©
3000 b Ciotas Rlics Proee, Limar Caribessr Losler... | Limon shongly |:V|
£ ¥
Daasalinbe | 2% | Save | Tabs b for bl *  LCohare | Goup hal '_jﬁ]
Col=ctionGpscim |denilicatan |dentification | deriification

Colechiortpacim lderilicatan |dentificalion | dartification

Denosintsberes Tasoewmichdame | TasonomicMane | Tasonomicame

€

ColleclonEventils ES
= A Colectionfgen
= 1]
Colgclwabana C Rops
lecimn Spec el [
= i Identificationmit

’ l =
Arhss daks Loplk nn Spec aenl [
igenilcaign rI|I

1 F M LastldenatcatonCachs Sicyia of insicni, vellos
Displaplinear 1

Up itz 10 T &4 0rom G0 MO G EE

Tokal ns =] | denkific ation

[

ik

TasnomgHams Aicuma o, magre:, wallosy

Faoorminls*lanes C. Aojes

| deriificationDiale b
< ¥

Impot dsbe: (50 Icecet ol data s (0 Iwpet Bt (1 5| fnee [T Impedt ey data

To analyse the data in the file click on the [Analyse] button. During the analysis the program
may ask you to give additional information like the taxonomic groups of the imported
organisms. In the upper part of the window you may add information to be imported together
with your data from the file. The available options depend on the structure of your data.

The image below shows the tab page where you can define the relations between two
organisms. This might be necessary if e.g. your data contains information on parasites and
hosts. The data tables which are related to an identification are listed with their aliases in the
lists for the identification tables. Use the ¥ and 4 buttons to move them between the lists.
Use the w buttons to change the sequence within a list. With the [Host] option © Host @
you define the host and the [Main] option defines which organism will be chosen as the first
to be printed e.g. on a label.

Callection evenl and gathenrg nfamabions 1 Specimen awd elaled Humd.icm_ Chigarisrve and redabed infomations |
[ Datagsts corlain 7 oigansnn . Tabke IderhiicaionLini_] oo | Identiicstioilnl_2
Tawon, ginug |deriificannn tables |een tilication hables Tasor, gIoup
w||TS Cea W
I3 ()
[
[wr] 3 Host {31 [w]

[ Hest-parasios of conespending relstion betveeen cigansms s2sp. wnils: b
[F T mama is dorage bealion,  Man mgavism (& Main {0

By default one CollectionEvent will be created for each data set.
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(%) Separate colection events

- Collection event

Ml Collection specimen
& Collection event

Ml Collection specimen

If the events should be joined following the entries in the file, you can choose the second
option as shown below. The import will create a new event, if there were any changes made
to the data related to the CollectionEvent, like the description of the locality, the altitude, the
coordinates etc.

(%) Group collection events

- & Collection event
[l Callection specimen
Ml Callection specimen

If all the data sets belong to one EventSeries e.g. to one expedition, you can choose the
option as shown below and enter the code and description of the EventSeries in the
corresponding fields.

All collection events belong to an event series, e.g. an expedition
Code Dezcription Motes
Elbels Elbzandzteingebirge, 25.9. - 4.10.2006

If you wish to use an existing EventSeries, click on the @button and select a series from the
form. The code and description of the selected series will be shown as in the image below.

All collection events belong to an event series, e.g. an expedition

Code Dezcrption Motes

After your data was successfully analysed, the window will show you the result as shown in
the image below. During the analysis the program will add missing tables and columns
necessary for the import. The first data set will be shown in the form. If you wish to check
more data sets, set the number of the last position you wish to check and click on the
[Analyse] button. The data is arranged according to the tables in the database in which they
will be imported. The underlined fields belong to the primary keys of the respective tables and
are red, if missing. These missing values will be generated during the import. If a data set
contains no values and will therefore not be imported into the database, the columns will be
shown in blue. To import these entries anyway choose the [import empty values] option. To
browse through the data sets in the preview use the 14 4 2 #k Fibuttons.

Page 250



- & Collectiondgent A
= 111
Calectysiumber: K001
Calectslarms K, Gid
CalechonSpecm=nl D
= @ CollectionEvent
= 1]
LocaitpDieseriptiors Geamany. Bavaria. Regenngsbezik Oberhiaricen. Obehaid direction Appendor. natural park Haasbierge. area Steineme: Knzuz Hanazerholz,
Calectorliate, 20,003 2005
CalectionEvert D
= Hi CollectionE ventLocalzation [Altitude]
= 111
Loceation1: 275
alechonE verd D
= ﬂ] Lollechont venlLocalksation |Coodmates]
111
Lecalanl:
ColectionE vend [- w

To import the data click on the [Start import] button. If you wish to import only part of the
data e.g. for a test, choose the [Import first ... lines] option.
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Export

There are several options to export your data. You can either export data of the entire
database or the content of the data sets listed in the specimen list.

Export data of the whole database

Export of the content of the entire database is possible either as a backup on the database
server or as export as csv files. See the Backup chapter for more details.

Export data of selected specimen

For the export of selected specimen there are several options. If you want to define the
content and format which should be exported, use the List export. An export which can be
configurated my also be executed using the export functions of the grid views for Specimen,
Organisms , Parts and CollectionEvents.

Predefined export formats are available as XML for the ABCD (see www.tdwg.org) and the
GPI/JSTOR standard as well as text files for the BIB (see www.bayernflora.de) and
Naturgucker (see www.naturgucker.net) portals.
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Export data as tab-separated lists

You can export the content of the datasets listed in the specimen list into a tab-separated
list. Choose Data - Export - Export list... from the menu. A window as shown below will
open. To change the preset path of the export file use the ‘Zbutton.

Expaort list

C Db Diversighorkbench 2 M0 wversiyCollectiontbin'\DebughDresmpColectionE wport_ 20077 211104237 1
[ Setngs [ &dd coburers for reimpot 5] Inchade be SOL-Ouery Show fest 20 3| datesels  Dices by: -
Accedsion numban Average alituda Courp Tason Colechor -
Col=chorGpecimen CalechorE vercl ooabzation  CollechonE went Id=rhificationliril  Coll=ciordg=nt

Accesgortlumber  AveragedltiudeCacha CowuntryCache Last dereficationCacha Colectorzb ama

M-O03ET7E 1200 Hambia Aribonie Sedda, |

Iel-OO3ETTA 1200 Hambia Candalaredla Zadda, L

te-O036F /5 100 Nemibia Candelana concolar [Dicks. | Sken Jedda, L

M-D03ET7E 12 Hambia lichen  Zedda L

Il-OO3ET7T 1200 Hambia Candalaria Zadda, L

bd-OO3ET P E 120 Hembia Candslas Jadds, L

- DOFET 7S 12m Hambia Candzlaria Zodda. L

1-O03ETAD 1200 Mambia CaloolacaZedda, L.

M-O03ETE0 1200 Hembia furgus  Jeddas L

1003871 120 Hambia CalplcaZedda L.

003672 1200 Mamibia lichen  Zedda, L.

M-DOIETES 1200 Hambia lichen  Seddas, L

- D03ETE4 1200 Nambia Colama Zedda. L.

b -O03ETES a0 Membia HyssiumZedda, L.

M-0IETAE 1200 Hambia fungus  Sedda |

SOL-Dusy

SELECT DISTINCT TOAccessionMumber. T2 AveragedliudeCache. T3 CourpCache. T4 LasildentificationCache. T5 Collectorshlame FAOM CollectionSpecimen TO LEFT
OUTER JOIM Collectiore vert_ocalkeaton T2 0M TOColectonE venllD = T2 CollectionEwentlD SMD T2 LocaleaionSpestem D IN (4, 5 LEFT OUTER JOIM ColectionEvent T3 0N
10 CellectionE venlD = T3 CallecharEwerdD LEFT OUTER JOIM Iderbhzshonl rt T4 OM T0.ColeclonSpecmen|D = T4 ColeclionS pecmenlD LEFT OUTER JOIM e

To start the export click on the [Start export] button. A file will be created in your
application directory, containing the exported data. A preview of the data is shown in the
lower part of the form. If you check the include columns for reimport option, the header
will contain an additional line for table names which you can use for reimporting the data. If
you check the include the SQL-Query option, the Text of the command for selecting the
datasets will be attached at the end of your report. The form will show the first lines as set in
the Show first ... datasets (range: 1 - 99) as a preview. During the first export, the list for
the fields for sorting the results [Order by:] will be filled. So if you need sorted results just
restart the export after selecting the field after the first export.

To choose the fields you want to see in the export click on the button. A window
will open as shown below, where you can choose the fields you want to export.

Page 253



Choose the fields for =10l x|
=[] Specimen -

Accezzion number

-] Collection5 pecimen| D

- [] Accession date

-] Depasitar

-] Reference

--[] Qriginal nates

- [] Additional notes

-] Prablers

=[] Lakel

[ Twpe

- [ Tranzcription state

=[] Exsiczata

- [] Exsiccata sefies

- [] Exsiceata rumber

=[] Event
- [ Average altitude
- [l Avverane latitude LI
T able: Caollections pecimen ;I

Colurmn: Accezsiontumber

Aocezsion number of the specimen within the
collection, e.g. "'M-29834752"

[

Cancel | k. |

Please keep in mind, that only the datasets listed in the specimen list of the main form will
be exported. If for example you set the maximal number for the specimen list to 100, only
these datasets will be exported, even if the number of datasets related to your query will be
more than 100.

Please be aware, that you will get "cross joins" between the data in your database as in the
example shown below. If for example you start an export containing taxa and collectors and
you have 3 taxa and 2 collectors in a dataset this will result in 6 lines in the export: every
taxon combined with every collector (3 x 2 = 6). To evaluate the data you have to group the
results accordingly. The first line in the file corresponds to the description as shown in the
form above for the selection of the export fields. The second line shows the tables and the
third line the column within the database. The following lines contain the data. If you want to
avoid these cross joins and need only one line for each dataset, please use the export
funktion of the grid mode.

Accession number Taxon Collector
CollectionSpecimen IdentificationUnit CollectionAgen
AccessionNumber LastIdentificationCache CollectorsNam:¢
M-0013579 Arthrocladiella mougeotii (Lev.) Vassilkov Sandu, C.
M-0013579 Arthrocladiella mougeotii (Lev.) Vassilkov Savulescu, T.
M-0013579 Blumeria graminis (DC.) Speer Sandu, C.
M-0013579 Blumeria graminis (DC.) Speer Savulescu, T.
M-0013579 Lycium barbarum Sandu, C.
M-0013579 Lycium barbarum Savulescu, T.
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Reimport tab-separated lists

With this import routine you are able to reimport data in tab-separated lists which have been
exported from the database. Choose Data -> Import -> Reimport list... from the menu to
open the window for the reimport. To reimport data it must have been exported using the
option [add columns for reimport] to ensure correct header lines in your file. As the client
provides no possibility to change data on the basis of lists, you may export the respective
data to a tab-separated list, change your values and reimport the data.

In the window click on the ‘Zbutton to select the file with the data you wish to import. Use
the proper [encoding] to ensure that all special characters will be transferred correctly. If

you change the encoding after opening the file, click on the button to reload the file with
the new encoding. The content of the file will be visible as shown below. For a reimport the
data will always start in line 7, indicated by a gray background of the header lines.

3 Import list

Encodng: Uricods v Filename: |C\DatenDiversityWorkbench 2 D\DiversityCollection®in\DebugE sport\DiversityColection | |3
Presetting parameters for the impaort
DiversityColectionE spoet_ 20080215 161230 1

ColectionSpecm... |Average lattude CollectionEvendD  LocalisationSyste. . | Average longtude | Location 1 Location 2 i
ColectionSpecim... | ColectionEventl... CollectonEventl... CollectionEwvenil . | ColectionEvertl... |CollectionEventl.. CollectionEvenil
ColeclionSpecm... |Averagelattude,.,  CollectonEventD  LocalisationSyste... |Averagelongitud.., | Locationd Location2

TO T2 T2 T2 T2 T2 T2

168445 48,1381 204569 9 46532 46,832 48,133

168448 481381 20 482 9 46532 46 832 4913

169562 48138 204568 9 46532 46,832 48,133

169637 48,1381 25416 3 46 532 46,832 48,1381

167313 48133 2E415 3 46 832 4E.832 4313 W

— Ml CollectionSpecimen [T0 #
Analyse dats p [l ol

CollzchonSoecimenl D 168448

42 % M || o fi CollectionEventLocalisation [T2]
Upte:| 5 = =
AveragelatitudeCache: 48,1301
Tatat 5 CollectionE ventiD: 201 432
zationSysteml w

Import data; (=) Import all datalines () Impoitfiist 1 % | lines [ Import emply data

To analyse the data in the file click on the [Analyse] button. After a successful analysis, the
window will show you the result as shown in the image below. The first data set will be shown
in the form. If you wish to check more data sets, set the number of the last position you wish
to check and click on the [Analyse] button. The data is presented according to the tables in
the database where they will be inserted. Underlined columns belong to the primary key of the
respective tables and are red, if missing. These missing values will be generated during the
import. If a data set contains no values and will therefore not be imported into the database
or updated, the colums will be shown in blue. To import these entries anyway choose the
[import empty values] option. To browse through the data sets in the preview use the

i4 4 2 b Pkbuttons.

To import your data click on the [Start import] button. If you wish to import only a part of
the data, e.g. for a test, choose the [Import first ... lines] option.
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Export ABCD

In the current version only the main data from DiversityCollection will be exported to ABCD.

To export the data of the specimen selected in the specimen list following the ABCD schema

2.06 choose Data -> Export -> XML (ABCD Schema)... from the menu. A window will open
where you can set some additional parameters defined in ABCD and BioCASE respectively as

shown below.

XML Export E| El E|

Create an export file according to the schema ABCD 2.06 3
Technical contacts: | webmaster@omewhers.net

Contert contacts:

Oitheer provviders: |
Metadata
lcon URI: | hiip: /s botanischestastssammiung de/oralik bsiogo.jpg
Seape |FLr|gi |
Wersion: |2.? | Dienstag | 26, %
Dataset GUID: | dE9%e157-10e7-4012-8%0 395725261 | [ create GUID
Callection |H-Fur-;i o ol
Export fle: | C:A\DatertDiversitywiarkbench 2 0\DiversityCollection\bir\ Debug\miE sportABCD_26_08_2008ML =

Start expoat

To start the export click on the Start export button. The data will be exported into a file in
your application directory. Click on the ‘Zbutton to inspect the exported data (see below).

... Browser
= la file £/ /C D aten/ DiversiwWorkbench 2 W DiversityCollectionAin/Debug <miE sportdBCD_ 26,08 2008 <ML

<?xml version="1.0" encoding="utf- 16" ?>
- <Datasetss
- <Dataset>
<DatasetCUID >d69fel97-10e7-401a-8%ae-c39b5f7a5abl </DatasetCUID >
«TechnicalContact>webmaster@somewhere.net</TechnicalContact=
- <Metadata>
<lconURL=http: / fwww.botanischestaatssammlung.de f grafik/bslogo.jpg </ IconURL>
<Scope=Fungi</Scope =
<Version>2.7, 26.08.2008 </Versionz
</Matadataz=
- <0DriginalSource =
<SourcelnstitutionCode =Botanische Staatssammliung
Miinchen </SourcelnstitutionCode >
<SourcelnstitutionIlD=Botanische Staatssammlung Miinchen </SourcelnsttutionlD =
</ OriginalSource
- <Units>
<Unit>
<UnitGUID=URN:catalog:M:M-Fungi: 2507 </UmntGUID =
<Sourcelnstitution]D >Botanische Staatssammiung
Miinchen </SourcelnstitutionlD>
<UnitiD =2507 </UnitiD =
<UnitIDMumeric >2507 </UnitIDNumenc > w

=2
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Export for the Global Plant Initiative / JSTOR

To export the data of the specimen selected in the specimen list according to the Global Plant

Initiative / JSTOR choose Data -> Export -> XML -> EEGPI / ISTOR ... from the menu. A
window will open where you can set some additional options for the export (see below). The
data sets will be exported according to the JSTOR Plant Science Handbook (June 2011).

m =
Expart for the Global Plant Initiative / 1STOR [
Ing#ution: Botansche Stastssammiung Munchen = Code: M Mame: Botanische Stastssammiong Munchen  Cy:  Munchen
MNames @ Expart al identifications Export types and last idertfication | Rlesiict to nemes inked to & thessuns [ Last idertification = storage
Type notes: 4| Expoi type notes (altach to type stalus) | Restiction for noles {separatar = |} 7
St expait .
Mezzages:  |ig of messages that occured duing the export: a
Acceseion number: M-D000020 & in Author replaced by bamp; ¥

<7xmil version="1.0" encoding="utf-8" ?=
- =DataSet xsicnoMamespaceSchemalocation="http:/ fplants.jstor.org /XSD/ AfricanTypesv2.xsd’
smins:xsi="http:/ /fwww.w3.org/ 2001 /XMLSchema-instance” >
<InstitutionCode =M </InstitutionCode =
<InstitutionName >Botanische Staatssammlung Miinchen, Miinchen</InsttutionName =
=DateSupplied>2011-12-15</DateSupplied >
<PersonMame=Dr. Markus Weiss</PersonName:=
- <Unit>
<UnitlD =M0000020 </ UnitiD =
<DatelLastModified>2011-12-12 </DateLastModified
- <Identification StoredUnderName="false"=
<Familv =S0OLANACEAE </Familv = N

Exportfie: C\DatenSubversion tnnk'Aslsase’\DvestyCollection_3_0_3_3\GPlapon_20111215_162502 XML

If the data does not fulfill the critera of the Global Plant Initiative / JSTOR, the errors will be
listed as shown below. You have to fix these errors in your data to create a valid export file.
To start the export click on the Start export button. The data will be exported into a file in
your application directory. Click on the ‘Zibutton to inspect the exported data (see below).
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insttution:  Botanizche Staatssammiung Munchen » Code: M Hame: Botanische Stastssammiung Munchen  Cy:  Minchen
Mames: @ BExport al identfications () Export types and last identfication || Festicd to nemes linked 1o & thessuns [ Last idertification = storage

Type notes: Expor type notes (sttach to ype satus) 7] Restriction for notes fseparator = | ). F]

Lizt of 5-emors that ocoured duing the export: -
Accassion number: M-D00Z235 0 'stored under’ names. Should be 1 =
Accession number: M-0002231 0 'stored under’ names, Should be 1
Accession number: M-D002254 0 'stored under’ names, Should be 1

Accession number: M-0002295 () 'stored under' names. Should be 1

<7xml version="1.0" encoding="utf-8" 7=

- <DataSet xsiznoMamespaceSchemalocation="http:/ /plants.jstor.org f X50f AfricanTypesv2.xsd"
wmins:xsi="http:f fwww.w3.org /2001 f XMLSchema-instance® >
<InstitutionCode =M </InstitutionCode >
<InstitutionName =Botanische Staatssammlung Miinchen, Miinchen </InstitutionMName =
<DateSuppled=>2011-12-15</DateSupplied>
=PersonMamea>Dr. Markus Weiss</PersonMame>
- Unit=
<UnitlD=MD0D02235 </UnitlD=
zDatelLastModified>2011-02-01 </DateLastModified >
<Collectors=Not on Sheet</Collectors=

L1

—

Exportfile:  C\Diaten' Subwession tnunk'\ Flalsase’\ DivenstyCollection_3_0_3_3\GFPlexport_20111215_163918 XML
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Export for the Botanischer Informationsknoten
Bayern (BIB)

To export the data of the specimen selected in the specimen list according to the Botanischer
Informationsknoten Bayern choose Data -> Export -> Floristic lists -> BIB ... from the
menu. A window will open as shown below. The data sets will be exported in 2 files according
to the format of BIB.

— ——————
| Export fur den Botanischen Informationsknoten Bayern o[
Espont finished
Z:\Daten Subversion_201 2 tnunk\Release \DiversityCollaction_3 0 4 #BIE_Kopfdaten bd E
|D-Kapf  MTE Chsadrant Tag Monat  Jahr Fundott  Finder =
2395931 6537 1 6 8 2008 Friedhiof Brunn Klotz, Jirgen (Hegensburg) (4
239332 708 2 7 8 2005  Friedhof Obersing Motz Jirgen (Regensburg)
239333 TOIE 2 B g 2005  Fredhof Bugweiting Kiotz. Jirgen (Regensburg)
239534 7035 1 ] g 2003 Friedhof Oberdraubling Klotz. Jurgen (Regensburg) =
T\ Diaten Subversion_201 2\trunk\ Fedesse\DiversityCollection_3_0_4_2\BIB_Sippendaten ta =)
ID-Kopf  TatMr  RonstischerStatus -
239931 B9 I_l
= =
239931 27346
239931 3e08
239531 4452
M 239531 5158 -
BOTANISCHER INFORMATIONSKNOTEN BAYERN
Arbeitsgemeinschafe Flora von Bayvern
. - _— J
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Export for naturgucker

To export the data of the specimen selected in the specimen list according to naturgucker
choose Data -> Export -> Floristic lists -> Naturgucker ... from the menu. A window will
open as shown below. The data sets will be exported in a file according to the format of
Naturgucker. In the form you can choose among the taxonomic groups and analysis provided
in the selected data.

n hl
| # Export Naturgucker ==
Click: om the Start export button to create the eport files
C:\DatenSubversion_2012\iruni'\Felease DrversityCallection_3_0_4_2\Maturgucker be
Tamoromic goups Expont result
& fungus At Bretengrad Lasngengrad Sammler Tag Monat  Jahr Bid Mumbesr of individusls -
[&#] plant o] E
Acer pssudoplatanus L. 43.853650430722T 11.9555557348511 Simmel, J.2T 10 2009
472410
Apgerta candida Pers- Fr.  49.044450814208 12.2671407852172% Simmel, J. 16 mn 2009
MLMEE.S 472657
| Abatrelue ovirus (Schaeffer: Fries) Kot & Pouz.  45.0673484302246 12 2912902832031 Smmel, J_21 10 2009
17 ATI5T
Aalysia Mbatrelus ovinus (Schasffer: Friee) Kot & Pouz.  49.0694122314453 12 2624137115479 Smmel, J.22 10 2009
- 4 a7
E Number of individuak Aleuna auranta (Persoon) Fuckel 49.0717391967773 12.2925395965576 Simmel, J 15 0 2009
i 472054
Meundiscus amorphis (Fres 1828) Schroeter 1888 45 044450814209 12 2614073521729 Smmel, J. 16 "
2008 90 472655
Ainus gutinosa (L) Gaertn.  43.B536504307227 11.9555597348511 Simmel, J.27 10 2003
472412
Anug gutinosa (L) Gaedn, 48 8636504907227 11.95555%97848511 Simmel, J. 27 10 2009
47247 -
«. =
suche: arten suche: lander / orte suche: gebiete :J
1=
herzlich willkommen bel naturgucker.de
El m | ]
e 4

Page 261


http://www.naturgucker.de

Label

N @
If there is only one part in your specimen, click on the printer symbol @Din the ﬂ@button to
switch to the printing mode. If your specimen contains more than one part, choose the part of
the specimen for which the label should be generated and click on the @button in the right
N @

panel. The image area will switch to the label view ﬂ@and in the data area the details
related to the label will be accessible. The sequence is shown in the image below.

5 Print the labels

4

3 Specify the schema - === ,_;;.

1 Chose the part 4 Generate the labels
- MmN @ _ 2 Select the printing options
T i e L ke
Lo g Lyciml i

Additional information about a label is entered in the label section (see image below). The data
is stored in the table CollectionSpecimen.&nb sp;

A
Label =Y
Title: w
Trang.: |incomplete | Type: |typed »
M otes:

The organisms of a specimen are printed on a label according to the display order.

To print a label for a specimen you have to select a schema file. There are default schema
files available in the folder LabelPrinting/Schemas in your application directory. Click on the
‘2l button to open the directory. You will find several prepared schema files among which you
can choose or change them to your own needs or create new ones respectively. The schema
file LabelTemplates.xslt provides templates for the other schema files. You may give a title
for the print in the field Title. From the Collection and MaterialCategory available for the
selected specimen choose one from the list (Coll./Mat.). To generate the label for the
current specimen click on the [ button. To generate labels for all specimens in your query

click on the [ button. If you need duplicates of your labels change the number in the

3
duplicates box to the desired value. You can print 1 - 99 duplicates of one label. If there
are more than 20 specimens in the list, you receive a warning whether you really wish to
create all these labels as this could be somewhat time consuming. The labels are generated as

Page 262



XML files with XSLT-schema files, transformed to HTML-files and depicted in a browser. To

print the label click on the @ button.

Botanische Staatssammlung Minchen Mr. M-0013663
Blumeria graminis (DC.) Speer

LATVIA. Lettland, Prov. Vidzeme, Kr. Riga: Ogre auf dem Felde.

On Triticum =ativom .

1938/ 7/ 19 leg.: Smarods, J.
det.: Smarods, J.

M-0013663 ht
Schema file: | Label =sht N N R = u ]

Title: [] Regard stack for duplicates

Restrict to collection: M-Fungi [ ] Restrict to material: specimen [] )

If you wish to print labels for duplicates which are stored in a different collection, the
duplicate should be a child of the original specimen as shown in the example below.

= Botanizche Staatssammlung Munchen (1]
= M-Fungi
=-=Z) Arthrocladiella mougeotii
‘? Arthrocladiella mougeati [Léwy. ] Waszilkow
' Lyzium barbarum
= Botanizcher Garten und Botanisches Museurn BerlinD ahlemn (8]
== Arthrocladiella mougeotii [Léy.) Yaszilkoy
‘T Arthrocladiella mougeati [Léy. ] W aszilkow
@ Lycium barbarum

= |!|.H| M-0013574
=--=] Arthrocladiella mougeotii
'T Arthrocladiella mougeati [Léwy. ] Waszilkoy
@ Lycium barbarum
EIEI Arthrocladiella mougeoti [Lév. ] Yassilkoy

------ 'T Arthrocladiella mougeati [Léw. ] W aszilkow

------ @ Lycium barbarum

Depending on the schema you use, the label will be marked as duplicat and contain a
reference to the original specimen (see below).

ex Botanische Staatssammlung Miinchen

Duplicate of M-0013574

Arthrocladiella mougeotii (Lév.) Vassilkov

In Lycii barbari foliis, in pago Bollberg prope Halle
15.10.1870 leg. A. Bary

If you wish to save the generated files for later printing, click on the & button to do so. Note
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that the program will by default create a file Label.xml and in case a schema file is specified
a file Label.htm in the LabelPrinting directory which will be overwritten every time you
generate a new label. Thus, you need to save the file under a different name or in a different
directory to prevent the program to erase this data.

If you use Code 39 for your labels and wish to print the barecodes on the labels, you need

the font ] code3s.ttf , which is included in the DiversityCollection package. Place this font in
the folder where your fonts are stored (e.g.: C:\WINNT\Fonts). If the font is not available,
the Barcode will appear as the accession humber between two '*' signs.

If you wish to print labels for all the specimens in the specimen list, you can restrict these to
the collection and the material category of the current specimen part (see image above).

If you do not select a schema filg, i.e. the textbox Schema file: is empty, you will see

the generated XML-file as shown in the image below. The XML file is the base for all label
types you wish to generate. To create your own labels simply design your own XSLT-schema
file. See e.g. http://www.w3.0rg/TR/xslt for further information about schema files.

- <lLabelLIsT: -
- «<lLabel=
<Counter=1</Counter=
- =Collection=
<CollectionName =>BSPG-Hauptsammlung</CollectionName =
<CollectionOwner=Paleontologische Staatsammlung,
Miinchen </ CollectionOwnerz
</Collectionz
- =CollectionSpecimen:
<CollectionSpecimenID>194180</CollectionSpecimenID =
zfccessionMumber=BSPG-1988-VII-00001 </ AccessionNumber=
<MaterialCategory =specimen </MaterialCategory =
=StoragelLocation=Sigillaria</StoragelLocation>

</CollectionSpecimen= b
Schema file; o [N i PR = |
Title: Fiegard stock for dupl. []
Corversion: | Mumneric bo roman w | Restrict to collection: BSPG-Hauptsammiung [ | Restict to material specimen [ | E)

If you wish to reformat the accession number, you may choose among the options provided by
the program, e.g. conversion of arabic to roman numbers (BSPG-1988-007-00001 ->
BSPG-1988-VII-00001). Select the format from the combobox [Conversion] shown above.

Page 264


http://www.w3.org/TR/xslt
http://www.w3.org/TR/xslt

Replication

If you wish to work with your data on a local database (called subscriber), e.g. on your
labtop, not linked to a database on a central server (called publisher) and these data should
be synchronized with the data in the database on the server, you may use the replication
function of DiversityCollection. To install the database on your local computer see the
installation section.

To use the replication function you require the roles ERepIicator or Administrator.

Cantral data S1Orage

ohﬂ'w
Publisher ‘
Cenitral data storage

DiversityCollection ﬁ ‘

Local copy of data 7]

Publisher ‘ DiversityCollection

L 0L UL IS O )

Subscriber

Add Publisher &

To define a publishing database choose Data -> MReplication -> L-]I-Add Publisher from the
menu. A window will open where you choose the publisher. After the publisher is set, you may
transfer data between your local database (subscriber) and the publisher. This function is
only available for administrators.

Remove Publisher M

To remove a publisher from the list choose Data -> %JRepIication -> %J[Publisher] -> A
Remove from the menu (where [Publisher] is the name of the publishing database on the
publishing server). This function is only available for administrators.

Clean database E.f

Initially you may wish to remove all previous data from your local database (subscriber).

Choose Data -> %JReplication -> T:.fCIean database ... from the menu. A window will open
as shown below where you may choose the ranges which should be cleared:

o Definitions = the basic definitions within the database, e.g. the available taxonomic
groups.

e Descriptions = the descriptions and their translations of the tables and columns of the
database.
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o Project, User = the available projects and users.
e Basic data = basic data like the collection.
¢ Data =the specimen, organisms etc.

Choose the data ranges you wish to clear and click on the Chbutton. All tables which contain
data will be listed as shown below.

F =

%J Clean local database E@
DiversityCollection_ Test Update 1:;’

[ Definitions [] Descriptions [ Project, User
-@- Alltables ) none Basic data [[] Data
Basic data
| A [¥] CollectionExtemal Datasource IDEHE 2rows e
& (] TransactionDocument IDEHE 23rows @
\E Tranzaction IDelete 118 rows @
A CollectionRequester IDEHE 20rows @
[F® [¥] CollectionManager IDEHE 57 rows u!
[&] [¥] Collectionlimage IDEHE 3rows @
Callection IDeIete 127 rows @
s ProjectProcessing IDEHE 7 rows @
3 [¥] ProcessingMaterialCategory IDEHE 13 rows e
i Processing IDelete 18 rows @
:E Project Analysis IDeIete 18 rows @
:J [¥] AnalysisTaxonomicGroup IDEHE S0 rows @
; AnahysisResutt IDeIete 10 rows w!
Eq; Analysis IDelete 63 rows @

:f Clean databasze

Choose the tables which should be cleared and click on the Clean database button. Please
keep in mind that you can not delete data from a table as long as there is data in a relateted
table depending on the data you wish to delete. The sequence of the tables is organized to
avoid these problems.

Download J—]

To download data from the publisher choose Data -> %JReplication -> %J[Publisher] -> e
Download from the menu (where [Publisher] is the name of the publishing database on the
publishing server). A form will open as shown below. Choose the project of the data and the

data ranges (see above) which you wish to download. Click on the Cbutton to list the tables
containing data. To start the download click on the Start download i—]button.
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P

(") Altables

Data
& V] CollectionEvent

! noneg

[&] [¥] CollectionEventimage

Hi CallectionEvert Localisation
[ CollectionSpecimen

Gi CollectionProject

i CollectionAgert

(=] [¥] CollectionSpecimenPart
o Identification Unit
Idertification

@ IdertificationUnitinPart

& CollectionSpecimenlmage

\E CaollectionSpecimen Transaction

Subscrber

o DiversityCollection_TestUpdate
Project:

%J Download data from server bsmi.snsh.info

Publisher
ﬂ—] DiversityCollection_Test | |

API
[ Definitions [] Descriptions
[] Basic data Diata

Download 4 rows

Download 2 rows

Download 5 rows

Download 7 rows

Download 7 rows

.Dcuwnlcuau:l 10 rowes

Download 7 rows

Download 5 rows

.Dn:nwnln:nad 10 rows

Download 8 rows

Download 2 rows

Download 1 row

O
-
2
[a1]

=
=
8

Start download

) (o) e ) s s ) s s s P )

—

Merge &

To merge data from your local subscriber database with the publisher you must first choose a

project. Choose Data -> %JReplication -> M[Publisher] -> a?JMerge from the menu (where
[Publisher] is the name of the publishing database on the publishing server). As with the

download, choose the data ranges and click on the Chbutton. To start the upload click on

the Start merge &fjbutton.

Upload <

To transfer data from your local subscriber database to the publisher you must first choose a

project. Choose Data -> %JRepIication -> %J[Publisher] -> 'GfUpload from the menu
(where [Publisher] is the name of the publishing database on the publishing server). As with

the download, choose the data ranges and click on the Cbutton. To start the upload click on

the Start upload 'Gfbutton.

Conflict %
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If the transfer of data was successfull, the numbers of the transfered data will be shown as
below.

‘ [ IdentificationUnit 1 row transfered Updated: ( E: cts: 0

Inserted: 1

During the download or upload a conflict may occur, if the data has been edited in both
databases. This will be indicated as shown below.

‘ [ IdentificationUnit 0 rows transfered I_'_I;i:'_f:'i?:-: l;::-.rrflict_s: 2

Ernea CImors:

Click on the %button to open a window as shown below where you can choose between the
two versions of the data as found in the publisher and the subscriber database.

The conflicting columns are marked red. For text values the program will create a combination
of both values (see above) in a merged version of the data. Choose the prefered version of
the data and click Solve conflict #button. If you can not solve a conflict, use the Ignore

conflict For Stop conflict resolution @buttons respectively.

Report

At the end of each transfer a report will be created with a summary for every table which has
been included.

%y Replicetion conflict == sy =
Pt srdard e rmme s lgrorsd cordicdn: 11 Zobewd corfhct 11 Corfhcn tomchoa: 3
Colt denl LalserficslonCache Foni Onde Tac Ovie Asla Fele Dol LteSspe Gere hum Eest Bec Untl Unll Creo Dbpl Nole Logl Laph Logl Logh Hiem
& Pubbsher 0 Foea caniny geacing
Kz Er ol Roas cavia sy
" Subserber g2 | ptar: | | |
gnor: cantict | Sobve canlict | Slop contict rscksian
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Export into the cache databases

To export data into the cache databases, choose Data -> Export -> ECache database
from the menu. If several cache databases are available, select one of them in the window
that will open. After a cache database has been selected a window will open as shown below.

I 1

é Export to cache database E'@

Transferdatato: DiversityCollection_Test_Cache on snsb diversityworkcbench de

BeckColl | ESMenyscoll | BSMschigfcoll | BSMwohifcol

| Requeny data for project l(*?|

Collectionfgent | CollectionEvent | CollectionEventlmage | CollectionEvent Localisation | CollectionEventProperty | 4 | *
Source Cache content

Collection data

Every project that has been selected for transfer into the cache database will be visible in the
Collection data tab with its own page. To display the data available in the source and the

cache database click on the Requery data for project ‘*?button. For every table containing
data for the selected project a page will show the current content within the source and the

cache database. To export the data click on the Export data for project ﬁbutton. In the
cache database this will delete the current data of the project and import the data as availble
in the source. If for any reason the data of the project should be removed from the cache
database click on the Clear cache of project #button. If no cache database has been
defined so far, use the button to create a new cache database. You will be asked for the
server, the port used by the server, the directory of the database files, the hame of the new
cache database and finally the name of the projects database where the metadata of the
projects transfered into the cache database are stored.

Taxonomy

All sources for taxa defined for the cache database (see chapter on Configuration) will be
listed with one page in the Taxonomy tab (see image below). To transfer the current

content of the taxonomy sources, use the Refresh taxon list for current source ébutton.

To transfer the taxonomic data delete a once created cache database by using the R
button.

Page 269



P

é Export to cache database

Transferdatato: DiversityCollection_Test_Cache on snsb diversityworkbench de

’ Show cument content i":)]

snsh diverstyworkbench de 5432 Diversity TawonMames_Fungi_Test |

Delete cument contert X] ’ Refresh taon list for cument source ﬁ]

MNamelJRI AcceptedMName SynNamelURI SynorymMame TaxonomicRank Gemli

3 il = pulmonania Hoffm. | bitp:/fsnsb diver... | pulmonaria Hoffm. |sp. L4

http://snsb .diver... | sorediata (Ach.) ... |http://snsb.diver... | sorediata (Ach.) ... |sp.

hittp://snsb diver... | Aaosphaera Aptr... |http://snsb diver... | Aaosphaera Aptr... |gen. Aaosg

http://snsh diver... | Abrothallus aceta... |hitp:/fsnsb diver... | Abrothallus aceta... |sp. Abratl

http://snsb diver... | Abrothallus aceta... |hitp:/fsnsb diver... | Abrothallus aceta... |sp. Abrot] =
' 1 | b

Interface

Together with the updates of the cache database, interfaces will be defined e.g. for ABCD

(see below). To display the data of a project formated for the interface click on the Requery

data for project ¢?button.

P

é Export to cache database

Transferdatato: DiversityCollection_Test_Cache on snsb diversityworkbench de

| Collection data | Tamnurn}r| ABCD |

R=R(HCH =5

BeckColl | BSMeryscoll | BSMschisfcoll | BSMwohifcol |

[ Requerny data for project i“:}]

ABCD_CollectionSpecimen

ABCD_Metadata

CollectionSpecimer  Project|D Version AccessionNumber  CollectionDate Colle =

194243 A 2

199327 A 2 M-0332871 12/10/2009 10

199324 A 2 ¥3 -
[+ ] i [t
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Configuratation of the cache databases

The cache databases for DiversityCollection are designed as sources for preformated data for
publication in e.g. public user portals like GBIF. There may be several cache databases which
can be located on several servers. The restrictions of the published data are defined in the
main database via projects, data withholding and embargos. The publication of the data is

allways related to a project, defined in DiversityProjects, holding the metadata that will be
transfered into the cache database. Therefore every dataset copied from the source into the
cache database contains a reference to the project (ProjectID). The publication of the data

includes several steps:

Setting of restrictions within the original data with data withholding and embargos

[ ]
e Selection of the project
e Transfer of the data into the cache database

e Conversion of the data into the format required by the portal

In Addition to the data transfered from DiversityCollection, the data for the taxonomy has to
be transfered from the relevant sources. The links to these sources and the project

dependent retrieval are stored in the cache database.

The image below gives an overview for the process described above.

Project delimlions

Metadata

Primary source of datn
DiversityCollection

Projects selection
Restricions

S Jecim:- data

Source for laxa

Diversity TaxonNames

Taxondata

Bowurce for laxa

Diversity TaxonNames

Taxondata

To configure your cache databases, choose Administration -> ECache database from the

menu. A window will open as shown below.

Cached data

Convened
data for
publcation

Project dependent
transfertype

and conversions
|

Sources fortaxa
andtheir
sequence of
retrieval

.-

é Administration of the cache database

(= [ ]s)

[;'-jj Select database

(A B Login administration .Y

GBIF
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Creation of a cache database |+

If no cache database has been defined so far, use the _-njbutton to create a new cache
database. You have to be a System administrator to be able to create a cache database. You
will be asked for the server, the port used by the server, the directory of the database files,
the name of the new cache database and finally the name of the projects database where the
metadata of the projects transfered into the cache database are stored.

To delete a once created cache database, use the *button.

Updates of the cache database %

After the new cache database has been created or if you select an outdated cache database,

a button Update database ﬁ*will appear, instructing you to run updates for the cache
database. Click on the button to open a window as shown below.

r =

*5 Update database [ R |
Update the database DiversityCollection_Test_Cache o version 005.00.01 (=
From D2.00.00 to 03.00.01 Protocol: Mot stated |
Expet
made . %

All update scripts for the database will be listed. Click on the Start update 'ﬁ‘button to
update the database to the current version.

Login administration &

To handle the data for the cache database a user needs access to the data on the source
database, the cache database, the project database and the taxon databases. To
administrate the users that can transfer data into the cache database use the button &
Login administration. For details see the chapter Login administration.

Configuration, Projects A

Data transfer to the cache database is linked to projects I'.l To add a project of which the

data should be transfered into the cache database click on the #Fbutton. For every project
that should be transferred you have several options for configuration:

e Restriction of transfered taxonomic groups

e Restriction of transfered material categories

e Restriction of transfered localisations

o Restriction of the precision of the coordinates

e Restriction of transfered images
Data types handle the data for the cache database. A user needs access to the data in the
source database, the cache database, the project database and the taxon databases. To
administrate the users who can transfer data into the cache database, use the button &
Login administration. For details see the chapter Login administration.
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Restriction of Taxonomic groups .ﬂ, Material categories &, Localisation systems mor
Images &

To restrict the Taxonomic groups, Material catagories, Localisation systems or Images that
are transferred to the cache database choose the corresponding options and select those
that should be transferred into the cache database in the tab pages that are added.

Coordinate precision

To reduce the precision of the coordinates of the localisation systems transferred to the
cache database you can check the corresponding option and determine the number of digits
after the decimal point.

Taxonomy X

The collection data may be linked to sources holding taxonomic information
(DiversityTaxonNames). To provide this information add all sources used in your collection
data and transfer the corresponding data into the cache database. The data in the taxonomic
sources are organized by projects, thus, you need to provide the sequence of the projects
that should be imported into the cache database for every source. A name will be imported
only once. This means that the name with synonymy to the first imported project will be
imported, all following data with this name will be ignored.
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Import wizard for tab separated lists

With this import routine, you can import data from text files (as tab-separated lists) into the
database. Choose Data -> Import ->%1 Wizard and then the type of data that should be

imported, e.g. rgjimport Series ... from the menu. A window as shown below will open that
will lead you through the import of the data. The window is separated in 3 areas. On the left
side, you see a list of possible data related import steps according to the type of data you

choosed for the import. On the right side you see the list of currently selected import steps.
In the middle part the details of the selected import steps are shown.

-

% | Import ceries data

o |

& Hide logging columns ()

BN [T Sedes &5 File
[ Inages 1 i Fia
Encoding
Schema:

* Siatlne [0 +  End lne

| First line: contains column definition Language  Country

ToDo: Please select a file from where the data
should be imported (format: text, tab-
separated)

ToDo: Please select an encoding or a valid
schema

=

0

EE 1S -

[ =

.7 Fle

&# Mtachment
&7 Mergng
lﬁ} Senes

55_ Testing

*_. Impart

Choosing the File

As a first step, choose the .7File from where the data should be imported. The currently
supported format is tab-separated text. Than choose the Encoding of the file, e.g. Unicode.
The Start line and End line will automatically be set according to your data. You may change
these to restrict the data lines that should be imported. The not imported parts in the file are
indicated as shown below with a gray background. If the [“IFirst line contains the column
definition this line will not be imported as well. If your data contains e.g. date information
where notations differ between countries (e.g. 31.4.2013 - 4.31.2013), choose the Language
/ Country to ensure a correct interpretation of your data. Finally you can select a prepared
Schema (see chapter Schema below) for the import.
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% | Import ceries data

S==[Fon -
ﬁ' Show logging columns "t_"]

®[ Series 5 File B Fac
] (7] mages 1 | Fle:  C\Daten\Subversion DiversityCollection'bin' Debug impor \ SMNK\ES2 b £ Rachment
7] Images 2
R[] Inages — Encodng: ([ITEER » Siatine: |2 =! Endine: [ « | &4 Mergng
Images 3 (e
e — | First line contains column defintion Language / Country: ™8 de - %) Series
Schem = & Looging
a: | | '
Images 1
N 5. Craator
@) Logaing
a ] mages 2
(S 5 1 Code 1 Nar 5 2.6 sesies 2 Name L Crestor
E_ Nemale Leerung.. |E_1_1 Leerung 1 - ) Logoing
E_ Normale Lesrung... |E_1_2 Leerung 15 % Teating
E MNomale Leeung... | E_1_3 Leenung 18 | Import
E_ Mormale Lesung... E_1_4 Leerung 23
E_ Momale Leerung... E_1_5 Leerung 4

Choosing the data ranges

In the selection list on the left side of the window (see below) all possible import steps for the
data are listed according to the type of data you want to import.

N [V] Series
] 7] Images 1

Certain tables can be imported in parallel. To add parallels click on the =+ button (see below).
To remove parallels, use the ==button. Only selected ranges will appear in the list of the steps
on the right (see below).

@V [7] Series
3] [¥] Images 1
3] 7] Images 2
3] 7] Images 3 E]

Lj File

@:' Attachment
ﬂ:} Merging
@ Series

@ Images 1
M Creator

?J Testing
#_] Impart

To import informations of logging columns like who created and changed the data, click on &)
button in the header line. This will include a additional substeps for every step containing the
logging columns (see below). If you do not import these data, they will be automatically filled

by default values like the current time and user.
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@ Series
@ Logging

ﬁ Images 1
A Creator
@) Logaing

@ Images 2
& Creator
&) Logaing

Attaching data

You can either import your data as new data or fﬁ;"'Attach them to data in the database.

Select the import step £” Attachment from the list. All tables that are selected and contain
columns at which you can attach data are listed (see below). Either choose the first option @
Import as new data or one of the columns the attachment columns offered like SeriesCode in
the table Series in the example below.

@ Import as new data

@ Series

SeresCode

If you select a column for attachment, this column will be marked with a blue backgroud (see
below and chapter Table data).

f || Mtto SeriesCode ":‘r Pre.. Post.: Iil

Merging data

You can either import your data as new data or yMerge them wih data in the database.
Select the import step aMerge from the list. For every table you can choose between L)
Insert, 47Merge, % Update and ¢’ Attach (see below).

The $Insert option will import the data from the file independent of existing data in the
database.

The 'f;/:ﬂMerge option will compare the data from the file with those in the database according

to the f.fKey columns (see below). If no matching data are found in the database, the data
from the file will be imported, otherwise the data will be updated..

The @}Update option will compare the data from the file with those in the database according
to the ¥Key columns. Only matching data found in the database will be updated.

The c@Attach option will compare the data from the file with those in the database according

to the I?Key columns. The found data will not be changed, but used as a reference data in
depending tables.
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Ml Specimen

& Organism 1
F Analysis 1.1
=¥ Analysis 1.2

Table data

Inset [ Merge
71 Inset ) Merge
71 lnset @ Merge

@ Inset () Menge

1 Update
@ Update
) Update
() Update

@ Attach
7 Aftach @

*) Mtach (5
) Mtach &

To set the source for the columns in the file, select the step of a table listed underneath the
Merge step. All columns available for importing data will be listed in the central part of the
window. In the example shown below, the first column is used to attach the new data to data

in the database.

f || Mtto SeriesCode
7 [¥] Description
7] SeresCode

? [ Geography

7 [C] Notes

7 [C] DateStart

? [ DateEnd

t‘* Pre:.:

(") From file *.g Sy

%

Oy

0

| 4% o 4 4
o o

Post :

)+

-
++ [++

) Forall:

B B B B b

=+

A reminder in the header line will show you what actions are still needed to import the data

into the table:

e Please select at least one column = No column has been selected so far.

o Please select at least one decisive column
content of decisive colums, so at least one must be selected.

e Please select the position in the file E - The position in the file must be given if the
data for a column should be taken from the file.

e Please select at least one column for comparision ¢ =For all merge types other than
insert columns for comparision with data in the database are needed.

e Fromfile or For all @ = For every you have to decide whether the data are taken from
the file or a value is entered for all

e Please select a value from the list + = You have to select a value from the provided

list

e Please enter a value -

2

= If data will be imported depends on the

= You have to enter a value used for all datasets

The handling of the columns in described in the chapter columns.

Testing ¥

To test if all requirements for the import are met use the ?JTesting step. You can use a
certain line in the file for you test and than click on the Test data in line: button. If there are
still unmet requirements, these will be listed in a window as shown below.
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TODO: =R <=

CollectionSpecimen
Decision if line should be imported )
Flease select at least one decisive column &

Collectionfgent_1
Compansion with data in the database 3
Flease select at least one column for comparision ¥

CollectionSpecimenRelation_1
RelatedSpecimen URI:
From file or For all?

|dentificationLinit_1
TaxonomicGroup: i
Flease select the position in the file

|dentfication Unit Analysis_1_2
AnalysizMumber:
Please enter a value

If finally all requirements are met, the testing function will try to write the data into the
database and display you any errors that occurred as shown below. All datasets marked with

a red backgroud, produced some error.

3_] Testing
2 . || IdentificationUnit_1: -
ga gein e, = Der Wert NULL kann in die "LastldentficationCache™Spate, -
=l Specimen [INSERT] ~

----- Collection SpecimenlD: 401010

----- AccessionMumber: JME-ETT-00216"
E—:I" Organism [ermor during import simulation]
----- Collection SpecimenlD: 401010

----- TaxonomicGroup: fish'

=-[E| Identification [data must be comected]

----- Collection SpecimenlD: 401010

----- TaxonomicMame: Orthogoniklethrus n.sp. 1°
I:—ij: Analysis [no data found]

----- Collection SpecimenlD: 401010

----- Analysis|D: 54

m

To see the list of all errors, double click in the error list window in the header line (see below).

& Error fo e s

|dentification Unit_1: -
Der Wert NULL kann in die "LastldentficationCache™Spalte.,
‘DiversityCollection_Test.dbo ldentification Unit™-Tabelle nicht eingeflgt
werden. Die Spalte [asst NULL-Werte nicht zu. Fehler bei INSERT.
Die Anweisung wurde beendet.

m

|dentification_1_1:
The value for the column [dentification UnitID is missing

-

If finally no errors are left, your data are ready for import. The colors in the table nodes in the
tree indicate the handling of the datasets: INSERT, MERGE, UPDATE, No difference. Attach,
No data. The colors of the table colums indicate whether a colums is decisive , a key column
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or an attachment column.

Import %}

With the last step you can finally start to import the data into the database. If you want to
repeat the import with the same settings and data of the same structure, you can save a

schema of the current settings (see below).

Schedule for import of tab-separated text files into DiversityCollection

Target within DiversityCollection: Specimen
Schedule version: 1

Lines: 2 - 3215

Encoding: Unicode

Database version: 02.05.41
First line contains column

definition: *
Language: de

Tables

CollectionSpecimen (CollectionSpecimen)
Parent: CollectionEvent

Merge handling: Insert

Column in table

CollectionSpecimenID

AccessionNumber

IdentificationUnit_1 (IdentificationUnit)
Parent: CollectionSpecimen
Merge handling: Merge

Column in table ? |[Ke|[Co|Pr |Po|File[Transformations Value Source
y |py|e |st [pos.
CollectionSpecimenID Database
IdentificationUnitID Database
LastldentificationCache ? File
+ File
+ 4 File
+ 5 File
TaxonomicGroup ? fish Interface
IdentificationUnitAnalysis_1_1 (IdentificationUnitAnalysis)
Parent: IdentificationUnit_1
Merge handling: Update
Column in table ? |[Ke|[Co|Pr |Po|File[Transformations Value Source
y |pyle |st [pos.
CollectionSpecimenID Database
IdentificationUnitID Database
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AnalysisID 94 Interface
AnalysisNumber 1 Interface
AnalysisResult ?2017? 39 File

Lines that could not be imported will be marked with a red background while imported lines
are marked green (see below).

naz
3618
h522

7165
9170
15557
15558
22404

CollectionSpecimer CollectionSpecimer CollectionSpecimer
AecessionMumber  AccessionMNumber  AccessionMNumber

22 I

20776
25779
26002
038535
D2B536
041385

Colection Specimer
ColectionSpecimer RelatedSpecimenD Colection®
Part Sublabel ColectionSpecimer  Infemal Mol

RelatedSpecimenl

fin samples
fin samples
fin sample

If you want to save lines that produce errors during the import in a separate file, use the

Save failed lines option. The protocol of the import will contain all settings acording to the
used schema and an overview containing the number of inserted, updated, unchanged and
failed lines (see below).

Protocol

LineTable
g

IdentificationUnitAnalysis_1 1

Responsible: mweiss

Date:\Wednesday, February 26, 2014, 4:48:45 PM

Semver-snsb.diversityworkbench.de
Database:DiversityCollection_Test
Lines total:7
Lines imported:6
Lines failed:1

Error

Mo dataset with the primary key: CollectionSpecimen|D:
AnalysislD: 94 AnalysisMumber: 1 could be found.
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Import wizard - Columns

Y

¢ ' ¥ Descripion @ From fie t‘j“ Fre:|b Fost: a _|

For al E

) ¢
|+ Infas: desciption ofthe column
Source: use the value entered here

Multi column: add further columns from the file as source
" Column selection: choose the position of the data in the file

Pre- and Postfix - insert this texis before resp. afterthe fext

= Copy:if datain cument line are missing, take data from previous line
—# Transformation: transform data from file previous to import

—— Source. dala are taken from file

L% |mpod datainta this column
— Koy colum: used for compansion with database

— Decisive colum: import depends on presece of data in this column

If the content of a file should be imported into a certain column of a table, mark it with the
checkbox.

Decisive columns ?

The import depends upon the data found in the file where certain columns can be choosed as
decisive, that means only those lines will be imported where data are found in any of these

columns. To mark a column as decisive, click on the ?icon at the beginning of the line (see
below).

? ¥ [¥] SeriesCode @ From file | S E L @ Faral: EX

In the example shown below, the file column Organims 2 was marked as decisive. Therefore
only the two lines containing content in this column will be imported.

B-Hummer Nomen Organism 2 Fundort MTE

M-0222625  Aeddium eupharblae Parsoon ex )F, Gmelin1752 Garchingan deralz 7L 414
M222630  Aecdium ranunculi-acris Persoon 1500 Barnsee 240111
M-0221643  Amnpelormyces quisquaks Cos. ex Schlechl 1852 Erysiphe hyperici (Wallr.) 5. Blumer 1931 Gattern [Ratzinger Hohe) 0139/223
M-0222645  Ascochyta atropae Bressdola LBS3 Bazhhanm Boanf 312
M-0222648  Asteromaainewm |Persoon) B, Suttan 1550 Bachham aoan312
M-0223001  Blume ra graminis {0 Speer 1975 Puccinia parsstens Plowright 1289 Rosenheim-Asmng 813&(414
M-0222650 Bremialactucae Regallg43 Meubeusrm, Inn-Damim B23& 215

Key columns ?

For the options I5::<§‘Merge, @Update and ﬁ}Attach the import compares the data from the
file with those already present in the database. This comparision is done via key columns.

To make a column a key column, click on the ficon at the beginning of the line. You can
define as many key columns as you need to ensure a valid comparision of the data.

Source

The data imported into the database can either be taken @From file or the same value that
you enter into the window or select from a list can be used @ For all datasets. If you choose
the From file option, a window as shown below will pop up. Just click in the column where the
data for the column should be taken from and click OK (see below).
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P

i Select a column
Select the column in the file for column SeresCode in table Seres

(=] & w=s]

E5_1 Code Seres 1 Name E5S_2 Code Series 2 Name 3
» |E1 E_1_1 Leerung 1

E_1 Mormale Leerung... |E_1_2 Leerung 15

E_1 Momale Leerung... |E_1_3 Leeming 18

E_1 Momale Leerung... |E_1_4 Leeming 23

E 1 Mormale lagnma  |E 1 B laanwna A

If you choose the @For all option, you can either enter text, select a value from a list or use

a [Mlcheckbox for YES or NO.

Transformation %

The data imported may be transformed e.g. to adapt them to a format demanded by the
database. For further details please see the chapter Transformation.

Copy -

If data in the source file are missing in subsequent lines as shown below,

13.07.2003

14.07.2003

15.07.2003

48,2460

48,3453

48,5669

48,4520

12,4567

12,8997

11,9698

11,2385

Carex

Festuca

Carex

Festuca

firma
acuta
vaginata
ovina
gigantea
flacca
acuta
rubra

you can use the ECopy line option to fill in missing data as shown below where the blue

values are copied into empty fields during the import. Click on the S button to ensure that
missing values are filled in from previous lines.

13.07.2003
13.07.2003
13.07.2003
13.07.2003
13.07.2003
14.07.2003
14.07.2003
15.07.2003

48,2460
48,2460
48,3453
48,3453
48,3453
48,5669

48,5669

- LU

48,4520

12,4567
12,4567
12,8997
12,8997
12,8597
11,9698
11,9698

11,2385

Carex
Carex
Carex
Festuca
Festuca
Carex
Carex

Festuca

firma
acuta
vaginata
ovina
gigantea
flacca
acuta
rubra
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Prefix and Postfix

In addition to the transformation of the values from the file, you may add a pre- and a postfix.
These will be added after the transfromation of the text. Double-click in the field to see or
edit the content. For the datatype geography the pre- and postfixes will be automatically set
to enable the import. The preset values by default are set for points as geographical units.

You may change this to predefined types like lines or areas. Click on the I__gc‘-]button at the end
of the line to open the information window. Here you can choose among the types mentioned
above (see below).

P o)

@ Geography in Coordinates WG584 (= CollectionEventLocalisation) E'@

The geography of the localisation
Datatype: geography

To import geographical data, the values have to be formated according to the defintions of SQL-Server

Prefic Poztfic
@ Do not use pre- and postfic
|se pre- and postfic for a POINT geography::5TPaoirt From Teat (POINT( T. 4326)
|se pre- and postfix fora LINE geography::5TLineFrom Test(LINES TRING( ¥. 4326)
|Use pre- and postfic foran AREA  geography:: 5 TGeom From Text (POLYGO N . 4326)

| Cancel | | Ok |

Column selection i

If for any reason, a column that should take its content from the imported file misses the

position of the file or you want to change the position click on the ibutton. In case a
position ist present, this button will show the number of the column. A window as shown
below will pop up where you can select resp. change the position in the file.

P s

iﬂelecta column E'@

Select the column in the file for column SeresCode in table Seres

E5S_1 Code Series 1 Name E5S_2 Code Series 2 Name
b |ET E_1_1 Leerung 1

E_1 MNomale Leerung... |E_1_2 Leerung 15

E 1 Mormale Leerung... |E_1_3 Leerung 18

E_1 Momale Leerung... |E_1_4 Leeming 23

E 1 Mermala laanma  |E 1 B laannn 4

Cancel | Ok

Multi column E

The content of a column can be composed from the content of several columns in the file. To

add additional file columns, click on the = button. A window as shown below will pop up,
showing you the column selected so far, where the sequence is indicated in the header line.
The first colum is marked with a blue background while the added columns are marked with a
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green background (see below).

s =
3F Select a column E'
Selact the calumn in the file for column TonomcMNamea in table |derificabion 1.1
1 2 3 4 =
] Fizh group Ganus Species HAuthor of epecies | Year of species Country Fed State / Provi... | Platterd
Orhoganklethus 0.9 1 ' Gamary Bavaria Hathet
Orthogoniceithrus | hoali Aratia 1997 Gemary Bavaria Harthe
Telense n. gen. n.ap.1 Zamany Bawvarnia Harthe
Armiopsis lepidet (Agassi) 1833 Gemery Bavars Hathes
Thissaps n.sp. 1 Gemary Bavaria Harthea _
o - A ) o - —- - - F——

[ ok

To remove a added column, use the ==button (see below).

7 @ [¥] TaxonomicName @ From file E Pre.: Paost
(2l

9.
]
[+

? S Pre.: _ Post: liJl:J
? E Pre.. . Post.: EE]
? E Pre.. _ Post.: B

Information E’Q

The Iﬁbutton opens a window displaying the informations about the column. For certain
datatypes additional options are included (see Pre- and Postfix).
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Import wizard - transformation %

The data imported may be transformed e.g. to adapt them to a format demanded by the
database. Click on the %button to open a window as shown below.

I o

% Transformation for column Description E@

Add a transformation: ‘*5'-; :mt Regkx ) 7 Prefix Postfix

Test the transfomation

Here you can enter 4 types of transformation that should be applied to your data. x Cut out

parts, B Translate contents from the file, RegEx apply regular expressions or ‘f""}RepIace text
in the data from the file. All transformations will be applied in the sequence they had been
entered. Finally, if a prefix and/or a postfix are defined, these will be added after the
transformation. To remove a transformation, select it and click on the Z button.

Cut °%

With the "% cut transformation you can restrict the data taken from the file to a part of the
text in the file. This is done by splitters and the position after splitting. In the example below,
the month of a date should be extracted from the information. To achieve this, the splitter .’
is added and than the position set to 2. You can change the direction of the sequence with
the button ®Seq starting at the first position and #starting at the last position. Click on the
button Test the transformation to see the result of your transformation.
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Add a transformation: *%- Jf RegEx & 7 Prefic  Postfix

R

011112011
012011 | 1X
mva2mo v

mvinzma (v
01.X1.2011 | X

Translate

The gﬁtranslate transformation translates values from the file into values entered by the user.
In the example above, the values of the month cut out from the date string should be

translated from roman into numeric notation. To do this click on the %button to add a
translation transformation (see below). To list all different values present in the data, click on
the #Mbutton. A list as shown below will be created. You may as well use the Fand =
buttons to add or remove values from the list or the #button to clear the list. Than enter the
translations as shown below. Use the [Elsave button to save entries and the Test the
transformation button to see the result.
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Add a transformation: *%- Jf RegEx & 7 Prefic  Postfix

ESTER)

Source Translation
I 1
] 2
1l 3
v a
[
#+ = XH |
| Testthe transformation |
Source Transfomation
02m3 1
02011 |3
01.1%.2011
0.v200

Regular expression

The transformation using regular expressions will transform the values according to the
entered Regular expression and Replace by vales. For more details please see
documentations about regular expressions.

Add a transformation: *% | RegEx & X Prefic  Postfic

RegEx 1
Regular expression:
[1

Replace by:
/

| Test the transformation |

Source Transformation

YRR 311272010

32201 | 322N
222 | 31222

Replacement

The replacement transformation replaces any text in the data by a text data imported may be
transformed e.g. to adapt them to a format demanded by the database. Click on the %button
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to open a window as shown below.

R Rt 31-12-2010

322011 | 3112201

32212 | 312-2012
32203 | 3112-2013
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Customization of the application

DiversityCollection provides several ways to adapt the forms to your needs. There are special
adaptations for the main window and for the grid view. General adaptations are performed
with the context.
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&

Entities, contexts, usage and
languages

DiversityCollection may be used in diverse contexts like collection management, observations
or field mapping. To ensure that a user working in a certain area will see the descriptions
corresponding to his domain the DiversityWorkbench provides the possibility to define
corresponding contexts.

To set the context and the language for the program choose Administration - Customize

display ... Elfrom the menu. A window will open as shown below where you may select the
language and the context which should be used. By default the language will be set according
to the settings of your operating system, however, you may change it here. The default
language within DiversityCollection is english. If you select a certain context, the tables in the
lower part of the form will show you the special setting within this context. These settings are
edited as described below.

Customize display E@E

Customize the user interface of DiversityCollection

[ <]
M Collection specimen | &¥ Collection event | 27 Language and contest

Language: |Englisch | EI=
Context: | Obzervation -
IJzage:
E ity E ntityll zage Prezetyalue ~
Collections pecimen. D epogitar s ame inapplicable
Collections pecimen. LabelTitle read only w

Reprezentation:

E ity DizplayT ext Abbreviation D ezcription ~
Collectiondgent Obzerver The observer of the o...
Collectiondgent.... Obz.Mr. w

For the documentation of the tables used for the storage of the entity related data please
see the section Entity tables.

To edit the entities choose Administration - Application description ... d4from the menu. A
window will open as shown below where you may edit the entities defined for the programm.
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Entky  Reprasantation

< [ B | | DiversityCaollection. Transaction
Cuziy iezulis 1-932 Gircivp For the displep of the entby Mik=s skt the ety

CiversdyCalecion LocsisalionSyats &
CiversdyCalection LocsizatonSysle

DiversiyCalection LocaisabionS yste i ) ) .
o ynlectinn | rraiRaierSya Uzaga: How tha entity shoubd De ueed within 2 cailain conbed, 2.0 hidden, readonly

DiverstyCalection LocalsatonSysts Corb=st Uzags Hokes

DiverstyCalechion LocsizsbonSysts

DiverstyCalechon LocalsabonSysts b | Obzarvation ¥ | mapplcabls b l

DiverstyCalechon LocalsabonSysts £ prs L

DiverstyCalechon LocalsabonSysts
DiverstyCalechon Meesursmenting_
Lyverstylalechon Frocessing
Dfverztylalechon Frocessnghiaier i
CiverstyCalect on Fropeny

~al

=L alachon. Transachon .4 q - - . |Freert ress rapiesenl shon

oi Calection.Tr rro——— Fepresertation of an erbly i a cartain corvad in the sedecied language
T— Language Corileal Dreplapbat Mbbesy. | Dezciiplion Holes
ek Rl b L Gererdl T i T Traraaki iefuilabe, Geacha
. - aman W | Geer w | Trarsaction rarea.. | Traraakiionen sie 8, Geacharn..
|r T % 8] = " ) ’ I
Engish | Gereral | Trargaction Trarea.. | Trargaction: lie loan, bomow. gift. ox
Hu=my condibons
Entiy B w L

Ertly = = DiverskyColleclion

Group for the display of the entity

If in a user interface certain entities should be displayed in a group, enter the name of the
group here.

Usage

If nothing is defined for the usage of an entity, it will be handeled according to the rights of
the user. In certain context an entity may be set to e.g. read only, inapplicable or not used.
In case of the later two possiblities the entity will not appear in the interface of the program.
For example, transaction management (e.g. loan) will not be handled with a mobile device,
thus the corresponding entities will be set to "not used". Use the [Insert new usage] button
to insert a new usage for an entity. To edit the possible usages choose Administration -
Usage ... from the menu.

e inapplicable: An entity which may not be applied in a certain context will not be shown
in a user interface, e.g. the depositors accession number in the context observation.

e preset: An entity will have a preset value, e.g. 'determination' for the identification
category in the context observation.

e read only: An entity may not be changed.

¢ hidden: An entity should be hidden from the user interface.
Context

The default context is General. Thus, in the beginning you will find all representations within
this context. Within the representation, when a certain context is missing, the program will
search for a representation in the parent context until a represention is found. To edit the
context choose Administration - Context ... from the menu. A window will open as shown
below where you may edit the context.
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@

& Edit context

Please edit the contests and click OF, to save pour changes and cloge the window
Code Descnption DisplayTest  DisplayOrder  DisplayEnable | Intemal PareniCode
Colectiontdanagement Management of scientfc .. | Collection ... [¥] General
Calectiont anagemerd Mobile | Managenent of scientfc .. | Collection ... [+ Colletliord anagedmernl
General General canbest General [#]
Obzervation Recoding obesrvabons Observabon [#] General
Obzervation Mobile Recoding obeervabons u... | Dbservabo... [+] Obzervation

(3 |:

Representation

An entity may have differing representations in different contexts. For example a
CollectionEvent may corrrespond to an observation or gathering in other contexts. Use the
Entity and Representation menu to fill in missing entries. If an only if entity should receive a
different title or description in the user interface, enter the values in the table. If nothing is
defined in a certain context, the program will walk up the tree defined with the parent code
(see the image above) to find available values for the title or description of the entity. The
highest entry in the hierarchy is the context General with the language english. If you define
deviating values for the display text, the abbreviation or the description, you must at least
enter values in the highest entry (General, english) as a default value for all other entities.

Language

The default language used in DiversityCollection is english. Thus, in the beginning you will find
all descriptions etc. in english. All representations may be defined for any language. Use the
Representation menu to automatically fill in missing entries of a language. If there are changes
in the original description of tables or columns in the database, choose Representation -
Update descriptions according to database from the menu to import the updated
descriptions for the english version and context "General".

Entity

To insert missing entities use the Entity menu. To insert all missing tables of a database
choose Entity - Insert all missing tables ... from the menu. A window will open listing the
missing tables. Use the [Exclude: ... ] field and [Requery] button to remove certain tables
from the list, e.g. if you do not wish to define entities for log tables, enter *_log and then
click [Requery]. You may repeat this until the list contains only tables you wish to use.
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# Select tables |Z| |E| r‘s__(|

Pleaze zelect the tables vou want ta insert. This will inzert the
table together with the englizh dezcription

Analysis_log .
Analysis_log 28082007 175714 T
ApplicationContext_Enum

A pplicationE ntity

ApplicationE ntityD ezcription
Applicationk ntityR epresentation

ApplicationEntityU zage

ApplicationkE Aty zage_E num

ApplicationSearchS electionSings:

Collection_lag

Collectiondgent_lag

CollectionE vent_lag

CollectiohE wentimage_lag

CollectiohE wentLocalization_log

CollectionE wentProperty_log

CollectionE wentSeries_log

CollectionE vent5erieslmage_log W

Enclude: | “_log | Requery

You find corresponding functions for single tables and for entries in a table. The later function
is restricted to tables with a primary key with one column. A window will open where you map
the columns, provided for the entity documentation to columns in the table, of which you wish
to import the entries (see image below).

# Insert the primary key of a table EE

Azzign the columng in the table to the columng far the entity

Diizplay bext |Displa_l,lTe:-:t

Abbreviation | Code

vl
vl
Dezcription | Dezcription w |
==

This may be necessary, if e.g. certain entries in a table should not be used in a certain
context or if you wish to translate the contents into another language.

Page 293



Customize the main form

The main window can be customised in several parts. To change the visible parts in the main
window select Administration - Customize display ... from the menu. A window (see below)
will open where you can select the groups which should be displayed. In the first tab you can
change the visibility for the taxonomic groups and material categories.

BE Customize display

Customize the dizplay of the main form of DiversityCollection

Ml Collection specimen & Collection event

T aronamic groups b aterial cateqaories
Chooze the takonomic groups that should be Chooze the material categaries that should be
vizible in the menu for creating new unitz in a vizible in the menu for u:_reating new parts for a
[ vinus FpECimen
[].# bacterium = medium
[]¥ alga 18 snunFI
[ g breophyte = drawing or photagraph
1@ plant FIrawmg
[15* lichen (&S] icones .
[T fungus [l phatodr. print
|:|]_!_[ zlime mould pthDgr. zlide
=) [«]#F wertebrate = []%% observation .
[w]re fizh [«]%€% humnan obzervation
d.- rnarmmal e machine observation
[v]# bid =-[C]ED specimen .
[ ]4 other =-[]ED preserved specimen
=[] #f everebrate 1% hfarl:uarium sheets
[v] &k mollusc ] ,ﬂ# wial
[]g arthropade =% I:Enes
] insect CI%F skl
[#]# echinoderm [ 157 complete skeleton

[]5% postcranial gkeleton

[ solitary bones

U pelt

=[] E living zpecimen
[+ culures

= ]EN other zpecimen
[ micr. zlide
VIR thin section
[« SEM table
1D TEM specimen
& DNA sample
w trace

In the second tab (see below) you can set the visibility of the localisation systems and
collection site properties. These are listed in the drop down menus for adding items to a
collection event.
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FE Customize display |Z E|[Z|

Customize the display of the main form of DiversityCollection

Ml Callection specimen| & Collection event |

Localization Collection zite properties
Chooze the localization zystemns that hould f'm Chooze the collection site properties that
be vizible in the menu for creating new ghould be wvisible in the menu for creating
lozalizations far the collection event hew callection zite properties faor the
collection event
Alkitude [r M) [ ] Chronastratigraphy
=[] Coordinates [ ] European Mature Infarmation System [ELMIS)
[ ]Caord. PD [ ] Geagraphic regions
Coord. 'WGES584 Lithostratigraphy
[[] Gauss-Kriger coordinates
[ ] Greenwich Coordinates
[ ] Exposition
[ ]MTE [A CH. D]

Mamed area [DiversityG azetteer]

[]5lope

[] Top50 [deutsche Landesvermessung)

In the third tab (see below) you can add the name of responsible persons for several entries

and show/hide the controls for the exsiccata.
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P

3] Customize display

Customize the user interface of DiversityCollection

| Collection specimen | Collection event |i Defaults and miscellansous |

Responsible:

Miscelaneous

Show exsiccata

[] Use autocompletion for all textboxes. Min char. necessary: |5 z

h |

[] Use responsible for new identifications

[] Use responsible as new collector

[] Use responeible for new localisations of the collection event
[7] Use responeible for new properties of the collection site

[ Use responsible for new analysis entries

[ Use responsible for new processings
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Database

The database for DiversityCollection is based on Microsoft SQL-Server 2005.

Organisation of the data

The main tables of the database are CollectionEvent corresponding to the event of the
collection and CollectionSpecimen holding the specimens collected. Connected to these tables
you find tables for additional information.

The image below shows the main tables of the database.
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Pkl
Py
. -
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[
.
b =

The diagram shows the tables of the database marked according to their logical groups. In the
center the table CollectionSpecimen holds specimen data e.g. the accession number. On the
left you find the tables containing collection event data and on the right tables related to the
organisms and their identifications. Further logical groups are collectors, projects,

and transaction.

Further details: tables , application tables, access.
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Installation of the database

DiversityCollection uses Microsoft SQL-Server 2008 as database engine. If you do not have a
database server with DiversityCollection already available, you need to install the

database engine first. Downlo ad the free version of Microsoft SQL Server Express 2008 (e.g.
SQLEXPRADV_x86_DEU.exe i ) from http://www.microsoft.com/downloads/. Start the
program and follow the instructions for the installation.

Download the database files DiversityCollection_Data.MDF & and DiversityCollection_log.LDF

L+ from http://www.diversityworkbench.net/Portal/ provided as a zip archive
(DiversitCollection.zip) and copy them into your database directory.

If you plan to use the database on your local computer (SQL Server Express), start the
program IE-"-r‘DiversityCoIIection.exe and in the main window click on the ®®button or choose
Connection -> Database ... from the menu. A window will open as shown below. Here
choose the option Local database and select the database file in your directory.

B Connection to database |Z||E|E|

Choose if the database 1z
remote or local [SOLE xpress]

() Remote database {(*) Local database

Select the local databaze file for the databaze DiverzityCollection
File: | C:AD aten'D atenbank enE spresziDiversitpCollectionhDiversityCollection_Data MDF |@

=

Server configuration

To configure your server for remote access launch the SQL Server Configuration Manager
(see image below).

iti Sql Server Configuration Manager [Z|@|E|
Datei  Akkion  Ansicht 2

& B[R

‘@ S0l Server-Konfigurations-Manager (Lokal) Marme
0L Server-Dienste @SQL Sarver Browser
=~ J  530L Server-Metzwerklkonfigur ation Dh50L Server (SOLEXPRESS)

H= Protokolls For 'SQLEXPRESS

S0l Server-fgent (SOLEXPRESS
.. SOL Mative Client 10,0-Konfigur ation 1852 gent (5 )

501 Full-text Filker Dasman Launcher (SQLEXPRESS)
E¥50L Server Reporting Services (SOLEXPRESS)

< ?

Then click on the "Protocols for SQLEXPRESS" node. Right click on "TCP/IP" in the list of
Protocols and choose "enable" for TCP/IP.
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iti Sql Server Configuration Manager |Z]|E|[‘S__<|
Datei  Akkion  Ansiche 2

& B 2

‘@ S0L Server-Konfigurations-Manager (Lokal) Pratokoliname Skakus
3GQL Server-Dienste W Shared Memory Akkiviert

=- 3 50L Server-Metzwerklkonfigur ation = Mamed Pipes Akbiviert
H= Protokolls For 'SQLEXPRESS T TCP/IP AkGiviort

,. SOL Mative Client 10,0-Konfigur ation vIA Deakbiviert

Right click on the TCP/IP node and select "Properties" to open a window as shown below.

Eigenschaften von TCP/IP

Protokoll | IP-Adressen |

B
Bkkiv Ja
Bktiviert Mein
Cvnamische TCP-Porks 0
IP-Adresse 141.84.65.173
TP-Part

B
Bk Ja
Akiviert Mein
Crynamische TCP-Porks 0
IP-Adresse 127.0.0.1
TCP-Pork

B
Cvnamische TCP-Ports
TZP-Paort 4321

TCP-Port

TZP-Part

[ (] 4 l [ Abbrechen ] [Ulgernehmen] [ HilFe:

In the part IPALL clear out the value for "TCP Dynamic Ports". Give a TCP-Port humber to
use when making remote connections e.g. "4321" as shown above. You have to restart the
SQL Server Express service before you can connect to your database.

If you use a database on a server, make sure that the firewall of the server allows access via
the port you set for the connection (see below).

Page 299



|I Eigenschaften ¥on SqlServerPort5432 >

Allaemein I Fragramme und Dienste | Computer
Fratakoll und Parts | Bereich | Erweitert I Berutzer

— Protakaolle und Portz

we ™ Protokalltyp: [TcP =l
Frotokolburmmer: Iﬁ
Lokaler Part: IBestimmte Fortz j
5434
Eeizpiel 20, 443, 5000-50710
Bemotepart; I.-’-'-.IIE Paortz j

Beizpiel 80, 443, 5000-5010

ICHP-Einstelunger: Snpazsen... |

wieitere [nformationen Lber Pratakalle und Ports

1] I Abbrechen [Eemehmen

Start the Microsoft SQL Server Managment Studio and attach the database as shown below.
Choose the node "databases" and right-click on it to open the context menu (see below).
Then choose "attach" from the context menu. A window will open where you can choose the

file DiversityCollection_Data.MDF from your database directory and attach it to the database
engine.

E. Microsoft S0L Server Management Studio Express

P

Datei  Bearbeiten  Ansicht  Exkras  Fenster  Community 7

Dnevenbirage | 0y |5 H @ | B (E B K & -

Objekk-Explorer usammenfa:
i om g e WEP-

= | (§ ME-TRIEBEL|SQLEXPRESS (SQL Server 9.0,1399 -
= o Ee -
B Systen Meue Datenbank. .. [
[ sicherheit
[ Serverobje
[ Replikation
[ verwaltung

anfagen. .. [E
Dakenbank wiederherstellen. . . B
Drakeien und Dateigruppen wiederherstellen. .. -

Aktualisieren
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After the installation make sure to get the latest updates from
http://windowsupdate.microsoft.co nvy.

Database configuration

To configure your database use the client as described in Database configuration.
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Configuration of the database

To configure your database choose Administration -> FDatabase -> -.]_huRename
database to change the name of the database according to your requirements. During this
renaming all processes in the database will be terminated (you will get a warning if processes
from other hosts are active).

Afterwards you should adapt the address that is published by the database for access by

other modules. Choose Administration -> [#Database -> ﬂ]_‘wSet published address from
the menu. This will change the published address to the name of the server where your
database is located and provide an identifier for your database, e.g. http://xy.diversityworkbe
nch.de/Collection/ .

Renaming of the database and adapting of the published address should be done before you
start to use the database and name and address should not be changed afterwards as
data sets from other modules linked to data in the database would otherwise point to
outdated addresses.
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Connections to the databases and services

The program will automatically try to connect to all the modules within the Diversity

Workbench. To edit these connections choose Connection -> ";'*Module connections ... from
the menu. A form (see below) will open where you can edit said connections.

+;H' Connection administration E@ ﬁ
the moduls resp. databases

|- DiversityCollection
- DiversityCollection SMNK
- DiversityExsiccatae
=- DiversityGazetteer
o
i Server: bsm7 snsb info 5432
Windows authentication
‘.. Base URI = hitp://id snsh info/Gazettesr/
[=- Diversity Sampling Plots
- DiversitySamplingPlats SMNK
- DiversityScientificTerms
- DiversityReferences
= Diversity TaxonMNames
-- Diversity TaxonMames Athropoda
-- Index Fungomum
EI Catalogue of Life
: .. Base URI = http:/ Awebservice catalogueoflife argAnnua
[#- Palasobiology Database

I

4 [ m b

To edit a connection select it in the tree and click on the [(Fbutton. To requery the
connections use the “’button. If you want to add a connection to a different server click on

the ¥ button and connect to the database you want to add to the list. Added databases will
be displayed in green. To remove a connection from the list select it and click on the #<
button. Webservices like Index Fungorum will be displayed in blue.
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Database - access

The database engine for DiversityCollection is Microsoft SQL-Server 2005.

When you are connected to a database it is indicated by the icon of the connection button

Hin the upper left corner. When you are not connected the following icon will be shown 4.
To access any database you must specify the server where the database is located. For the
configuration of this connection choose Connection, Database... from the menu or click on

the [Fbutton.

If you want to use a database on a central server or remote computer, start the program oA

DiversityCollection.exe. In the main window click on the *#putton or choose Connection ->
Database ... from the menu. A window will open as shown below. Here choose the option
Remote database and set the connection parameters as described below.

Database name, IP-address and Port

A dialog will open to specify the name or IP-address and port number of the server as well as
to select the authentication mode. You can either choose Windows authentication (see left

image below) or SQL-Server authentication (see middle image below).

F Connection to database E@@ F Connection to database E@@

Fleaze select a server from the list or type
the name or the |P-address of the server

127.0.01 W
Login
() “wWindows authentication

() SOL-Server authentication

Llzer
Fazsword
{(*) Restict to DiversiyCollection.. . 2.5

() Restrict to DiversitCollection. .
() Show all available databazes

Connect to zerver |

Chooze databaze:

=

Port
1433

Pleaze zelect a zerver from the list or type
the: name or the |F-address of the zerver

127.0.01 w
Login
) windows authentication

(%) SAL-Server authentication

User E ditar

EEREEEETY

Paszword

%) Restrict to DiversityCollection... ». 2.5
) Restrict ta DiversityCollection. .
i) Show all available databazes

Connect ba server |

Chooze databaze;

=

Part
1433
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B Connection to database EE]E|

Fleaze zelect a zerver fram the list or type
the name ar the [P-address of the server Part

Reset M|

Chooze databaze:
DiversityCollection w

=R

The standard port number for SQL-Server is 1433 and will be set as a default. If the database
server is configured using a different port, you must enter its number in the field Port. Click on

Connect bo server -E'_El_ . . . . .
the button to connect to the server. If the connection information is valid,

you can choose a database from the server in the combo box at the base of the window (see

Feset X

right image above). To restart the connecting process click on the button.

Module connections

The program will automatically try to establish a connection to Diversity Workbench databases
and webservices. For further details see the Connections section.
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Index

Analysis
AnalysisResult

AnalysisTaxonomicGroup

Annotation
Collection

CollectionAgent

CollectionEvent

CollectionEventIimage

CollectionEventLocalisation

CollectionEventProperty

CollectionEventSeries

CollectionEventSeriesImage

CollectionExternalDatasource

CollectionImage

CollectionProject

CollectionSpecimen

CollectionSpecimenlmage

CollectionSpecimenPart

CollectionSpecimenProcessing

CollectionSpecimenRelation

CollectionSpecimenTransaction

Identification

IdentificationUnit

IdentificationUnitAnalysis

IdentificationUnitGeoAnalysis
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e IdentificationUnitInPart

e LocalisationSystem

 Processing

e ProcessingMaterialCategory

e ProjectAnalysis

» ProjectProcessing

e Property

e Transaction

¢ TransactionDocument

Table Analysis

Analysis types used within the database

Column Data type Description

AnalvsisID int L[;yo)f the analysis (Primary
Analysis ID of the parent

AnalysisParentID int analysis if it belongs to a

certain type documented in
this table

DisplayText

nvarchar (50)

Name of the analysis as e.g.
shown in user interface

Description

nvarchar (MAX)

Description of the analysis

MeasurementUnit

nvarchar (50)

The measurement unit used
for the analysis, e.g. mm,
pmol, kg

Notes

nvarchar (MAX)

Notes concerning this analysis

AnalysisURI

varchar (255)

URI referring to an external
documentation of the analysis

OnlyHierarchy

bit

If the entry is only used for
the hierarchical arrangement
of the entries

Default value: (0)

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()
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Who was the last to update

LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table AnalysisResult
Value lists for analysis types with predefined values, e.g. "0, 1, 2, 3, ..." for

Red list category. Includes description etc. for the

values in the list.

Column Data type Description
AnalysisID int ID of the analysis (Primary

key)

AnalysisResult

nvarchar (255)

The categorized value of the
analysis

Description

nvarchar (500)

Description of enumerated
object, displayed in the user
interface

DisplayText

nvarchar (50)

Short abbreviated description
of the object, displayed in the
user interface

DisplayOrder

smallint

The order in which the entries
are displayed. The order may
be changed at any time, but
all values must be unique.

Notes

nvarchar (500)

Internal development notes
about usage, definition, etc.
of an enumerated object

LoglnsertedBy

nvarchar (50)

Name of user who first
entered (typed or imported)
the data.

Default value: user_name()

LogInsertedWhen

smalldatetime

Date and time when the data
were first entered (typed or
imported) into this database.
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of user who last
updated the data.
Default value: user_name()

LogUpdatedWhen

smalldatetime

Date and time when the data
were last updated.
Default value: getdate()

Table AnalysisTaxonomicGroup

The types of analysis that are available for a taxonomic group

Column

Data type

Description
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AnalysisID

int

Analysis ID, foreign key of
table Analysis.

TaxonomicGroup

nvarchar (50)

Taxonomic group the organism
identified by this unit belongs
to. Groups listed in table
CollTaxonomicGroup_Enum (=
foreign key)

The last time when this

LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table Annotation
Annotations to datasets in the database
Column Data type Description
AnnotationID int ID of the annotation (Primary
key)
If an annotation refers to
ReferencedAnnotationID int another annotation, the ID of

the referred annotation

The type of the annotation as
defined in

AnnotationType nvarchar (50) AnnotationType_Enum, e.g.
Reference
Title nvarchar (50) Title of the annotation
Annotation nvarchar (MAX) The annotation entered by
the user
The complete URI address of
a resource related to the
URI varchar (255) annotation. May be link to a

module, e.g. for the
annotation type reference

ReferenceDisplayText

nvarchar (500)

The title of the reference. If
the entry is linked to an
external module like
DiversityReferences, the
cached display text of the
referenced dataset

ReferenceURI

varchar (255)

If the entry is linked to an
external module like
DiversityReferences, the link
to the referenced dataset

SourceDisplayText

nvarchar (500)

The name of the source. If
the entry is linked to an
external module like
DiversityAgents, the cached
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display text of the referenced
dataset

If the entry is linked to an
external module like

SourceURI varchar (253) DiversityAgents, the link to
the referenced dataset
If an annotation is restricted

IsInternal bit to authorized users of the
database

ReferencedID int The ID of the dataset in the

table the annotation refers to

ReferencedTable

nvarchar (500)

The name of the table the
annotation refers to

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID - Annotation
RowGUID uniqueidentifier Default value:
newsequentialid()
Table Collection
The collections where the specimen are stored
Column Data type Description
CollectionID int Unique_ referenc_e ID for the
- collection (= Primary key)
For a subcollection within
another collection:
CollectionParentID int CollectionID of the collection

to which the subcollection
belongs. Empty for an
independent collection

CollectionName

nvarchar (255)

Name of the collection (e. g.
'Herbarium Kew') or
subcollection (e. g. 'cone
collection', 'alcohol
preservations'). This text
should be kept relatively
short, use Description for
additional information

CollectionAcronym

nvarchar (10)

A unique code for the
Collection, e.g. the herbarium
code from Index Herbariorum
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AdministrativeContactName

nvarchar (500)

The name of the person or
organisation responsible for
this collection

AdministrativeContactAgentUR
I

varchar (255)

The URI of the person or
organisation responsible for
the Collection e.g. as provided
by the module DiversityAgents

A short description of the

Description nvarchar (MAX) collection
Optionally location of the
collection, e.g. the number
Location nvarchar (255) within a file systemor a

description of the room(s)
housing the (sub)collection

CollectionOwner

nvarchar (255)

The owner of the collection as
e.g. printed on a label, should
be given if CollectionParentID

is null

The order in which the entries
are displayed. The order may

DisplayOrder smallint be changed at any time, but
all values must be unique.
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table CollectionAgent
The collector(s) of collection specimens
Column Data type Description
Refers to ID of
CollectionSpecimenlID int CollectionEvent (= Foreign key

and part of primary key)

CollectorsName

nvarchar (255)

Name of the Collector

CollectorsAgentURI

varchar (255)

The URI of the Agent, e.g. as
stored within the module
DiversityAgents

CollectorsSequence

datetime

The order of collectors in a
team. Automatically set by
the database system
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Default value: getdate()

CollectorsNumber

nvarchar (50)

Number assigned to a
specimen or a batch of
specimens by the collector
during the collection event (=
'field number")

Notes

nvarchar (MAX)

Notes about the collector,
e.g. if the name is uncertain

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionEvent

The collection event where the specimen was collected

Column

Data type

Description

CollectionEventID

int

Unique ID for the collection
event (= Primary key)

Version

int

The version of the dataset.
Automatically set by the
system.

Default value: (1)

SeriesID

int

The ID of the related
expedition. Relates to the PK
of the table
CollectionExpedition (Foreign

key).

CollectorsEventNumber

nvarchar (50)

Number assigned to a
collection event by the
collector (= 'field number')

The date of the event
calulated from the entries in

CollectionDate datetime CollectionDay, -Month and
-Year.
The day of the date of the
CollectionDay tinyint event or when the collection

event started
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The month of the date of the

CollectionMonth tinyint event or when the collection
event started
The year of the date of the
CollectionYear smallint event or when the collection

event started

CollectionDateSupplement

nvarchar (100)

Verbal or additional collection
date information, e.g. 'end of
summer 1985', 'first quarter’,
'1888-1892'. The end date if
the collection event comprises
a period. The time of the
event if necessary.

CollectionDateCategory

nvarchar (50)

Category of the date of the
identification e.g. "system",
"estimated" (= foreign key,
see in table
CollEventDateCategory_Enum)

CollectionTime

varchar (50)

The time of the event or
when the collection event
started

CollectionTimeSpan

varchar (50)

The time span e.g. in seconds
of the collection event

LocalityDescription

nvarchar (MAX)

Locality description of the

locality, exactly as written on
the original label (i.e. without
corrections during data entry)

HabitatDescription

nvarchar (MAX)

Geo-ecological description of
the locality, exactly as
written on the original label
(i.e. without corrections
during data entry)

ReferenceTitle

nvarchar (255)

The title of the publication
where the collection event
was published. Note this is
only a cached value where
ReferenceURI is present

ReferenceURI

varchar (255)

URI (e.g. LSID) of the source
publication where the
collection event is published,
may e.g. refer to the module
DiversityReferences

ReferenceDetails

nvarchar (50)

The exact location within the
reference, e.g. pages, plates

CollectingMethod

nvarchar (MAX)

Description of the method
used for collecting the
samples, e.g. traps, moist
chambers, drag net

Notes about the collection

Notes nvarchar (MAX)

event

The country where the
CountryCache nvarchar (50) collection event took place.

Cached value derived from an
entry in CollectionGeography
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DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (30) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionEventImage

The images showing the site of the collection event

Column

Data type

Description

CollectionEventID

int

Unique ID for the collection
event (= Primary key)

The complete URI address of
the image. This is only a

URI varchar (255) cached value if ResourcelD is
available referring to the
module DiversityResources
The URI of the resource (e.g.

ResourceURI varchar (255) see module
DiversityResources)

ImageType nvarchar (50) Type of the image, e.g. map
Notes to this image

Notes nvarchar (MAX) concerning the collection
event

Description xml (MAX) Description of the image

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()
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RowGUID uniqueidentifier Default value:
newsequentialid()

Table CollectionEventLocalisation

The geographic localisation of a collection event

Column Data type Description
Refers to the ID of

CollectionEventID int CollectionEvent (= Foreign key
and part of primary key)
Refers to the ID of

LocalisationSystemID int LocalisationSystem (= Foreign

key and part of primary key)

Either a named location
selected from a thesaurus (e.
g. 'Germany, Bavaria,

Location1 nvarchar (255) Kleindingharting') or altitude
range or other values (e. g.
100-200 m)
Corresponding value to
Location2 nvarchar (255) Locationl e.g. ID or URI of

gazetteer or thesaurus

LocationAccuracy

nvarchar (50)

The accuracy of the
determination of this locality

LocationNotes

nvarchar (MAX)

Notes on the location

DeterminationDate

smalldatetime

Date of the determination of
the geographical localisation

DistanceTolLocation

varchar (50)

Distance from the specified
place to the real location of
the collection event (m)

DirectionTolLocation

varchar (50)

Direction from the specified
place to the real location of
the collection event (Degrees
rel. to north)

ResponsibleName

nvarchar (255)

The name of the agent
(person or organization)
responsible for this entry.
Default value:
[dbo].[CurrentUserName]()

URI of the person or
organisation responsible for

ResponsibleAgentURI varchar (255) the data (see e.g. module
DiversityAgents)
The geography of the
Geography geography localisation
AverageAltitudeCache float Calculated aIti_tude_ as parsed
from the location fields
AveragelatitudeCache float Calculated Iati_tude_ as parsed
from the location fields
AveragelongitudeCache float Calculated longitude as parsed
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from the location fields

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (30) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

RecordingMethod

nvarchar (500)

The method or device used
for the recording of the
localisation

Table CollectionEventProperty

A property of a collection site, e.g. exposition, slope, vegetation. May refer
to Diversity Workbench module DiversityScientificTerms

Column Data type Description
Refers to the ID of
CollectionEventID int CollectionEvent (= Foreign key
and part of primary key)
The ID of the descriptor of
PropertylD int the collection event, foreign
key, see table Descriptor
DisplayText nvarchar (255) The text for_ the property as
shown e.g. in a user interface
URI referring to an external
PropertyURI varchar (255) datasource e.g.

DiversityTerminology

PropertyHierarchyCache

nvarchar (MAX)

A cached text of the
complete name of the
descriptor including superior
categories if present

PropertyValue

nvarchar (255)

The value of a captured
feature e.g. temperature, pH,
vegetation etc. If there is a
range this is the lower or first
value

ResponsibleName

nvarchar (255)

The name of the agent
(person or organization)
responsible for this entry.

ResponsibleAgentURI

varchar (255)

URI of the person or
organisation responsible for
the data (see e.g. module
DiversityAgents)
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Notes

nvarchar (MAX)

Notes about the property of
the colletion site.

AverageValueCache

float

For numeric values - a cached
average value according to
the

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table CollectionEventSeries

The series whithin which collection events take place

Column Data type Description
SeriesID int Primar_y_ key. Thg ID for this
7 expedition (= Primary key)
SeriesParentID int The ID. .Of the superior
expedition
The description of the
Description nvarchar (MAX) expedition as it will be printed
on e.g. the label
SeriesCode nvarchar (50) The user defined code for an
expedition
Notes nvarchar (MAX) Notes about this expedition
The geography of the
Geography geography collection event series
DateStart datetime The da_te and time v_vhen the
collection event series started
DateEnd datetime The da_te and time v_vhen the
collection event series ended
The first date of the
DateCache datetime dep_endlng events_, _used for
sorting the expeditions
[controlled by the database]
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
LogUpdatedWhen datetime The last time when this
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dataset was updated
Default value: getdate()

Who was the last to update

LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionEventSeriesImage

The images showing the sites of a collection event series, e.g. an
expedition or sampling plot

Column

Data type

Description

SeriesID

int

Unique ID for the collection
event series (= Foreign key
and part of primary key)

varchar (255)

The complete URI address of
the image. This is only a
cached value if ResourcelD is
available referring to the
module DiversityResources

ResourceURI

varchar (255)

The URI of the resource (e.g.
see module
DiversityResources)

ImageType

nvarchar (50)

Type of the image, e.g. map

Notes

nvarchar (MAX)

Notes to this image
concerning the collection
event

Description

xml (MAX)

Description of the image

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()
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Table CollectionExternalDatasource

CollectionExternalDatasource document the sources of the names.

Column Data type Description
An ID to identify an external
data collection of collection
ExternalDatasourcelID int specimen (primary key, the ID

has no meaning outside of the
DiversityWorkbench system)

ExternalDatasourceName

nvarchar (255)

The name of the data
collection that has been
integrated or can be linked to
for further analysis

ExternalDatasourceVersion

nvarchar (255)

The version of this data

collection (either official

version humber, or dates
when the collection was
integrated)

Rights

nvarchar (500)

A description of copyright
agreements or permission to
use data from the external
database

ExternalDatasourceAuthors

nvarchar (200)

The persons or institutions
responsible for the external
database

ExternalDatasourceURI

nvarchar (300)

The URI of the database
provider resp. the external
database

ExternalDatasourcelnstitution

nvarchar (300)

The institution responsible for
the external database

InternalNotes

nvarchar (1500)

Additional notes concerning
this data collection

ExternalAttribute_NamelD

nvarchar (255)

The table and field name in
the external data collection to
which CollectionExternallD
refers

PreferredSequence

tinyint

For selection in e.g. picklists:
of several equal names only
the name from the source
with the lowest preferred
sequence will be provided.

Disabled

bit

If this source should be
disabled for selection of
names e.g. in picklists

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table CollectionImage
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The images showing the collection

Column Data type Description
Refers to the ID of Collection
CollectionID int (= Foreign key and part of

primary key)

The complete URI address of

URI varchar (255) the image.

ImageType nvarchar (50) Type of the image, e.g. label

Notes nvarchar (MAX) !\Iotes about the collection
image

Description xml (MAX) Description of the image

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

LoglnsertedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LoglnsertedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

RowGUID - CollectionImage
Default value:
newsequentialid()

Table CollectionProject

The projects within which the collection specimen were placed

Column Data type Description

Refers to the ID of
CollectionSpecimenID int CollectionSpecimen (= Foreign

key and part of primary key)

ID of the project to which the

. . specimen belongs (Projects

ProjectID Int are defined in

DiversityProjects)

The time when this dataset
LogCreatedWhen datetime was created

Default value: getdate()

Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()

The last time when this
LogUpdatedWhen datetime dataset was updated

Default value: getdate()
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Who was the last to update

LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionSpecimen

The data directly attributed to the collection specimen

Column Data type Description
Unique reference ID for the
CollectionSpecimenID int collection specimen record
(primary key)
. . The version of the dataset
Version Int Default value: (1)
Refers to the ID of
CollectionEventID int CollectionEvent (= Foreign key
and part of primary key)
ID of the Collection as stored
CollectionID int in table Collection (= foreign

key, see table Collection)

AccessionNumber

nvarchar (50)

Accession number of the
specimen within the
collection, e.g. "M-29834752"

AccessionDate

datetime

The date of the accession
calculated from the entries in
AccessionDay, -Month and
-Year

AccessionDay

tinyint

The day of the date when the
specimen was acquired in the
collection

AccessionMonth

tinyint

The month of the date when
the specimen was acquired in
the collection

AccessionYear

smallint

The year of the date when
the specimen was acquired in
the collection

AccessionDateSupplement

nvarchar (255)

Verbal or additional accession
date information, e.g. 'end of
summer 1985', 'first quarter’,

'1888-1892'

AccessionDateCategory

nvarchar (50)

Category of the date of the
identification e.g. "system",
"estimated" (= foreign key,
see in table
xColl_DateCategory_Enum)

DepositorsName

nvarchar (255)

The name of the depositor(s)
(person or organization
responsible for deposition).
Where entire collections are
deposited, this should also
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contain the collection name
(e.g. 'Herbarium P. Débbler")

DepositorsAgentURI

varchar (255)

The URI of the depositor(s)
(person or organization
responsible for deposition)

DepositorsAccessionNumber

nvarchar (50)

Accession number of the
specimen within the previous
or original collection, e.g.
'D-23948'

The title of the label e.g. for

LabelTitle nvarchar (255) printing labels.
Printed, typewritten,
LabelType nvarchar (50) typewritten with handwriting

added, entirely in handwriting,
etc.

LabelTranscriptionState

nvarchar (50)

The state of the transcription
of a label into the database:
'Not started', 'incomplete’,
'complete’

LabelTranscriptionNotes

nvarchar (255)

User defined notes concerning
the transcription of the label
into the database

ExsiccataURI

varchar (255)

If specimen is an exsiccata:
The URI of the Exsiccata
series, e.g. as stored within
the DiversityExsiccata module

ExsiccataAbbreviation

nvarchar (255)

If specimen is an exsiccata:
Standard abbreviation of the
exsiccata (not necessarily a
unique identifier; editors or
publication places may change
over time)

OriginalNotes

nvarchar (MAX)

Notes found on the label of
the specimen, by the original
collector or from a later
revision

AdditionalNotes

nvarchar (MAX)

Additional notes made by the
editor of the specimen record,
e. g. 'doubtful
identification/locality’

ReferenceTitle

nvarchar (255)

The title of the publication
where the specimen was
published. Note this is only a
cached value where
ReferenceURI is present

ReferenceURI

varchar (255)

URI (e.g. LSID) of reference
where specimen is published,
e.g. referring to the module

DiversityReferences

ReferenceDetails

nvarchar (50)

The exact location within the
reference, e.g. pages, plates

Problems

nvarchar (255)

Description of a problem that
occurred during data editing.
Typically these entries should
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be deleted after help has
been obtained. Do not enter
scientific problems here; use
AdditionalNotes for such
permanent problems!

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

InternalNotes

nvarchar (MAX)

Internal notes that should not
be published e.g. on websites

ExternalDatasourcelD

int

An ID to identify an external
data collection of collection
specimen (primary key, the ID
has no meaning outside of the
DiversityWorkbench system)

Externalldentifier

nvarchar (100)

The identifier of the external
specimen as defined in the
external datasource

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (30) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionSpecimenImage

The images of a collection specimen or of an identification unit within this

specimen
Column Data type Description

Refers to the ID of
CollectionSpecimenID int CollectionSpecimen (= Foreign

key and part of primary key)

The complete URI address of
the image. This is only a

URI varchar (255) cached value if ResourcelD is
available referring to the
module DiversityResources
The URI of the image, e.g. as

ResourceURI varchar (255) stored in the module

DiversityResources.

SpecimenPartID

int

Optional: If the dataset is not
related to a part of a
specimen, the ID of a related
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part (= foreign key)

If image refers to only on out
of several identification units
for a specimen, refers to the

IdentificationUnitID Int ID of an IdentificationUnit for
a CollectionSpecimen (=
foreign key)

Type of the image, e.g.

ImageType nvarchar (50) photograph

Notes nvarchar (MAX) !\Iotes about the specimen
image

Description xml (MAX) Description of the image

DataWithholdingReason

nvarchar (255)

If the dataset is withhold, the
reason for withholding the
data, otherwise null

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table CollectionSpecimenPart

Parts of a collection specimen. Includes a possible hierarchy of the parts

Column Data type Description
Refers to the ID of
CollectionSpecimenID int CollectionSpecimen (= Foreign
key and part of primary key)
SpecimenPartID int ID of the coIIectiqn specimen
part (= part of Primary key).
SpecimenPartID of the
DerivedFromSpecimenPartID int specimen from which the

current specimen is derived
from

PreparationMethod

nvarchar (MAX)

The method used for the
preparation of the part of the
specimen, e.g. the inoculation
method for cultures

PreparationDate

datetime

The date and time when the
part was preparated e.g when
it was separated from the
source object
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AccessionNumber

nvarchar (50)

Accession number of the part
of the specimen within the
collection if it is different from
the accession number of the
specimen as stored in the
table CollectionSpecimen, e.g.
"M-29834752"

The label for a part of a
specimen, e.qg. if duplicats of

PartSublabel nvarchar (50) .
a specimen have a separate
number
ID of the Collection as stored
CollectionID int in table Collection (= foreign

key, see table Collection)

MaterialCategory

nvarchar (50)

Material category of
specimen. Examples:
'herbarium sheets', 'drawings’,
'microscopic slides' etc. (=
foreign key, see table
CollMaterialCategory_Enum)
Default value: N'specimen’

StoragelLocation

nvarchar (255)

A code identifying the place
where the specimen is stored
within the collection.
Frequently the accepted
scientific name is used as
storage location code.

Number of stock units if the
specimen is stored in

Stock float .
separated units e.g. several
boxes or vessels (max. 255)
If empty the stock is given as
StockUnit nvarchar (50) a count, else it contains the

unit in which stock is
expressed, e.g. Jl, ml, kg etc.

StorageContainer

nvarchar (500)

The container in which the
part is stored

Notes concerning the storage

Notes nvarchar (MAX) of the sample

The time when this dataset
LogCreatedWhen datetime was created

Default value: getdate()

Who created this dataset
LogCreatedBy nvarchar (30) Default value: user_name()

The last time when this
LogUpdatedWhen datetime dataset was updated

Default value: getdate()

Who was the last to update
LogUpdatedBy nvarchar (50) this dataset

Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()
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Table CollectionSpecimenProcessing

The processing that was applied to a collection specimen

Column Data type Description

Refers to ID of
CollectionSpecimenID int CollectionSpecimen (= Foreign

key and part of primary key)

Date and time of the start of
ProcessingDate datetime the processing

Default value: getdate()

ID of the processing. Refers
ProcessingID int to ProcessinglD in table

Processing (foreign key)
Default value: (1)

Protocoll

nvarchar (100)

The label of the processing
protocoll

SpecimenPartID

int

Optional: If the dataset is
related to a part of a
specimen, the ID of a related
part (= foreign key, see table
CollectionSpecimenPart)

ProcessingDuration

varchar (50)

The duration of the
processing including the unit
(e.g. 5 min) or the end of the
processing starting at the
processingDate (e.g.
23.05.2008)

ResponsibleName

nvarchar (255)

Name of the person or
institution responsible for the
determination

Default value:
[dbo].[CurrentUserName]()

ResponsibleAgentURI

varchar (255)

URI of the person or
institution responsible for the
determination (= foreign key)
as stored in the module
DiversityAgents.

Notes

nvarchar (MAX)

Notes about the processing

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()
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Table CollectionSpecimenRelation

The relations of a collection specimen to other collection specimen

Column Data type Description
Unique reference ID for the
CollectionSpecimenID int collection specimen record

(primary key)

RelatedSpecimenURI

varchar (255)

URI of the related specimen

RelatedSpecimenDisplayText

varchar (255)

The name of a related
specimen as shown e.g. in a
user interface

RelationType

nvarchar (50)

Type of the relation between
the specimen (= foreign key,
see table
CollRelationType_Enum)

RelatedSpecimenCollectionID

int

ID of the Collection as stored
in table Collection (= foreign
key, see table Collection)

RelatedSpecimenDescription

nvarchar (MAX)

Description of the related
specimen

Notes

nvarchar (MAX)

Notes on the relation to the
specimen

IsInternalRelationCache

bit

If the relation represents a
connection between specimen
in this database

Default value: (1)

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table CollectionSpecimenTransaction

The transactions in which a specimen was involved

Column

Data type

Description

CollectionSpecimenID

int

Refers to ID of
CollectionSpecimen (= Foreign
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key and part of primary key)

TransactionID

int

Unique ID for the transaction
(= Foreign key and part of
primary key)

SpecimenPartID

int

Optional: If the dataset is
related to a part of a
specimen, the ID of a related
part (= foreign key, see table
CollectionSpecimenPart)

IsOnLoan

bit

True if a specimen is on loan

LoglnsertedBy

nvarchar (50)

Name of user who first
entered (typed or imported)
the data.

Default value: user_name()

LoglnsertedWhen

smalldatetime

Date and time when the data
were first entered (typed or
imported) into this database.
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of user who last
updated the data.
Default value: user_name()

LogUpdatedWhen

smalldatetime

Date and time when the data
were last updated.
Default value: getdate()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table Identification

The identifications of the organisms within a specimen

Column

Data type

Description

CollectionSpecimenID

int

Refers to the ID of
CollectionSpecimen (= Foreign
key and part of primary key)

IdentificationUnitID

int

Refers to the ID of
IdentficationUnit (= foreign
key and part of primary key)

IdentificationSequence

smallint

The sequence of the
identifications. The last
identification (having the
highest sequence) is regarded
as valid

Default value: (1)

IdentificationDate

datetime

The date of the identification
calculated from the entries in
IdentificationDay, -Month and
-Year

IdentificationDay

tinyint

The day of the identification
event

IdentificationMonth

tinyint

The month of the
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identification event

IdentificationYear

smallint

The year of the identification
event. The year may be
empty if only the day or
month are known.

IdentificationDateSupplement

nvarchar (255)

Verbal or additional
identification date information,
e.g. 'end of summer 1985',
'first quarter', '1888-1892'

IdentificationDateCategory

nvarchar (50)

Category of the date of the
identification e.g. "system",
"estimated" (= foreign key,
see in table
CollDateCategory_Enum)

VernacularTerm

nvarchar (255)

Name or term other than a
taxonomic (= scientific) name,
e.g. 'pine', 'limestone’,
'conifer', 'hardwood'

TaxonomicName

nvarchar (255)

Valid name of the species
(including the taxonomic
author where available).
Example: 'Rosa canina L.’

NameURI

varchar (255)

The URI of the taxonomic
name, e.g. as provided by the
module DiversityTaxonNames.

IdentificationCategory

nvarchar (50)

Category of the identification
e.g. 'determination’,
'‘confirmation’, 'absence' (=
foreign key, see table
CollldentificationCategory_Enu
m)

IdentificationQualifier

nvarchar (50)

Qualification of the
identification e.g. "cf."," aff.",
"sp. nov." (= foreign key, see
table
CollIdentificationQualifier_Enu
m)

If identification unit is type of
a taxonomic name: holotype,

TypeStatus nvarchar (50) syntype, etc. (= foreign key,
see table
CollTypeStatus_Enum)

TypeNotes nvarchar (MAX) Notes concerning the

typification of this specimen

ReferenceTitle

nvarchar (255)

Publications or authoritative
opinions of scientist used
during the identification
process. Example: enter
'Schmeil-Fitschen 1995' if this
field flora was used.

ReferenceURI

varchar (255)

The URI of the reference e.g.
as provided by the module
DiversityReferences

ReferenceDetails

nvarchar (50)

The exact location within the
reference, e.g. pages, plates
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Notes

nvarchar (MAX)

User defined notes, e.g. the
reason for a re-determination
/ change of the name, etc.

ResponsibleName

nvarchar (255)

Name of the person or
institution responsible for the
determination

Default value:
[dbo].[CurrentUserName]()

ResponsibleAgentURI

varchar (255)

URI of the person or
institution responsible for the
determination (= foreign key)
as stored in the module
DiversityAgents.

LogCreatedWhen

datetime

Date and time when the
dataset was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Login of the user who created
the dataset
Default value: user_name()

LogUpdatedWhen

datetime

Date and time when the
dataset was changed
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Login of the user who
changed the dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table IdentificationUnit

Organism that is present in or on a collection specimen

Column

Data type

Description

CollectionSpecimenID

int

Refers to the ID of
CollectionSpecimen (= Foreign
key and part of primary key)

IdentificationUnitID

int

ID of the identification unit (=
part of Primary key). Usually
one of possibly several
organisms present on the
collection specimen. Example:
parasite with hyperparasite on
plant leaf = 3 units,

LastIdentificationCache

nvarchar (255)

The last identification as
entered in table Identification

FamilyCache

nvarchar (255)

A cached value of the family
of the taxon of the last
identification. Can be set by
the editor if NameURI in table
Identification is NULL,
otherwise set by the system.

OrderCache

nvarchar (255)

A cached value of the order
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of the taxon of the last
identification. Can be set by
the editor if NameURI in table
Identification is NULL,
otherwise set by the system.

TaxonomicGroup

nvarchar (50)

Taxonomic group the organism
identified by this unit belongs
to. Groups listed in table
CollTaxonomicGroup_Enum (=
foreign key)

OnlyObserved

bit

True if the organism was only
observed rather than
collected. It is therefore not
present on the preserved
specimen. Example: Tree
under which the collected
mycorrhizal fungus grew.
Default value: (0)

RelatedUnitID

int

The IdentificationUnitID of the
organism or substrate, on
which this organism is growing
(= foreign key)

RelationType

nvarchar (50)

The relation of an unit to its
substrate, e.g. parasitism,
symbiosis etc. as stored in
CollRelationType_Enum (=
foreign key)

ColonisedSubstratePart

nvarchar (255)

If a substrate association
exists: part of the substrate
that is affected in the
interaction (e.g. 'leaves' if a
fungus is growing on the
leaves of an infected plant)

Examples: 'II, III' for spore
generations of rusts or 'seed’,

LifeStage nvarchar (255) 'seedling' etc. for higher
plants
The gender of the

Gender nvarchar (50) identification unit, e.g. 'male’
The number of units of this

NumberOfUnits smallint identification unit, e.g. 400

beetle in a bottle

ExsiccataNumber

nvarchar (50)

If specimen is an exsiccata:
Number of current specimen
within the exsiccata series

Exsiccataldentification

smallint

Refers to the
IdentificationSequence in
Identification (= foreign key).
The name under which the
collection specimen resp. this
unit is published within an
exsiccata.

UnitIdentifier

nvarchar (50)

An identifier for the
identification of the unit e.g.
a number painted on a tree
within an experimental plot
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UnitDescription

nvarchar (50)

Description of the unit, esp. if
not the an organism but parts
or remnants of it were present
or observed, e.g. a nest of an
insect or a song of a bird

Circumstances

nvarchar (50)

Circumstances of the
occurence of the organism

DisplayOrder

smallint

The sequence in which the
units within this specimen will
appear on e.g. a label where
the first unit may be printed in
the header and others in the
text below. 0 means the unit
should not appear on a label.
Default value: (1)

Notes

nvarchar (MAX)

Further information on the
identification unit or
interaction, e. g. infection
symptoms like 'producing galls'

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table IdentificationUnitAnalysis

The analysis values taken from an identification unit

Column Data type Description
Refers to the ID of
CollectionSpecimenID int CollectionSpecimen (= Foreign
key and part of primary key)
Refers to the ID of
IdentificationUnitID int IdentficationUnit (= foreign
key and part of primary key)
AnalysisID int Analysis ID, foreign key of

table Analysis.

AnalysisNumber

nvarchar (50)

Number of the analysis

AnalysisResult

nvarchar (MAX)

The result of the analysis

ExternalAnalysisURI

varchar (255)

An URI for an analysis as
defined in an external
datasoure
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ResponsibleName

nvarchar (255)

Name of the person or
institution responsible for the
determination

Default value:
[dbo].[CurrentUserName]()

ResponsibleAgentURI

varchar (255)

URI of the person or
institution responsible for the
determination (= foreign key)
as stored in the module
DiversityAgents.

AnalysisDate

nvarchar (50)

The date of the analysis

SpecimenPartID

int

ID of the part of a specimen
(optional, Foreign key) if the
analysis was done with a part
of the specimen (see table
CollectionSpecimenPart).

Notes nvarchar (MAX) Notes concerning this analysis
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table IdentificationUnitGeoAnalysis

The geographical position or region of an organism at a certain time

Column Data type Description
Refers to the ID of
CollectionSpecimenID int CollectionSpecimen (= Foreign
key and part of primary key)
Refers to the ID of
IdentificationUnitID int IdentficationUnit (= foreign
key and part of primary key)
AnalysisDate datetime The date of the analysis
The geography of the
identification unit according to
Geography geography WGS84, e.g. a point (latitide,
longitude and altitude)
Geometry geometry (MAX) The geometry of the

identifiction unit, e.g. an area

ResponsibleName

nvarchar (255)

Name of the person or
institution responsible for the
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determination

URI of the person or
institution responsible for the

ResponsibleAgentURI varchar (255) determination (= foreign key)
as stored in the module
DiversityAgents.
Notes nvarchar (MAX) Notes concerning this analysis
LogCreatedWhen datetime The time when this dataset
was created
LogCreatedBy nvarchar (50) Who created this dataset
: The last time when this
LogUpdatedWhen datetime dataset was updated
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
RowGUID uniqueidentifier Default value:

newsequentialid()

Table IdentificationUnitInPart

The list of the organisms that are found in a part of the specimen

Column

Data type

Description

CollectionSpecimenID

int

Refers to the ID of
CollectionSpecimen (= Foreign
key and part of primary key)

IdentificationUnitID

int

ID of the identification unit (=
part of Primary key). Usually
one of possibly several
organisms present on the
collection specimen. Example:
parasite with hyperparasite on
plant leaf = 3 units,

SpecimenPartID

int

ID of the part of a specimen
(optional, Foreign key) if the
identification unit is located
on a part of the specimen
(see table
CollectionSpecimenPart).

DisplayOrder

smallint

The sequence in which the
units within this part will
appear on e.g. a label where
the first unit may be printed in
the header and others in the
text below. 0 means the unit
should not appear on a label.
Default value: (1)

Description

nvarchar (500)

A description of the unit, esp.
if not a whole unit but e.qg.
parts of it are stored in the
collection, e.g. a nest of a
bird

LogInsertedBy

nvarchar (50)

Name of user who first
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entered (typed or imported)
the data.
Default value: user_name()

LoglnsertedWhen

smalldatetime

Date and time when the data
were first entered (typed or
imported) into this database.
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of user who last
updated the data.
Default value: user_name()

LogUpdatedWhen

smalldatetime

Date and time when the data
were last updated.
Default value: getdate()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table LocalisationSystem
The geographic localisation systems, e.g. coordinates

Column Data type Description

LocalisationSystemID int Unique ID fof the localisation
system (= Primary key)

LocalisationSystemParentID int LocalisationSystemID of the

superior LocalisationSystem

LocalisationSystemName

nvarchar (100)

Name of the system used for
the determination of the place
of the collection, e. g.
Gauss-Kriger, MTB, GIS

DefaultAccuracyOfLocalisation

nvarchar (50)

The default for the accuracy
of values that can be reached
with this method

DefaultMeasurementUnit

nvarchar (50)

The default measurement unit
for the localisation system,
e.g. m, geograpic coordinates

ParsingMethodName

nvarchar (50)

Internal value, specifying a
programming method used for
parsing text in fields
Locationl/Location2 in table
CollectionLocalisation

DisplayText

nvarchar (50)

Short abbreviated description
of the localisation system as
displayed in the user interface

DisplayEnable

bit

Specifies if this item s
enabled to be used within the
database.
LocalisationSystems can be
disabled to avoid seeing them,
but to keep the definition for
the future.

DisplayOrder

smallint

The order in which the entries
are displayed. The order may
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be changed at any time, but
all values must be unique.

Description

nvarchar (255)

Description of the localisation
method

DisplayTextLocation1

nvarchar (50)

Short abbreviated description
of the attribute Location1l in
the table CollectionGeography
as displayed in the user
interface

DescriptionLocationl1

nvarchar (255)

Description of the attribute
Locationl in the table
CollectionGeography as
displayed in the user interface

DisplayTextLocation2

nvarchar (50)

Short abbreviated description
of the attribute Location2 in
the table CollectionGeography
as displayed in the user
interface

DescriptionLocation2

nvarchar (255)

Description of the attribute
Location2 in the table
CollectionGeography as
displayed in the user interface

RowGUID uniqueidentifier Default value:
newsequentialid()

Table Processing

The processings of the specimen

Column Data type Description

ProcessingID int ID of the processing (Primary

Frocessingtb key)

ProcessingParentID int The ID of the superior type of

the processing

The display text of the

DisplayText nvarchar (50) processing as shown e.g. in a
user interface

Description nvarchar (MAX) Description of the processing

Notes nvarchar (MAX) Notes about the processing

ProcessingURI

varchar (255)

An URI for a processing as
defined in an external
datasource

If the entry is only used for
the hierarchical arrangement

OnlyHierarchy bit of the entries

Default value: (0)

The time when this dataset
LogCreatedWhen datetime was created

Default value: getdate()
LogCreatedBy nvarchar (50) Who created this dataset

Default value: user_name()

Page 336



The last time when this

LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table ProcessingMaterialCategory

The processings that are possible for a certain material category

Column Data type Description
ID of the processing. Refers
ProcessinaID int to ProcessinglD in table

Processing (foreign key)
Default value: (1)

MaterialCategory

nvarchar (50)

Material category of
specimen. Examples:
'herbarium sheets’, 'drawings’,
'microscopic slides' etc.
Default value: N'specimen’

The last time when this

LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table ProjectAnalysis
The types of the analysis that are available for a project

Column Data type Description
AnalvsisID int Ik[Zyo)f the analysis (Primary
ID of the project to which the
. . specimen belongs (Projects
ProjectID Int are defined in
DiversityProjects)
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
LogUpdatedWhen datetime The last time when this
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dataset was updated
Default value: getdate()

Who was the last to update

LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()
Table ProjectProcessin
The types of processing available within a project
Column Data type Description
ProcessingID int ID of the Processing (Primary
rrocessingib key)
ID of the project to which the
. . specimen belongs (Projects
ProjectID int are defined in
DiversityProjects)
The time when this dataset
LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table Property

The list of the properties that can be specified for the collection site

Column Data type Description
t : Unique ID for the localisation
PropertyID Int system (= Primary key)
PropertyParentID int Locali_sationSy_stemID of the
superior LocalisationSystem
Name of the system used for
PropertyName nvarchar (100) the determination of the place

of the collection, e. g.
Gauss-Kriger, MTB, GIS

DefaultAccuracyOfProperty

nvarchar (50)

The default for the accuracy
of values that can be reached

Page 338



with this method

DefaultMeasurementUnit

nvarchar (50)

The default measurement unit
for the characterisation
system, e.g. pH

ParsingMethodName

nvarchar (50)

Internal value, specifying a
programming method used for
parsing text in fields
Locationl/Location2 in table
CollectionLocalisation

DisplayText

nvarchar (50)

Short abbreviated description
of the localisation system as
displayed in the user interface

DisplayEnabled

bit

Specifies if this itemis
enabled to be used within the
database.
LocalisationSystems can be
disabled to avoid seeing them,
but to keep the definition for
the future.

DisplayOrder

smallint

The order in which the entries
are displayed. The order may
be changed at any time, but
all values must be unique.

Description

nvarchar (255)

Description of the localisation
method

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table Transaction

Transactions like loan, borrow, gift, exchange etc. of specimen if they are
e.g. permanently or temporary transfered from one collection to another

Column Data type Description
TransactionID int UniqL_le ID for the transaction
(= Primary key)
The ID of a preceeding
ParentTransactionID int transaction of a superior

transaction if transactions are
organized in a hierarchy

TransactionType

nvarchar (50)

Type of the transaction e.g.
gift in or out, exchange in or
out, purchase in or out
Default value: N'exchange'

TransactionTitle

nvarchar (200)

The title of the transaction as
e.g. shown in an user
interface

ReportingCategory

nvarchar (50)

A group defined for the
transaction, e. g. a taxonomic
group as used for exchange
balancing

AdministratingCollectionID

int

ID of the collection thas is
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responsible for the
administration of the
transaction.

MaterialDescription

nvarchar (MAX)

ID of the project to which the
transaction belongs (Projects
are defined in
DiversityProjects)

Default value: "

MaterialCategory

nvarchar (50)

Material category of
specimen. Examples:
'herbarium sheets', 'drawings’,
'microscopic slides' etc.
Default value: N'specimen’

MaterialCollectors

nvarchar (MAX)

The collectors of the material

FromCollectionID

int

The ID of the collection from
which the specimen were
transfered, e.g. the donating
collection of a gift

FromTransactionPartnerName

nvarchar (255)

Name of the person or
institution from which the
specimen were transfered,
e.g. the donator of a gift

FromTransactionPartnerAgent
URI

varchar (255)

The URI of the transaction
partner (see e.g. module
DiversityAgents)

FromTransactionNumber

nvarchar (50)

Number or code by which a
transaction may be recorded
by the administration of the
source of the specimen, e.g.
the donating collection of a
gift

ToCollectionID

int

The ID of the collection to
which the specimen were
transfered, e.g. the receiver
of a gift

ToTransactionPartnerName

nvarchar (255)

Name of the person or
institution to which the
specimen were transfered,
e.g. the receiver of a gift

ToTransactionPartnerAgentUR
I

varchar (255)

The URI of the transaction
partner (see e.g. module
DiversityAgents)

ToTransactionNumber

nvarchar (50)

Number or code by which a
transaction may be recorded
by the administration of the
destination of the specimen,
e.g. the receiving collection of
a gift

NumberOfUnits

smallint

The number of units that were
(initially) included in the
transaction

Investigator

nvarchar (50)

The investigator for whose
study a transacted material
was sent
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TransactionComment

nvarchar (MAX)

Comments about the
exchanged material addressed
to the transaction partner

Date when the transaction

BeginDate datetime started
End of the transaction period,
AgreedEndDate datetime e.g. if the time for borrowing
the specimen is restricted
Actual end of the transaction
ActualEndDate datetime when e.g. the borrowed

specimen were returned to
the owner

InternalNotes

nvarchar (MAX)

Internal notes about this
transaction, not to be
published e.g. on a web page

ResponsibleName

nvarchar (255)

The person responsible for
this transaction

ResponsibleAgentURI

varchar (255)

The URI of the person, team
or organisation responsible for
the data (see e.g. module
DiversityAgents)

LogCreatedWhen

datetime

The time when this dataset
was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Who created this dataset
Default value: user_name()

LogUpdatedWhen

datetime

The last time when this
dataset was updated
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Who was the last to update
this dataset
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table TransactionDocument

The history of transactions resp. the documents connected to the

transactions

Column Data type Description
Unique ID for the Transaction,

TransactionID int refers to ’_cable Transaction (=
Part of primary key and
foreign key)

Date datetime The date of the event of a

transaction

TransactionText

nvarchar (MAX)

The text of a transaction
document

TransactionDocument

image (2147483647)

A scanned document
connected to this transaction
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event

InternalNotes

nvarchar (MAX)

Internal notes about this
transaction event

The time when this dataset

LogCreatedWhen datetime was created
Default value: getdate()
Who created this dataset
LogCreatedBy nvarchar (50) Default value: user_name()
The last time when this
LogUpdatedWhen datetime dataset was updated
Default value: getdate()
Who was the last to update
LogUpdatedBy nvarchar (50) this dataset
Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()
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Database - Project related tables

Information concerning the projects and related tables are stored in the tables shown in the

diagram below.

Index
e CollectionProject

e ProjectAnalysis

o ProjectProcessing

e ProjectProxy

» ProjectUser

o UserProxy

UserProxy ProjectUser
% LoginMame e | ¥ LoaginMame -
CombinediameCache —————— 3 | ¥ ProjectID -
UserURI
AgentlRI
Queries ProjectAnalysis
CurrentProjectID 2 AnalysisID "
RowGUID ——— o3 | @ ProjectlD il
Settings
ProjectProcessing
PI‘DjECtPI‘DX’f % ProcessingID -
% ProjectlD o | [N <3 | ProjectID 8
Froject E
ImageDescriptionTemplate i Coll ECtiDI'IPI'{]j ot
% CollectionSpecmenlD -
% | ¥ ProjectlD -

Table CollectionProject

The projects which the collection specimen were placed in

Column Data type Description
ID of the CollectionSpecimen
CollectionSpecimenID int (= Foreign key and part of
primary key)
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ProjectID

int

ID of the project to which the
specimen belongs (Projects
are defined in
DiversityProjects)

LogCreatedWhen

datetime

Point in time when this data
set was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Name of the creator of this
data set
Default value: user_name()

LogUpdatedWhen

datetime

Point in time when this data
set was updated last
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of the person to update
this data set last
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()

Table ProjectAnalysis
The types of the analysis that are available for a project

Column Data type Description
AnalvsisID int Iklie)yc;f the analysis (Primary
ID of the project to which the
. . specimen belongs (Projects
ProjectID int are defined in
DiversityProjects)
Point in time when this data
LogCreatedWhen datetime set was created
Default value: getdate()
Name of the creator of this
LogCreatedBy nvarchar (50) data set
Default value: user_name()
Point in time when this data
LogUpdatedWhen datetime set was updated last
Default value: getdate()
Name of the person to update
LogUpdatedBy nvarchar (50) this data set last
Default value: user_name()
RowGUID uniqueidentifier Default value:
newsequentialid()

Table ProjectProcessing

The types of processing available within a project
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Column Data type Description
ProcessingID int ID of the processing (Primary
rrocessing’2 key)

ID of the project to which the

. . specimen belongs (Projects

ProjectlD Int are defined in

DiversityProjects)

Point in time when this data
LogCreatedWhen datetime set was created

Default value: getdate()

Name of the creator of this
LogCreatedBy nvarchar (50) data set

Default value: user_name()

Point in time when this data
LogUpdatedWhen datetime set was updated last

Default value: getdate()

Name of the person to update
LogUpdatedBy nvarchar (50) this data set last

Default value: user_name()
RowGUID uniqueidentifier Default value:

newsequentialid()

Table ProjectProxy

The projects as stored in the module DiversityProjects

Column Data type Description

ID of the project to which the
ProjectID int specimen belongs (Projects

DiversityProjects)

Name or title of the project as
Project nvarchar (50) shown in a user interface

(Projects are defined in
DiversityProjects)

ImageDescriptionTemplate

xml (MAX)

Template for the description
of images

RowGUID uniqueidentifier Default value:
newsequentialid()
Table ProjectUser
The projects a user can access
Column Data type Description
Login name of the user to
LoginName nvarchar (50) access DivesityWorkbench,

Microsoft domains, etc..
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ID of the project to which the
specimen belongs (Projects

ProjectID Int are defined in
DiversityProjects)

RowGUID uniqueidentifier Default value:
newsequentialid()

Table UserProxy

The user as stored in the module DiversityUsers

Column Data type Description
Login name of the user to

LoginName nvarchar (50) access DivesityWorkbench,

Microsoft domains, etc..

CombinedNameCache

nvarchar (255)

Short name of the user, e.g.
P. Smith
Default value: NULL

URI of the user in a remote
module, e.g. refering to

UserURI varchar (255) UserInfo.UserID in database
DiversityUsers

AgentURI varchar (255) AgentURI - UserProxy

Queries xml (MAX) Queries created by the user

RowGUID uniqueidentifier Default value:

newsequentialid()
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Database - Entity tables

Information concerning the entities are stored in the tables shown in the diagram below.

EntityLanguageCode_Enum

I —

Entity
’—Oﬂ ¥ Entity o | I
=" DisplayGroup
Motes
Obsolete -
=rs's

Table Entity

The entities in an application e.g. the tables and columns in a database

EntityRepresentation
¥ Entity -
% LanguageCode
% EntityContext
DisplayText
Abbreviation

m

Description
Motes -

EntityContext_ Enum

i

EntityUsage
@ Entity -
% EntityContext
Accessibility
Determination
Visibility
PresetValue
Motes -

m

EntityVisibility_ Enum

EntityDetermination_Enum

EntityAccessibility_Enum

EntityUsage_Enum

r—
Ko
Ko
—

ﬂJ

==
i ——
R m———

Column Data type Description
Name of the entity, e.g. Table.Column.Content within
the database or a unique string for e.g. a message

Entity varchar (500) within the DiversityWorkbench (e.g.
"DiversityWorkbench.Message.Connection.NoAccess"),
primary key

DisplayGroup nvarchar (50) Namg of the group, if DiversityWorkbench entities should
be displayed in a group.

Notes nvarchar (MAX) | Notes about the entity

Obsolete bit True if an entity is obsolete. Obsolete entities may be
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kept to ensure compatibility with older modules

Point in time when this data set was created

LogCreatedWhen |datetime Default value: getdate()

LogCreatedBy nvarchar (50) gz;‘:l /22255?2221:;;7?(5) data set
LogUpdatedWhen |datetime ll;c:;tui/r; \Eie:TlSe‘?vzi?d;hti;(sata set was updated last
LogUpdatedBy nvarchar (50) [N)Z?;l?fvg;sge;:eop_;c;rgvzc(ljte this data set last
RowGUID uniqueidentifier

Default value: newsequentialid()

Table EntityRepresentation
The description of the entity in a certain context in different languages

Column Data type Description

. Name of the entity. Foreign
Entity varchar (500) key, relates to table Entity
LanguageCode nvarchar (50) ISO 639: 2-letter codes for

the language of the content

EntityContext

nvarchar (50)

Context for the
representation, e.g.
"Exchange with ABCD",
"collection management" or
"observation" as defined in
table EntityContext_Enum

DisplayText

nvarchar (50)

Text for the entity as shown
e.g. in a user interface

Abbreviation

nvarchar (20)

Abbreviation for the entity as
shown e.g. in a user interface

Description

nvarchar (MAX)

Description of the entity

Notes

nvarchar (MAX)

Notes about the
representation of the entity

LogCreatedWhen

datetime

Point in time when this data
set was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Name of the creator of this
data set
Default value: user_name()

LogUpdatedWhen

datetime

Point in time when this data
set was updated last
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of the person to update
this data set last
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()
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Table EntityUsage

The usage of an entity in a certain context, e.g. hidden, read only

Column Data type Description
Entit varchar (500) Name of the entity. Foreign

key, relates to table Entity

EntityContext

nvarchar (50)

Context for the
representation, e.g.
"Exchange with ABCD",
"collection management" or
"observation" as defined in
table EntityContext_Enum

Accessibility

nvarchar (50)

Whether the access to an
entity is resticted to e.g. read
only or can be edited without
restrictions

Determination

nvarchar (50)

Whether a value is determined
e.g. by the system or the
user

Visibility

nvarchar (50)

Whether the entity is visible
or hidden frome.g. a user
interface

PresetValue

nvarchar (500)

Whether a value resp. SQL
statement for the value is
preset, e.g. 'determination’ for
identifications when using a
mobile device during an
expedition

Notes

nvarchar (MAX)

Notes about the usage of the
entity

LogCreatedWhen

datetime

Point in time when this data
set was created
Default value: getdate()

LogCreatedBy

nvarchar (50)

Name of the creator of this
data set
Default value: user_name()

LogUpdatedWhen

datetime

Point in time when this data
set was updated last
Default value: getdate()

LogUpdatedBy

nvarchar (50)

Name of the person to update
this data set last
Default value: user_name()

RowGUID

uniqueidentifier

Default value:
newsequentialid()
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History

To inspect the history of a data set click on the Zbutton. A window will open showing all
former states of the data in tables with the current data set at the top. The database

DiversityCollection handles 2 different histories - one for the CollectionSpecimen and one for

the CollectionEvent. The version shown in the header of the main window refers to these

Specimen  Ewvent  Version

histories 199354 224423 5 3 | The first number refers to the version of the specimen. If an
event was defined a second number is shown, referring to the version of the CollectionEvent

e.g. 5 3 means version 5 of the specimen and version 3 of the CollectionEvent.

If you want to restore an old version of a data set, choose the corresponding line in the table

and click on the Restore data as in selected line button.

=

1 History of M-0013570 (SpecimenlD: 6950)

CaliectionProgect | Collection Specimenimage | Collection Specimen Fart |':|'="I1iﬁ':ﬂ1":'r'|-hl Identfication | ldentification LintinFar

Restore data 2= in selected line

e

[

: b Arthrocladeell Erysiphaceze (null) fungus [ 11010 Parasitic {obli {null)
Arthrocladeell Erysiphaceze (null) plant u (rull) Parasitic {obli (null)
Lycium Erysiphaceae (null) plant u (rully Parasitic (obli {null)
Lyeium (inwlll) mul) plant [ (mull) (null) [l
L e P e L - L hesans i £ PR — LR LR L] [ PR 1P ST P L LY

| 4 L]}

) Lestidentificat| FamilyCache | OrderCache | TexonomicGr OnlyObserve RelatedUnitiD RelationType | ColonisedSub| LifeStage

(il
(il
(nwlll)
(il

-

The version will be set automatically. If a data set is changed the version will be increased if
the last changes were done by a different user or the last change is more than 24 hours ago

(for further details see topic Logging).
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Backup

If you want to create a backup of your database, there are 2 options. You may either export
the data as csv files to your local computer or you may create a backup on the server.

Export data as csv

To export your data as csv files to your local computer, choose Data -> )Export ->
CSV(bcp) ... from the menu. A window will open as shown below, where you can select the
tables that should be exported. Click on the Start Export button to export your data. If you
choose the option as shown below 2 files will be created for every table. The first file (*.csv)
contains the data while the second file (*.xml) contains the structure of the table.

_# Export database to CSV EI@

-

Start export ‘@l
Tables for export Selection critera
¥|_FirstLinesCaollection Specimer » Include logging tables
| Analysis | Include enum tables
Analysis_log
Analysis_log_28.08.2007 17 ——
| AnalysisResult Select none
v f-‘-nal'_.rsis.TamanicGrc:up Export options
j zniz!m 2 | Save table schema
niotation
= ¥ s h XML
| Annotation Type_Enum AVE senema a8
| ApplicationCortexd _Enum Column separator: TAE =
| Application Entity —
J| Application Entity Representati Row separator: ENDL -
| Application Entityllsage
V| AoolicationEntitvUsace Enun ™
Fl 1 3
Cutput directony

DiversityCollection_3_0_6_12"Epont*DiversityCollection_Test l@"‘l

Export result

Start Export | @

Create backup on the server

To create a backup of your database on the server, choose Data -> -hBackup database
from the menu. This will create a SQL-Server backup on the server where the database is
located. Ensure that there is enough space on the server.

Another option is to create a direct copy of the database files on the server. For this you
have to use the functions provided by SQL-Server. However, you need administration rights
for the database you want to create a backup of. Open the Enterprise Manager for
SQL-Server, choose the database and detach it from the server as shown in the image below.
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3
I._,I Diversit: Meue Datenbank. ..
| J Diversit: MNeue Abfrage Mame
i i Skripk fiir Datenbank als  »
le E!"’Efsft"- P [ Datenbankdiagr amnme
Trennen...
| | Diversit, - |

After detaching the database, you can save a copy of the ..._Data.MDF file to keep it as a
backup.

After storing the backup you have to re-attach the database.

Meue Datenbank. ..

Saigen |
Datenbank wiederherstellen. ..
Dateien und Dateigruppen wiederherstellen, ..

Aktualisieren

A dialog will appear where you have to select the original database file in your directory.
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Logging

Changes within the database will be documented for each data set together with the time and

the responsible user in the columns shown in the image below.

i | bbb o o v bm iy al
_L|.I.|| o dEy = e 50T Foorez o e b Tiest o e d §bvpcd o epoeteC) Chie data Thee o U opees oo (0n D] ncim, voomch iy Lo ST o s i Lhee poc e O ncsped s D, _l
" |Lesireztadtinen =na dabatins [mhes 3 e e Feoor o e “irst 2nbasesd kg e o g 2] I chis spstem
gy by rr-mrch 0] Fonres o 1y b Lok upcished b ddstm, Thin e Bom oo sber dor ik ] neme, vaeieh e b Farsnk o e pacemn repons oa,
—|umip ik wnad dabatess el m e e an t palatsal. =

All main tables have a corresponding logging table. If you change or delete a data set, the
orignial data set will be stored in this logging table together with information about by whom

and when changes were made last.

Data Data_Log
gl I
B DisplayText i DisplayText
B LogInsertedvwhen i LogInsertedWwhen
B LogInsertedBy i LogInsertedBy
B LogUpdatedwhen i LogUpdatediwhen
LogUpdatedBy i LogUpdatedBy
i LogState
e LogDate
e LogUser
| LogID
i SOL Server Enterprise Manager - [Konsolenstamm'Microsoft s i [m] B
| %8 konsole  Fenster 2 |_|_|- = E”
J Yaorgang Ansicht  Extras J = o= | | g | X
L | s ;
J‘)‘F 15:\|E()’mﬁa
Skrukfur I Tabellen 143 Elemente
|-k DiversityColleckion ;I Mame -
265 Diagramime =] callectionPraject o
Tabellen J CDIIectiDnPrDject_LDg
- Sichten [E] callectionSpecimen

%l Gespeicherte Prozeduren

Collectionspecimen_Log
Collection3pecimenImage
Collection3pecimenImage_Log

I —

sl

Page 353



Version of data sets

The Version of a data set consists of two parts, e.g. 3 / 1 as shown in the header of the
specimen in the main form. The first number refers to the version of the data set as stored in
table CollectionSpecimen. The second number refers to the version as stored in table
CollectionEvent. Both versions will be set to a higher number if the data in the tables
themselves or in dependent tables are changed. Thus, if a new identification is inserted in the
table Identification the specimen number of the version will increase from 3 to 4 resulting in a
version 4 / 1 for the whole data set. The changes in the version will only occur if the last
changes in the data were more than 24 hours ago or a different user is changing the data.
This ensures that a user can change several parts in a data set within 24 hours and the
version will only be increased by 1.

AccNo Erysiphe aguilegiae var. ranunculi (Grev.) U, Braun |0 [Specimen / Event] Vession  Withhold resson 3 )
M-0040337 1355648 7 211558 3 /1 ¥ g %

The data is stored in the tables CollectionSpecimen and CollectionEvent.
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Database - Application tables

Information concerning the predefined queries for users are stored in the table shown in the

diagram below.

Table ApplicationSearchSelectionStrings

Selection strings for customized queries for users

Column

Data type

Description

UserName

varchar (50)

Name of the user who created this SQL string
Default value: user_name()

SQLStringIdentifier

varchar (50)

Identifier for the selection string as shown in a user

interface

Main table from which the data sets should be

ItemTable varchar (50) selected
Default value: 'TaxonName'
SQLString varchar (MAX) igtlésgzgg for selecting data sets from the
Description nvarchar (MAX) Sqeesglzlpe)tt)n of the results set and the purpose of
. Point in time when this data set was created
LogCreatedWhen datetime Default value: getdate()
Name of the creator of this data set
LogCreatedBy nvarchar (50) Default value: user_name()
. Point in time when this data set was updated last
Leglpakizatiiine R Default value: getdate() P
LogUpdatedBy nvarchar (50) Name of the person to update this data set last

Default value: user_name()
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Diversity Workbench

The Diversity Workbench is composed of components for building and managing biodiversity
information, each of which focuses on a particular domain. Each component can provide
services to the other components. DiversityCollection can link data to the

modules DiversityExsiccatae, DiversityGazetteer, DiversityScientificTerms,
DiversityTaxonNames, DiversityAgents and DiversityReferences as illustrated in the image
below.

Blodiversity data

Thesauri

%M

Administration

The modules communicate with each other to provide their services for the other modules.
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Modules

The DiversityWorkbench is a set of components for building and managing biodiversity
information, each of which focuses on a particular domain.

Dive

f:gz Administration of the agents, i.e. people and institutions which should be documented with e.g. their addresses
nts
Dive

rsity

Coll Administration of the scientific collections and specimens within these collections

ecti

on

Dive

rsity

Exsi Administration of exsiccatal series

ccat

ae

Dive

rsity A data collection to enable the linking of geographical records with the Getty Thesaurus of Geographical Names (TGN), the Gern
Gaze geographical names

tteer

Dive

rsity

rslglf.? Data collections of scientific terms from foreign sources like vegetation, stratigraphy, soil science etc.
cTer

ms

Dive

rsity

Refe Administration of references

renc
es
Dive
rsity
Tax
onN
ame
S

Administration of taxonomic names, their synonyms and hier archical position

Each module provides services for the other modules. To use the service of a module you
require access to the database of the module and optionally the module application placed in
your application directory.

In the figure shown below the connections to other modules within DiversityCollection are
indicated.
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Module related entry

The DiversityWorkbench is a set of components for building and managing biodiversity
information, each of which focuses on a particular domain. Each module provides services for
the other modules. To use the service of a module you need access to the database of the
module and optionally the module application placed in your application directory. Entries
related to an external module have a standard interface in the main form. There are 3 states
of this interface:

1 - the value is only set in the local database with no connection to the remote module

Tax name: |3|Melash:uma argyrophylium Schrank & Mart. ex DC. |*.|

In this state you may either type the value or select it from the values which are already
available in the database. To get a list of the available values type the beginning of the value

(you may use wildcards) and click on the IE[ button. If you wish to set a relation to the

remote module, click on the %button. A window will open where you may select an entry
from the foreign database.

@ DiversityTakonMames  (DiversityTanonMames_Plants)  Server: 127.0.0.1 —1Oj x|
_,j (- oper: DiversityT axonMames _"I
— Query conditions ﬂ Query rezullz 1 - 100 of 1361 D
Tawonomic name Melastoma arborezcens Aokl ﬂ 417394
Mame = = melasto Melzsioma arborescens Seber ex Pros]
Rark | j Melzzioma srboreum Schitcd T axonomic name
elastoma arboreum Schitd . Medzstoma argyropbpdum Schrank & Mart ex DC
Ielxztoma arboraum Vel
Authors - Melastoma arboreum Yell, Basionym
Bazauth ~ Melsstome srgenteum Desr R ank
Comb.auth, = ~ Melastoma argentewm Desr o s
— Melasioma argentewn Poir. ex Stewd.
Revision Welasioma argenteum S Publication
Leyel | :J Melastoma argentecm Sw Prodr. [DC.] 3 181.. . . 1828
Ielxziomn argenteum S .
— Froject Melastama srgyrabum Pres) Validity a
Project |MeiLi$t ﬂ Ielx=stoma argyrophylum Scheank & War Walid name
Melastoma argyrophyliom Schrank & Ma Hierarchy
Melasioma argyrophylium Schrank & Mar Welastoma Bum, ex L.
Melasioma aristatum Marl, ex DC Melastomataceas
Melastoma aromaticum anl Myt ales
Ielezioma arficulata Dess. Magnaoliopsida
Iela=tama articulsium Desr, Magroliooiyls
Metastoma aricutaium Mauwdn
Melsstoma arvenze Well. Synonym
Melsziomn ssoera L. ll

LSynonpmy type
arder by: T I -

. Accepted name
Taonomic M ame j Medastoma argyropbplum Schrank & Mart e« DC

Drndl 14

2 - the value is related to the remote module

T ax name: |Melast|:|ma argyrophwlium 5 chrank, & Mart, ex DC. |€| }(l

If the value has a relation to the remote module, the interface will appear as shown above. To
release the connection to the remote module click on the #button. If you require further
information on the value, click on the “*button. This will open a form showing an overview of
the related value.
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#& DiversityTaxonNames (DivErsil:rTa:-:unHames_PIant-sE;:: =10l x|

open Diversity T akont ames '*

D

417384

Taxonomic name
belaztoma argurophylium Schrank & kart. ex DC.

B azionpm
Rank
2.
Publication
Prodr. [DIC.) 3: 181.. .. 1828
Yalidity
YWalid name
Hierarchy
Melaztoma Burm. ex L.
elastomataceas
kuyrtales

b agnoliopzida

b agnoliophyta
Synonym

Synonymy type

Accepted name
belaztoma argurophwlium Schrank & Mart, ex DC.

If the client application of the module is available, you may inspect the details of the entry.
To start the client application of the remote module simply click on the Abutton.

3 - relation to a webservice

Some modules provide the possibility to link your data to an external webservice. For example,
DiversityTaxonNames gives you access to the taxonomic names of IndexFungorum. To
establish a connection to an external webservice click on the ©%button. As with the link to
modules within the DiversityWorkbench, a window will open where you are able to choose from
either DiversityWorkbench modules or external Webservices. See Webservice for further

details
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Reference

Details about References are stored in the module DiversityReferences. You may choose one

of the entries in this module from the picklist. To directly change to DiversityReferences click

o
on

For access to the references from other modules you require the application
DiversityReferences.exe in your application directory. To use the application
DiversityReferences.exe you require access to the database DiversityReferences. For more
information see the DiversityWorkbench Portal.
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Webservice - foreign sources

Some modules within the DiversityWorkbench provide the possibility to link your data to an
external webservice. For example DiversityTaxonNames gives you access to the taxonomic
names of Index Fungorum. To establish a connection to an external webservice click on the

" button. A window will open where you may choose from either DiversityWorkbench modules
or external Webservices. The provided webservices currently are:

Index Fungorum

The Palaeontology Database

The Catalogue of Life
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Index Fungorum - webservice

Some modules within the DiversityWorkbench provide the possibility to link your data to an
external webservice. For example DiversityTaxonNames gives you access to the taxonomic
names of Index Fungorum. To establish a connection to this webservice, click on the A
button. A window will open where you may choose Index Fungorum from the database list
(see below).

=

#= Index Fungorum: www.indexfungorum.org

Database: IndexFungonm v
it /. incesf /MHames o ke
HAME OF FUNGUS
Query results 37 Amanita muscaria
Amainda muscara (L) Lam, -
Amania muscaria a eu-umbrina R, Schulz AUTHORS
Amania muscaria b hercynica R, Schulz (L) Larn.
Amaniga muscaria o sudedica R, Schulz PU B Ll 5 H E D |_| 5 'I' HEFEHEHEE
Amainia muscaria f. aureola (Kalchbr.) J E. Lange Saccardo's Syl fung. - 13; %1: 906: X1 49
Amania muscaria . eu-umbring Schulz
Amania muscaria . formosa (Pers) Gonn. & Rabenh. SPECIFIC EPITHET
Amania muscaria . gussowi (Yeseli) Meville & Poumarat MMUsCaria
Amainita muscaria f. muscaria (L.) Lam.
Amania muscaria f.sp. ameticana E.-J. Gilbert VOLUME 1
Amanida muscaria subsp. americana (J E. Lange) Singer
Amania muscaria subsp. flavivolvata Singer PAGE
Amanda muscaria subsp. muscaria (L) Lam. 111
Amania muscaria subsp. umbrina Schulz
Amanita muscaria var. alba Peck YEAR OF PUBLICATION
Amanda muscaria var. americana J.E. Lange 1783
Amanda muscaria var. auredla Kalchir, ~ - .
Amanida muscaria var, flavivalvata (Singer) Dav. T. Jenkins SANCTIONING AUTHI I;:
Amanda muscaria var. formosa (Pers.) Bertill, W '
RECORD NUMBER
order b}‘ _DISI:IH:HT ﬂ!d ' 161267
[v) mex resuts: | 50 [(T)(%J (=] sasionyM RECORD NUMBER
Quety conditions 375287
Change ta bagiorym
Mame |Amanita musc | Agaricus muscarius L. 3
. il
Index Fungorum Partnership
Acknowledgements
Help with searching
Search Authors of Fungal Names
Search Index Fungorum
Index FUNQOrum  imcorant anncuncement
Record Details:
Amanita muscaria (L.) Lam., Encycl. Méth. Bot. (Pans) 1: 111 (1783)
W

oo | o

Enter the query restriction for the name in the Name field in Query conditions. The maximum

number of records you receive may be set in the max. results field ma fesuls: I o0 (choose a
low number, if you have a slow connection to the internet). Click on the search button Tto
start the query. In the list in the left upper part the results of the query will be listed. In the
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right part of the window additional information is shown as provided by the webservice. For
certain entries buttons will appear, as e.g. shown above for the basionym and the current
name of a scientific name. Click on these buttons, if you wish to change to one of these
related data sets from the webservice. If available, the information provided on the
corresponding website is shown in the lower part. To include the link from the webservice into
your database choose one of the entries and click OK. The entry will change as shown below.

—— bt "
T ax.name: |><anthn:nr|a parietina f. excrescens ||.“_W }(I “’.I

H

If you double-click on the link area
information of the webservice.

, @ window will open providing you with the retrieval

URI of Xanthoria parietina f. excrescens : 5[

hitkp: v indesxfungorum, org) TEFWebService/Fungus, asmi/MameBykeyRDFMamelsid=416173

To receive the entire information related to this entry as provided by the webservice click on

the “*button. A window will open as shown below where information on the webservice is
listed. If available, the lower part will show the corresponding information of a website.

#= Index Fungorum: www.indexfungorum.org E|@E|
HAME OF FUNGUS o
Amanka muzcana
AUTHORS
[L.] Lam.
PUBLISHED LIST REFEREMCE
Saccardo’s SPl fang s 13:MI0: 906; =1 49
SPECIFIC EPITHET
miEC Al
VOLUME
1
W
ndex F Partnershi A
Acknowled gements
Help with searching
Search Authors of Fungal Names
E;Er;h [r'd;x Fungorum
Index Fungorum Imoortare Announcement
Record Details:
Amanita muscaria (L.) Lam., Encycl, Meth, Bot. (Panis) 1: 111 (1783) w

If you wish to remove the link to the webservice, click on the x button. This will only remove
the relation to the webservice, not the cached name.
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Catalogue of Life - webservice

DiversityWorkbench provides the possibility to link your data to an external webservice. The
webservice provided by the Catalogue of Life is possible through the module
DiversityTaxonNames. To establish a connection to this external webservice click on the oh
button. A window will open where you may choose this webservice (see below).

#= Catalogue of Life: webservice, catalogueoflife.org

Datahase: |Catalogued e >
bt vk cobaloguenfifs orgsparch scienific. php &l Solvelns alpmus #
Quensrazuk: 120 B resuk
5 i
Sakelnus agassizi -~
Sabvelirug abus 17553582
= fame
Salvelrus alprus s Salvelingg alpinus
Salveinus apnus ervthinus = rark
Sakelnus anastuviensls Spacies
Sabelinus andissed o o bt
Salvelirus boganidas _
Sabelrus coki 3 accepled nams
B souice_databass
arder by |_Dlisplay T et B FishBase
B onlre iecouics
E] E] e/ femams fiztibasa ong/SummanySpecies Summane php 1D =247
Queny condiions CF soonce
Hame salbwelnus =- caal_souics
Catakboous of Lite, 20083 Armual Checkist b
Salvelinus alpinus alpinus Advertising in __ A
Charr FishBase &

Yol SR spornod this pags
Salvelinus alpinus alpinus (Lamaeus, 173%)
Family: Salmonidae (Salmonds), subfamily: Salmoninae i”‘"’ GulgllEn b st E

Order: Salmomiformes (salmons)

In the field Name in Query conditions enter your search string and click on the ¥button to
start the query. In the list of the left upper part the results of the query will be listed. In the
right part of the window additional information is shown as provided by the webservice. If
available, the lower part of the window will show the webpage of the related information.
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http://www.catalogueoflife.org/search.php

= Salvelinus alpinus
= result
id
narme
rarik.
name_ztatuz
gQenLs
FpECiEs
author
<additional_dataz </ additional_data:
digtribution
zource_databaze
onlinge_rezource
references
clazzification
= taxon
=-id
1
= name
Anirnalia
rank.
Ll
= taxon
=-id
£95
= name
Chordata
= rank
Phuglurm

- E- - - E-E

- - -

For higher taxa and synonyms the accepted name will be shown as e.g. shown above. To
inspect one of these entries click on the linked entry of the ID - in the example above ID: 695
. To include the link from the webservice into your database choose one of the entries in the
list and click OK. The entry will change as shown below.

T am rame: |Salvelinus alpiniz —

htips

If you double-click on the link area®* , 3 window will open providing you with the retrieval
information of the webservice.

URI of Salvelinus alpinus

http: [ fwebservice. cakalogueafiife. orgfannual-checklistf 2008  search, phprid=1795392

To receive the information related to an entry as provided by the webservice click on the ot
button. A window will open as shown below where information on the webservice is listed in
the upper part. If available, additional information provided on a corresponding website will be
shown in the lower part.
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#= C " peoflife.org

= Sakvelinus alpinus ~
Bl rasult
= id
1795332
=} rsireE
ahyeinme alpines
=} lark
Species
= name_slalus
accephzd name
=8 1
Sakelins
= §peces
apinus
= author
|Lnnaeus, 1758)
Laddtional_datar«</additiona_data:
=l dstnbufion
Europs - Inland waters; Formes U55R - Inland water:; Lake Bakal; Palearctic; Russian Fedearation
=t source_dalabase
FizhBas== bt
SP;,:',“ES Catalogue of Life: 2008 Annual Checklist
006 indexing the world's known species
SN W 2
B '
rewss Infraspecies details
@ search k
@ 1nfo
Accepted scientific Salvelinus alpinus erythrinus (Georgi, L775) (accepted name) L 4
name:
Synonym: Salme erythrinus Georgi, 1775 (synanym) ] o

If you wish to remove the link to the webservice, click on the #button. This will only remove
the relation to the webservice, not the cached name.
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The Palaeontolgy Database - webservice

DiversityWorkbench provides the possibility to link your data to an external webservice. The
webservice provided by the Palaeontology Database is possible through the module
DiversityTaxonNames. To establish a connection to this external webservice click on the oh
button. A window will open where you may choose this webservice (see below).

# The Palaeobiology Database: mfnpales. paleodatabase. de

Dstahase: |Palz=c0B b
bl Afminpaleo peleodatabase de/cg-binfoidae pl? = Tyrannosaurus rex ~
I:Iul-:‘.l imsuky 22 (=1 ezt
= id
Tyrannophantes A
TyrannoeaUrpus Sag3z
TyrannoEaUrus it~ T1CM Y
TyrannEarLE heksar Tyrannesauns sy
Tarbospurus bebsar = rank
TyrannoEaUrus imperiosus Species
Ty FENNOEAITLE Fax — .
Tyrannossrus lenpngensis B
TyrannssaUrtidea SEELT
TYIAINOSAUIE [Lanchusanensis B =l o i i
L [ hitp #/pd eadbuaing fegHbind bridoe. pi? action=check T akonlnlobampfzon_r=G4333%amp ic_ed_uze
oecder by |_DizplayText w <orbne_tesoureer<online_resouce:r
= sowce_dsalshese
T = a
D [i] |E] The Paleabology Databaze
Gueny condibors = souce_database_wl e
Mame |branno biars {insloodh nen

The Pc:leoblology Database

| Home | Download |.H.r|a|v?e |.H.I:mur | Log in

Tyrannosaurus rex (tyrant lizard king) Search sgein

2 anl M 3rma AuiFher & ank Mama A ithar | s

Lancsl LE
4|

In the field Name in Query conditions enter you search string and click on the ¥button to
start the query. In the list of the left upper part the results of the query will be listed. In the
right part of the window additional information is shown as provided by the webservice. The
lower part of the window will show the webpage of the related information.
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http://paleodb.org/cgi-bin/bridge.pl

= Tarbozauruz bataar
=) resulk
=-id
E3705
= name
Twannogzaurus bataar
= rank.
Species
=) name_ztatuz
ZPNCNYm
= ul
http: # palecdb. orgdcoi-bindbridge. plfaction=check T axonlnfofamp;taxkon_no=6370582
<online_resources < fonline_resources
= zource_databaze
The Paleohiology D atabaze
= zource_database_wil
http: #/palendb.arg
=~ accepted_name
=-id
7254
= name
Tarbozaurus bataar
[=- rank
Speciez
=) name_ztatus
accepted name
(= wrl
http: #fpalecdb. orgdcgi-bindbridge. pl? actioh=check T axonlnfodamp taxon_no=572F
<ohline_resources < fonline_resources:
= zource_database
The Paleobiology D atabaze
= zource_databasze il
http: #/palendb. arg

For synonyms the accepted name will be shown as well as shown above. To change to the
accepted name click on the linked entry of the ID - in the example above ID: 57254. To
include the link from the webservice into your database choose one of the entries in the list
and click OK. The entry will change as shown below.

T ax name: |Tar|:u:usaurus bataar |—

g
torw

If you double-click on the link area
information of the webservice.

, @ window will open providing you with the retrieval

LRI of Tarbosaurus bataar

http: fimfnpalen, paleodatabase ., defcgi-bin/bridge, plfaction=get T axonomy kLR d=57 254

To receive the information related to an entry as provided by the webservice click on the oh
button. A window will open as shown below where information on the webservice is listed in
the upper part. If available, additional information provided on a corresponding website will be
shown in the lower part.
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minpaleo. paleodatabase. de

= Tyrannosaurus iex
=l rasuk
=-d
plix ]
=} risire
Tranreog s rex
1are
Species
=i name_glalus
accepted name
=}- QEfLE
Tyrannosaurs
=LrrEe
e
=} autiar
Dzbom 1905
Laddtional_commers: </ additiona_commentss
|

Fitped ¥ palendb. org/ogidbinbndge. pl Paction =check T axonl rfckamp;tason_no=5433 3ampis_real_uzer=0
= source_dalabase
The Palkabiokgy Database

= source_dalabase ur

The Paleobiology Dafabase

| Home | Search | Download | Analyze | About | Log in

Tyrannosaurus rex (tyrant lizard king) Search agan
Rank Mame Author Rank Name Author
kingdom Metazoa Haackel 1874 - Romerida Gauthier et al. 1988
- Eumatazoa Butschli 1910 - Diapsida (Osbarn 1203)
- Triplablastica Lankaster 1877 - Eosuchia {Broom 1924)
— Nephrozoa Jondelius at al. 2002 - MNeodiapsida Benton 1985
— Deuterostomia Grobben 1908 - Archosauromorpha {Huene 1946)

|~

w
*

If you wish to remove the link to the webservice, click on the #button. This will only remove

the relation to the webservice, not the cached name.

Page 370



	DiversityCollection
	Installation
	Menu
	Manual
	Version
	Update
	License
	Feedback
	Tutorial
	New dataset
	Collection event
	Localisation
	Event series
	Specimen
	Collector
	Relation
	Organisms
	Storage
	Query

	Queries
	Specimen list
	Query
	Save and load queries
	Query options
	Wildcards
	Predefined queries

	Editing the data
	Data grids
	Specimen grid
	Organism grid
	Part grid
	Collection event grid
	Event series grid

	Collection event
	Collection event series
	Images
	Geography
	Maps
	Sampling plots
	Site properties

	Collection specimen
	New, copy, delete ...
	Tree view
	Display order
	Accession data
	Images
	Projects
	Notes and problems

	Organisms and identifications
	Organisms
	Analysis
	Geo analysis
	Identifications
	Taxon list

	Storage
	Parts of specimen
	Processing

	Collectors
	Relations
	Exsiccatae
	Images
	Tools
	Methods
	Image description
	Media
	DiversityMediaService
	Annotation
	GIS editor
	GIS tutorial
	GIS tutorial 1
	GIS tutorial 2
	GIS tutorial 3
	GIS tutorial 4
	GIS tutorial 5
	GIS tutorial 6
	GIS tutorial 7
	GIS tutorial 8
	GIS tutorial 9
	GIS tutorial 9
	GIS tutorial 10
	GIS tutorial 11
	GIS tutorial 12
	GIS tutorial 13
	GIS tutorial 14


	Data access
	Availibility of datasets
	Projects
	Login administration
	Security

	Collection management
	Collection
	Collection manager
	Collection user
	Requester
	Request
	Transaction
	Sending
	Confirmation
	Reminding
	Partial return
	Return
	Printing
	Documents
	Balance
	Embargo

	Maintenance
	Taxonomic names
	Family and order
	Renaming
	Accession number duplicates
	Exsiccatae
	Agents
	References
	Event series
	Events and localisation
	Event coordinates
	Gazetteer
	Storage

	Import/Export
	Import images
	Import lists
	Export
	Export lists
	Reimport lists
	Export XML (ABCD)
	Export JSTOR
	Export BIB
	Export Naturgucker
	Label print
	Replication
	Cache database
	Cache database configuration
	Wizard
	Columns
	Transformation


	Customisation
	Context
	Main form

	Database
	Installation
	Configuration
	Connections
	Login
	Data tables
	Data tables related to projects
	Data tables for entities
	History
	Backup
	Logging
	Dataset version
	Application data


	DiversityWorkbench
	Modules
	Module related entry
	References
	Webservices
	Index Fungorum
	Catalogue of Life
	Palaeobiology Database



