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Alternative import formats: —_—
DELTA and SDD

| {JSON]

- XMl <xml/>
Triples A ! ,{SDD]

> item-descriptor-state DELTA
> item-character-state

= entity-attribute-value

= element-property-value

* Typical spreadsheet structure: A column for each property, a line for each item

* Triple state structure:
Descriptor defines properties, Item holds item data, Value keeps descriptor value
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Simplified data model with links to other Diversity Workbench modules

2= Description

# Description Scope
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Links to other
Diversity Workbench

modules

M Molecular Sequence Data

A Project

Descriptive Data Terminology
: | %% Categorical Descriptor
€ Categorical Summary Data —___ |
-"‘"—-L_\__\__|_ .
¥ Quantitative Summary Data ~__ 1 = Categorical State
H_,}_H
Tx Text Descriptor Data e : % Quantitative Descriptor
- |
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Values / States

w Text Descriptor

& Descriptor Tree

Sequence Descriptor

Descriptors
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(:% DiversityDescriptions, Database: DiversityDescriptions_Import v, 3.0.2.3 - | X
Connection  Edit B Grid Query Data  Administration  Help
=0 = ] X = Description Abierhiza tomentosa + Abies Project La”g';'fge B
Suchergebnisse 1 - 100 von 554
Abierhiza fascicularis + Abies A s == 3 - =]
T e e T e Description:  |Abierhiza tomentosa + Abies | 10: |53593{) |
Acephala macrosclerotiorum Minzer 7 = K
B e e e, Main attributes  Descriptor view  Continuous view  Resourcelinks  Sample data x
Albatrellus ovinus (Schaeff.: Fr) Kot Detais:
Alnicola cholea Kuhner + Polygonum 3 1 f
Alnirhiza atroverrucosa +Alnus Resou rce VIeW O a State
Alnirhiza cana + Alnus.
Alnirhiza cremicolor +Alnus {'.ﬁ BiveretiDeccrintin Thghbac | — O |
Alnirhiza cystidiobrunnea +Alnus e e i o !
A\n!rh\za cyspd.mbrunnea +Alnus Connection  Edit [ Grid  Query Data  Administration  Help
Alnirhiza elisivides + Alnus e 2 2 1
Alnirhiza liacina + Ainus v Description scopes FIEH=D X [ Z% Description Abierhiza tomentosa + Abies Project La”g:"age 58|
ordnen nach:  Descrption  ~ ! 2l Scope type Scope value Suchergebnisse - 100 von 534
I i — e R R Abierhiza fascicularis + Abies ~ St T .
v = | F %2 T ﬁi ’ - Taxon name Abierhiza tomentosa + Abies A ST Description: | Abierhiza tomentosa + Abies ‘ 10: ‘555534} | n
| > Acephala macrosclerotiorum Miinzer . = 3
Suchk!'rtieren _Heferenca il Haug |. Weber R, Cberinkler Afz:l»aerhiza beninensis +Afzeiia Main attrbutes  Descriptor view  Cortinuous view  Resource links — Sample data x
Description Alb_atrellus uvinus_(Sch aeff. Fr.) Kot Summary data Categorical states i
W= o s i | B Moder | Freaueny Rores
T = = Alihica cang - Al Haug |, Weber R, Oberwinkler F, Tschen J (1534) The mycorr |[— 0 | P— | =| =
Detals: = ~ Alnirhiza cremicolor + Alnus = € momphology mycorhizal system ramification presencetvpe o ' i e T T
) g Alnirhiza cystidiobrunnea + Alnus i e 2= |monopadialpinnate | =| =
Project = |Deemy v g:n?rmza c?‘r_s?iﬁi;clbrun;:aa +ANus =l & * Media view |32 |monopodial pyramidal e N
e _ nirhiza elisivides + Alnus - 1 T T
rEescnptlon i Alnirhiza llacina + Alnus v =2 C | dichotomous T -
Descriptor ot ordnen nach: | Description  ~ | ||&] |imeguiary pinnate. d... | | |
or . DI] BactDescDSMZ 10 = :corallold | x| =
Ts Categorical - = = DI] BFLheipflanzendssc bl N 3 BE BC | tubercleike = =
Quantitati. = = ~ |:||] Biomass Suchkritiersn c — T T
S| i I:h] Biomass as description Description K :brachlke | &l =
T = D'} Biomass as sample i) [# = =c
i [l Iy | Copy of Deemy T )
Data status r Copy of MycoPhylogenyNet 2
A U |E o Dot - "
|:||] DescriptionList (2 Projeci v = |Deemy | = e
Scope I:h] Encarsia . §
& Taxon = = ~ Dm Fagales_Gallen_Minen a__DESCﬂDT"’n FEsOUNCE BC M’?‘Eﬁﬂm| |
) 1 - = aDsel http://pictures.snsb info/Deemy./defintion./P-0003 jpg
Geography ~ = ~ [l oot DFI TA = Title l:l =l , O gte collection model: OrSet
Specimen ~ = 3 = Cl:zlescﬂptol' absent 8 tus data
Edit descriptions - T Categorical ~ = ~ = € anatomy mantle matrix presence
o 1D Status Notes
. . . . Quantitati. = = ~ Gl et m T T
M ain d escri pt ion att ri b utes = € anatomy mantle mairix location To be checked
el b= et middle mantle layer v | N(;l tu.i;e recun‘:ied :
Sequence * = e £ > —t
2 Mot applicable
Data status Descriptor tree: ~
.. i H .Data unavailable
= € Cateqgorical Descriptor = ¥ GQuantitative Descriptor Mot intempretable
Scope Categorical state(s) Quartitative measure Dat rthheld 5
& Taxon * = | w = Tx Text Descriptor =] X Sequence Descriptor (g
Geography ~ = v Text Sequence | Missing data
Specimen  * = e
Edit descriptions -
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Three main tasks of the descriptor trees

A

Presence -

Edit projects -

~
g thallus <growth habit>
..... T ——————
----- -@ - [th] upper surface <colours
----- - - [th upper suface] <pruinosity>
- — — b e - - [th upper suface] pruina <abundance>
ordnen nach: | Project ~ ! %$ - -~ w [th marginal and upper suface] specific structures <presences
T T == -~ 0 [th margin] cilia, cilicid structures <presences
r T ¥ T T ' E -~ 0 [th upper surface] isidia, isidioid structures <presences
Suchkritieran i fth upper surface] soredia, soralia, soralioid structures <presences
Project + [th morphol substructures (eg arecles, lobes, branches) width
F’ Tile =+ ~ - - fthf momphol substructures (eg areoles, squamules) <amangement >
Dt = + [th] morphol substructures {eg arecles, lobes, branches) upper suface <structure>
i -~ + [th] morphol substructures (eg lobes, branches) <division pattem>
Rights: ~ ~| | ||| i i -@ - [th]lower surface <colour>
language ~* = 2 | T R L e - O fth lower surface] specific structures <presence:
OWBsmie. & = 7| S - O fth lower surface] rhizines, rhizoid structures <presence>
Gt =\ —— e - - [th lower surface] thizines, rhizinoid structures <ramification pattem =
Parentpres. ~ . @ - [th] medulla amyloidity <iodine reaction presence=
-
Tree node resource I'_ = ﬁm W
-
Descriptor tree I-"E% Descriptor tree
o B
3 remamene [ -& Descriptor tree node
Description

&% DiversityDescriptions, Database: DiversityDescriptions_LIAS v, 4.2.11 - O X
Connection  Edit Egrid Query Data  Administration  Help

FEH> DB X @ | & Project LIASlight Langusce 3]
Suchergebnisse 1-3

L'As"g'“ [17eed] Project: [LiASiight | : 117 | =
LIASghicst Main attributes  Descriptor applicability  Descriptortree Modifier/Frequency i

x

1. Assignment of

descriptors to project
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Descriptor trees SNSB e

Three main tasks of the descriptor trees

&% DiversityDescriptions, Database: DiversityDescriptions_LIAS v, 4.2.11 - O X 1 A . f
Connection  Edit Egrid Query Data  Administration  Help * SSIgn ent O
A DB X @ | [ Project LIASlight Language d . .
en
bl escriptors to project
Copy of LIASlight [17664] el 5 5 n
s EEET | & el
LIASlighttest .
R Main attributes  Descriptor applicability  Descriptortree Modifier/Frequency x
Descriptor tree Recommended statistical measure 1 2 A M f I I d
E-f LIASlight ~ ){ [CLower range limit fhuman estimate) ~ | . SS Ig n I I I e nt O a Owe
Default descriptor tree for LIASlight - [ Upper range limit fhuman estimate) il . .
-~ Data record E Jpmlas=r iznlocnbe sbiasbes == I m
-~ References o Lower range limit {egacy data stat. meth. unknown) = Sta t I St I ca e a S u re s’
-~ Taxonomy = Upper range limit {egacy data stat. meth. unknown) . o
-~ Qecumence = [CCertral artypical value Jegacy data stat. meth. unkn m 0 d Ifl e r a n d fre q u e n Cy
-~ Ecology & Minimum value
-~ Chemistry Maximum value .
& ¢ e 0 |G c e values to descriptors
----- - » thallus <growth habit> s "
----- @ - thallus <compartimentation = Geometric mean
----- -@ - [th] upper surface <colours b [OMode
----- - - [th upper suface] <pruinosity> = [Median
: F. Tt g s o s v n
1 | e -@ - [th upper surface] pruina <abundance> - 5
ordnen nach: | Project ~ ! %$ = b - [th marginal and upper surface] specific structures <pres:
T T —me | ke 2 fth margin] cilia, cilicid structures <presence> Recommended modifier
i T% %R ' E ----- 2 fth upper surface] isidia, isidioid structures <presence> [iuncertain} ~ |[7]
Suchkritieren e e e sailismtacmloidstoictns [almost certainty [l
Project - fth] morphol substructures (eg arecles, lobes, branches)) Miikety
I e = = SpDraoua s T e Dperhaps L;
Detai == e 13| N £+ 53 -@ - [th momphol substructures {eg areoles, lobes, branches) [possibly
ot | O || || I 8 —@ - [th] momphol substructures (eg lobes, branches) <divisior [Cpresumably
Rights -~ ~| | || i i -& - [th]lower surface <colour> [probably
language ~ = <= 1| 0 N s 23 - O fth lower surface] specific structures <presence [rmhahh not i
DGR & = )| L - O fth lower surface] rﬁi;ines. ri?iz.oic.l structures cpresence. Recommended frequency
----- - - [th lower surface] thizines, rhizinoid structures < [imosty) ~ @
Parertpres, ~ | | . & - [th] medulla amyloidity <iodine reaction presence: v =
; [Tirare) i
Tree node resource < > [irarety) —
_% Title = E{someﬁmes} =
iy . abundant
Descriptor tree Descriptor tree
—& Descriptor tree node [lamost always
o
= Presence ~ [almost never
Description [ alwavs hd
Presence -
Edit projects ~
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Descriptor trees

Three main tasks of the descriptor trees

&% DiversityDescriptions, Database: DiversityDescriptions_LIAS v, 4.2.11 - O X

Connection  Edit Egrid Query Data  Administration  Help

(=0 = R X = & Project LIASIight Lang:age =

Suchergebnisse 1-3

Copy of LIASlight [17664] et 3 : =

LIASlight Project: | LIASlight | 1D: |111 | &

LiASlighttest .

Fais Main attributes  Descriptor applicability  Descriptortree Modifier/Frequency x

Descriptor tree 1
7

ordnen nach: | Project ~ ! %¢ =
\ 7%z %wuEE
Suchkritiersn
Project
¥ | e f= (=
Details - ~
Rights = ~
Language ~ = »
DWBproje. ~ = ~

Parertpres,

Tree node resource
Descrptor tree
"= Presence ~
Description

2% Presence ~

Default descriptor tree for LIASlight
@-—€ Data record
[H-—& References
[-—€ Taxonomy
—£ Occumence
—£ Ecology
—& Chemistry
[ secondary metabolites <presences
-—@ 0 secondary metabolites <compound>

ff—€ Pscomata

&+ EEE \
----- - - [ascm, ff apoth] margin excipular photobionts <presence, abundance>

----- —& - [ascm, ff apoth] subhymenial layers, hypothecium; [f perith] basal excipulum <colour in H=O)>

----- -8 0 [ascm] paraphyses/-oids <presence:

----- - - [ascm] paraphyses/-oid cells width

----- @ - [ascm] paraphyses/-cid apical cells width

----- @ - [ascm] epihymenium, epithecium <colour {in H=0)=

[ €% p bl Wit e @S

----- -# - asci <dehiscence major type >
----- - O [asc]tholus <development: abg
----- -m O [asc]tholus amyloidity (odine reaction) <presence>
----- -8 0 [asc]tholus amyloidity pattem <type> e
El-~E Ascospores =
----- -8 - ascospores <number per ascuss Al
----- -# - [asp] shape <kind> NR
\ ----- -# O [asp]length / =
----- -8 O [asp] width v L]

Ei-fy Project

2 Descriptortree
-& Descriptor tree node
(i Descriptor

Edit projects ~

1.

Naturwissenschaftliche

Sammiungen Bayerns

Assignment of
descriptors to project

Assignment of allowed
statistical measures,
modifier and frequency
values to descriptors

Structured grouping
and selection of
descriptors
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Why is the control for descriptor trees available at two different places?

& DiversityDescriptions, Database: DiversityDescriptions_LIAS v. 4,211

Connection  Edit [ Grid

FRER-DEBX

3 - [data record] revision <status>
4- [data record] reviewer <name>

axonomic rank <level=
enus <taxons

amily <taxon=

9 - order <taxon>

10 - taxonomic notes <text>
11— itam d

@ o

5 [data record] release <permission

i ¥

faes 2 L

F Descriptor [data record] author <name>

Deseriptor. | [data recond] atthor <name>

Main attributes  Categorical states WModifier/Frequency = Resource links

Descriptor tree:

{3 Copy of LIASight [17664]
Defaut desoritortree for LIASqht ID-0000020576]

0-000On0aT

ciaecon
- [data record] author <name:>

ortnen nach: | Sequence | 1] 24]/=

L N

1. Edit descriptors:

Staatliche
Naturwissenschaftliche
Sammlungen Bayerns

Shows all projects and descriptor
trees in the database where the

selected descriptor is inserted

T i~ Occurence (1000000
X LT =& Ecoloay 1D-00000209%5]
Suchkrtieren = Chemistry [1D.0000021007]
Descriptor ~ - Thalus [ID0000021005]
@ T .+ Ascomata [ID-:0000021024]
e = -€ Hymerium 110:00000210251
| ~-& Ascospores [ID:0000021035]
Detais ~ =~ L. & Condiomata I0:0000021055]
Sequ.no. ¥ & DiversityDescriptions, Database: DiversityDescriptions_LIAS v. 42,11 o X
fraect: v = e edon Gt Gt O ik : Lo
Class ~ v
w0 B 4 3 Project LIASlight Language 1
Mt 1= JF & OB X | g [ rProf g s =
Suchergebrisse 1-3
Exclusive = = =
S e ] - Project: [LIASight [Jo: [ | =
Caagorical s Main attributes  Descriptor applicabilty Descriptortree  Modfier/Frequency x
e v [ | Lsoretarve
@ | Ny escriptor tree for LIASiil %
o ome -~ &£ Datarcond <
State resource - [data record] author <name> A
= = -~ data record dype> fa
Tile -
= [data record] revision <stetus> i
Descriptor tree @ [data recond] reviewer cname> =
THle + = ~ .- [data record] release <permission statement> o
Treenode ~ = vl - - notes <text> ¥
-—€ References -
ot @ tem description references <citation> —
- Taxonomy =
-~ taxonomic rank devel> |
-8 Ogenus daxon> -
ordnen nach: | Project || &} |= = Ofamiy ctaxon> A
- order <taxon> s
i T %|E w8 E -~ taxonomic notes <text> i
Suchkritieren El--& Occumence hd
Project -m - global ocoumence <continent> -
G The = ~ -m - regional occumence [selected projects) <courtry> =
= -~& Ecology abg
g 162 & o substrate diind> "
Rights. = ~ -8 - Ifehabt <kind> =
Language * = = -& - host organism / phorophyte species aname> =
L = —m « primary photobiont <presence> o
e = -m (secondary photobints (g in cephalodia) <presence> o
Parenipres, - .-m (primary photobiont <type> =
= =]
Tree node resource =& Chemisty “

L= - -

Descriptor tres Deseriptortree
2 (=--~E Desciiptor tree node
Presence - & Desciiolor free nod
‘@ Descriptor

Description

Presence -

Edit projects -

2. Edit projects:
Shows all descriptors of the

selected project

In Edit projects many powerful
features for organizing
descriptor trees are available.
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File conversion

CSV export

'\

DELTA import

Interfaces to the world

nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnn

111111

xxxxx
11111
lllll
xxxxx
11111
11111

Tab s
& Bandoni 129073
separated |-
lllll

Import
wizard

50D

SDD import

S

Matrix wizard

Structured

Cache database

Naturwissenschaftliche

Sammlungen Bayerns

W1¥emi

XML file check

List
export

Project: BFLheilpflanzendesc - Agrimonia
eupatoria (Gemeiner Odermennig)

| Fileexh B

A, 50D
enl

export
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500 |mport SDD - O X
File name: |D:\Subversion\Projekte\DiversityDescriptions\bin\Debug\Deemyme | = |7:,‘|
o
Fletree SDD import
Analysis settings
HPEMCL E‘ef:'ﬁ’ ~ ‘ Default language  |en ~
El D ano .
é..n * Support for multilingual SDD files
¢| Descnptor trees L wiISUn suiiga 1l msgal wiiandCEers
= ’ Import settings

-
i+ Default language may be selected for import pory_|

--[] Alnirhiza atrovemucosa + Alnus
-[/] Alnirhiza cana + Alnus Workbench project | Tutorial ~

-[+] Alnirhiza cremicolor + Alnus
-[] Alnirhiza cystidiobrunnea + Alnus

e

[] Accept comma as decimal separator

[ lnirhiza lilacina + Alnus Create default descriptor tree
z:mi: ts:z:sf ;rﬂzus [] Import trees for "natural language description”
-] Alnithiza violacea + Alnus v | [ Import trees without "role”
D q [+)- Descriptor trees
= Descriptions
= - Abierhiza fascicularis + Abies
- TextChar
(- lterature references
. - Content
S D D Haug |, Weber R, Oberwinkler F, Tschen J (1994) The mycorhizal status of Taiwanese trees and the description of some ectomycorhizal types. Trees 8: 237-
=)~ remarks public notes
(- Content
Myconhizal ends velvety; cells of middle mantle layers in plan view angular; mantle in ultrastructure with no matrix material in the middle region, hyphal walls inte
[+ Quantitative v
< >
Start import % | Import to database: DiversityDescriptions_Import Analysis success

Source data £E a2 . & B
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A Import Delta

— O X

File name: I D:\SubversionProjekte’\Diversity Descriptions\bin*\Debug*ImportLias Light

IENEES

Encoding: I:’-\uto "| Delta impOrt

Filetree  Advanced settings

Analysis settings

-] o PR A T I

- 0 B HATE (0T T i) <TFTE>
=
e

rrrrr Cis-i7%-tsem, o7

-] Desc * “ . .
‘&=« Flexible handling of Delta comments during import
-] Incompatible states
-] Descriptions

=14

~

v

Default language

Import from single or multipe Delta files (chars, items, specs)

‘ Import settings

‘ () To project

Multifile

en - Englisch v

acters

() No update

Norkbench

Subsequent import of multiple Delta files for translation handling v

L1 Mool suiinng as uswinar separator

Create default descriptor tree

- =) Absconditella celata Dobbeler & Poelt
Analyse data :1 =8 Categorical
- OR
& of
- RS
= » Ee4
- State
- [06] - T8, #ht, FEFEL, BHE, 00, 440t

Delta - [05]- Bk - 1ok, A
- » HIFE{F
) el LRE

=- State

(mul

Ml

=>

%  Importto database: DiversityDescriptions_Import

‘ L PF R SR AN

Analysis emor

Source data




'%] Import matrix data

Target: Description -

L5 File &5 File

F File col
%% Descripto
Categorical Header lines: Start line: End line:

CE State splitt

chedule for matrix import of tab-separated te es Into DiversityDescri

arnet within DNive vl e ntinns” Ne&crintinn

) Test states ncoding: AN
State Count < >
108 0 1 2 3 4 ~
E— X2 Type | Categorical Text Categorical | Calegorical | Quantitative N
monocotyl herbs 108 y o1
Sl Rl Lol 2 |cspot 20080515 000... | woody NE_c 4827
e a 3 |cspot 20080515 000... | woody NW_c 28,20200000000...
S L 4 |cspm 2008-05-1500:0... | woody S = 1035
5 |CSPOT 20080515 000... | woody SW_c 2561
6 |CSPOT 20080515 000... | climber NE_c 0
7 |cspor 20080515 000... | climber NW_c 4539
8 |csPot 20080515 000... | climber SEc 1.148
3 |cspot 20080515 000... | climber SW_c 0.078
10 |cspot 20080515 000... |monocotylhebs | NE_c 2295
11 |cspot 20080515 00:0... |monocotylherbs | NW_c 0 v

Source data
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Data export

,ﬂi Export data — O »
File name: |D:\SubversionProjekte’\DiversityDescriptionsbinDebug*\Export " DiversityDescriptions_Import_BactDescDSMZ | | @]
[] Muttiile
Export project Data export Options
Bad?eecDSMZ (_) Export withheld data Read extemal data «:ﬂ
BactDescDSMZ
3 Bfa:Lhe::‘:an7ﬁndagn 8 ’ (O Hide withheld descriptor [[] Check strings for ilegal characters
4 Biomas . 0 o 0 .
s ® Inclusion of data from other DWB module possible (e.g. DiversityProjects)
. Biomass as sdallipie e e
. Copy of Deemy ’ [ Include resources
[j Copy of "7 b
n b= o Selection of export language for mutilingual databases
Include child projects e
| [ E 7 - A
Analyse data N o .
Individual options for each export format available
Write EML -~ .
B EML settinas ~ - sl
[+- Descriptor trees
Generate file ﬂ =1~ Descriptions
(- Aridibacter famidurans A22_HD_4HT
Write Delta [+~ Categorical
Compatible [+~ Quantitative
. ] (- TextChar
i Delta settings ~ = Sequence
: E\~- Partial ibosomal sequence 165
Generate file A - Sequence
Wiite SDD P = AGAGTTTGATCCTGGCTCAGAATCAACGCTGGCGGCGTGCCTCAGACATGCAAGTCGAACGATTAAAGCTCCCTTCGGGGAGTGCATAAAGTGGCGCACGGE
=) Protein 3
Compatible B Sequence
sy& SDD settings ~ : [+ SerAlaThrValSerGlulle Asn SerGluThrAspPheVal AlaLys Asn AspGInPhelle AlaLeu Thrlys Asp Thr ThrAlaHislleGln SerAsn SerLeuGin SerValGluGlu LeuHis SerSer Thrlle
= Protein 1
Generate file 00| | - Seauence s Y
Export from database: DiversityDescriptions_Import Analysis success

¥ of ok
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. Staatl |c_he

W Export matrix data — m} X

|[r] [S] [
Export project

LIASlight (O Export withheld data Descriptor tree: > | e
2 Copy of LIASlight [17664]
o

File name: |C:\Users\lJnk\DivevsityWoﬂcbmch\Diversinescrimms\Export

() Hide withheld descrioto

4 | Mbscondtelaam.. | 12561 7 2 1 2 2 2 12
5 |Absconditelaan.. |16341 7 2 1 2 2 2 12
6 |Abscondtelaant... | 15460 7 2 1 2 2 2 12
7 | Absconditella cel... | 12261 3 2 1 2 2 2 12
8 | Abscondteladel... | 10099 4 2 2 5 2 2 2 12
9 |Abscondteladu.. | 17088 6 2 1 2 2 12
Absconditela fos... | 17089 6 2 1 2 2 12
Abscondiela lign... | 12464 2 2 2 2.5 2 2 2 12
apa.. |7440 3 2 i 2 2 i 12¢
2 sph... 4 2 2 2 2 2 12
Matrlx -iip A b | b | il b ] e | 1')("
| Wizard =
e Export from database: DiversityDescriptions_LIAS Export aborted | Start export %
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s, 5 Spreadsheets are nice, but... SNSBee ..

W 0 R K B E N c H Sammiungen Bayerns

= *
B Fur Microsaft Excel: Forscherbe % | B

A ) & https://www.spiegel.de/netzwelt/web/fuer-microsoft-excel-forscher-benennen... &y 3= =
= BPIEGEL Netzwelt

Probleme mit automatischer Umwandlung

Forscher benennen menschliche Gene fiir
Microsoft Excel um

Ein Gremium der Human Genome Organisation hat beschlossen, mehr als zwei Dutzend
menschlichen Genen neue Namen zu geben. Der Grund dafur schlummert in Microsofts
Tabellenkalkulation.

Von Matthias Kremp
07.08.2020, 19.37 Uhr




.= Data pipeline with cache databases 5\5B:- ...

W 0 R K B E N c H Sammlungen Bayerns

‘ - e . L L
Primary source Cached data

e posiresaL 4 /)
' D
‘W\ " " L Cata of

Restricted by: __ 1 project
OIEEE Restrict:
‘q Project Y
! . = Iltems
@ Withhold
| €
Scope
ol

[T Synonymy

Project

project

il
- Data of

|

Sources Taxon
for taxa Synonymy

g ‘l“l““““““lﬂ
L I Sources for

i specimens

Specimens




